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Fig. S1. Cluster analysis of 13,694 actin homologs conducted in CLANS software. Individual sequences are represented by 

vertices. Edges connected these vertices (shown in the top panel) reflect attractive forces proportional to the negative logarithm of 

E-value calculated for the high scoring segment pairs (HSPs). The gray shade intensity of the connections is proportional to these 

forces. Subsequent panels show an enlarged part of a previous plot. The cluster of sequences closely related to actbl2 and used in 

this study is indicated by the red circle.



61/-

75/-

74/-

91/-

84/-

93/-

86/-

84/-

87/-

84/-

52/-

81/-

-/100

86/100 XP_005332707.2: Ictidomys_tridecemlineatus; Rodentia_(1)

XP_008826829.1: Chiroptera, Rodentia_(5)

XP_002728578.2: Rattus_norvegicus; Rodentia_(2)

XP_012367864.1: Nomascus_leucogenys, Theropithecus_gelada, Colobus_angolensis_palliatus; Primates_(3)

XP_017821891.1: Callithrix_jacchus; Primates_(1)

NP_001003349.2: Canis_lupus_familiaris; Carnivora_(1)

XP_014386747.1: Myotis_brandtii; Chiroptera_(1)

XP_015735544.1: Coturnix_japonica; Aves_(1)

XP_010386608.1: Rhinopithecus_roxellana; Primates_(1)

NP_001271653.1: Macaca_fascicularis; Primates_(1)

79/100 XP_006984899.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_021067147.1: Mus_pahari; Rodentia_(1)

XP_006752408.1: Amphibia, Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(123)

99/100 XP_006753072.1: Myotis_davidii; Chiroptera_(1)

XP_015415449.1: Myotis_davidii; Chiroptera_(1)

XP_012370642.1: Octodon_degus; Rodentia_(1)

XP_027284381.1: Cricetulus_griseus; Rodentia_(1)

XP_014380747.1: Alligator_sinensis; Crocodylia_(2)

XP_004374150.1: Trichechus_manatus_latirostris; Sirenia_(1)

XP_005530730.1: Pseudopodoces_humilis; Aves_(1)

XP_007099147.2: Panthera_tigris_altaica; Carnivora_(1)

XP_020669001.1: Pogona_vitticeps; Lepidosauria_(1)

XP_007963439.1: Chlorocebus_sabaeus; Primates_(1)

85/-

XP_023047466.2: Piliocolobus_tephrosceles; Primates_(1)

XP_023578688.1: Octodon_degus; Rodentia_(1)

XP_007185913.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

82/-

65/-

XP_004627171.1: Octodon_degus; Rodentia_(1)

XP_010349143.1: Saimiri_boliviensis_boliviensis; Primates_(1)

XP_002758560.1: Callithrix_jacchus; Primates_(1)

XP_002757742.1: Callithrix_jacchus; Primates_(1)

XP_012315401.1: Aotus_nancymaae; Primates_(1)

84/-

-/100 XP_010369252.1: Rhinopithecus_roxellana; Primates_(1)

XP_002748261.1: Callithrix_jacchus; Primates_(1)

XP_007959428.1: Chlorocebus_sabaeus; Primates_(1)

74/- XP_025855715.1: Vulpes_vulpes; Carnivora_(1)

XP_012292253.1: Aotus_nancymaae; Primates_(1)

100/100

98/100 XP_013770640.1: Pundamilia_nyererei; Actinopterygii_(1)

XP_012779335.1: Maylandia_zebra; Actinopterygii_(1)

XP_003455995.1: Oreochromis_niloticus; Actinopterygii_(1)

NP_001089852.1: Xenopus_laevis; Amphibia_(1)

100/100

76/100 XP_027687213.1: Chelonia_mydas; Testudines_(1)

XP_008172938.1: Chrysemys_picta_bellii; Testudines_(1)

XP_024063690.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_007534802.1: Erinaceus_europaeus; Eulipotyphla_(1)

NP_001165634.1: Xenopus_laevis; Amphibia_(1)

74/- XP_006007852.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_020371093.1: Rhincodon_typus; Chondrichthyes_(1)

73/100

91/100

100/100

-/100 XP_019373377.1: Gavialis_gangeticus; Crocodylia_(1)

XP_019387646.1: Crocodylus_porosus; Crocodylia_(1)

93/100 XP_006021319.1: Alligator_sinensis; Crocodylia_(1)

XP_006277779.1: Alligator_mississippiensis; Crocodylia_(1)

XP_024057676.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_004603876.1: Sorex_araneus; Eulipotyphla_(1)

XP_020659503.1: Pogona_vitticeps; Lepidosauria_(1)

84/-

85/100

-/100

91/100 XP_001379436.1: Metatheria, Monotremata_(4)

XP_020850325.1: Phascolarctos_cinereus; Metatheria_(1)

99/100 XP_010130388.1: Buceros_rhinoceros_silvestris; Aves_(1)

XP_010130387.1: Buceros_rhinoceros_silvestris; Aves_(1)

XP_002195916.1: Aves_(19)

XP_009909897.1: Picoides_pubescens; Aves_(1)

XP_009999633.1: Chaetura_pelagica; Aves_(1)

XP_009934170.1: Opisthocomus_hoazin; Aves_(1)

63/-

XP_005145792.1: Melopsittacus_undulatus; Aves_(1)

XP_010012889.1: Nestor_notabilis; Aves_(2)

XP_010187462.1: Mesitornis_unicolor; Aves_(1)

XP_007065908.1: Chelonia_mydas; Testudines_(1)

100/100

-/100 XP_019359521.1: Gavialis_gangeticus; Crocodylia_(1)

XP_006275176.2: Alligator_mississippiensis; Crocodylia_(1)

XP_019389370.1: Crocodylus_porosus; Crocodylia_(1)

XP_006020346.1: Crocodylia_(4)

NP_001007825.1: Aves, Testudines_(30)

-/100 XP_003228820.1: Anolis_carolinensis; Lepidosauria_(1)

XP_010196911.1: Colius_striatus; Aves_(1)

XP_008172650.1: Chrysemys_picta_bellii; Testudines_(1)

XP_009277128.1: Aptenodytes_forsteri; Aves_(1)

XP_009488701.1: Pelecanus_crispus; Aves_(1)

XP_009281779.2: Aptenodytes_forsteri; Aves_(1)

XP_015275502.1: Gekko_japonicus; Lepidosauria_(1)

XP_015728172.1: Coturnix_japonica; Aves_(1)

NP_989332.1: Xenopus_tropicalis; Amphibia_(1)

87/100 XP_021493060.1: Meriones_unguiculatus; Rodentia_(1)

XP_005992382.1: Latimeria_chalumnae; Coelacanthiformes_(1)

74/-

85/-

85/-

84/-

84/-

85/-

94/100

77/100

-/100 XP_026027378.1: Astatotilapia_calliptera; Actinopterygii_(1)

XP_004568349.2: Maylandia_zebra; Actinopterygii_(1)

XP_005952745.1: Haplochromis_burtoni; Actinopterygii_(1)

XP_003455994.1: Oreochromis_niloticus; Actinopterygii_(1)

83/100 WP_113349726.1: Actinopterygii, Firmicutes_(27)

NP_001284404.1: Poecilia_reticulata; Actinopterygii_(1)

NP_001117707.1: Esox_lucius, Oncorhynchus_mykiss, Salmo_salar; Actinopterygii_(3)

XP_020327314.1: Oncorhynchus_kisutch; Actinopterygii_(1)

XP_021451454.1: Oncorhynchus_mykiss; Actinopterygii_(1)

XP_018588245.1: Scleropages_formosus; Actinopterygii_(1)

XP_006637184.1: Actinopterygii_(7)

XP_005929392.1: Haplochromis_burtoni; Actinopterygii_(1)

87/-

85/100 XP_013866827.1: Actinopterygii_(5)

XP_023122558.1: Amphiprion_ocellaris; Actinopterygii_(1)

XP_008290663.1: Stegastes_partitus; Actinopterygii_(1)

XP_006796239.1: Neolamprologus_brichardi; Actinopterygii_(1)

XP_005750241.1: Pundamilia_nyererei; Actinopterygii_(1)

XP_004568354.1: Actinopterygii_(4)

XP_026027377.1: Astatotilapia_calliptera; Actinopterygii_(1)

XP_022053963.1: Acanthochromis_polyacanthus; Actinopterygii_(1)

XP_003972351.1: Takifugu_rubripes; Actinopterygii_(1)

93/-

85/-

XP_017286391.1: Kryptolebias_marmoratus; Actinopterygii_(1)

XP_026158521.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_020478403.1: Monopterus_albus; Actinopterygii_(1)

XP_024115147.1: Oryzias_melastigma; Actinopterygii_(1)

XP_004066026.1: Oryzias_latipes; Actinopterygii_(1)

XP_005812013.1: Actinopterygii_(10)

XP_010776110.1: Notothenia_coriiceps; Actinopterygii_(1)

XP_008314854.1: Paralichthys_olivaceus, Cynoglossus_semilaevis; Actinopterygii_(2)

XP_023286381.1: Seriola_lalandi_dorsalis; Actinopterygii_(1)

86/100

85/100

-/100 NP_571106.2: Actinopterygii_(10)

XP_016360370.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

85/100 XP_026871542.1: Electrophorus_electricus; Actinopterygii_(1)

XP_017572763.1: Pygocentrus_nattereri; Actinopterygii_(1)

-/100 NP_853632.3: Actinopterygii_(9)

XP_017558662.1: Pygocentrus_nattereri; Actinopterygii_(1)

90/100

78/100

-/100

79/100 XP_020782947.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_020782948.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_015800880.1: Nothobranchius_furzeri; Actinopterygii_(1)

XP_026180539.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_013887800.1: Austrofundulus_limnaeus; Actinopterygii_(1)

XP_020366648.1: Rhincodon_typus; Chondrichthyes_(2)

XP_018595388.1: Scleropages_formosus; Actinopterygii_(1)

83/-

100/100

83/-

57/-

61/-

75/-

85/-

86/-

78/100

89/100

91/100

-/100 NP_001017992.1: Homo_sapiens; Primates_(1)

XP_001140995.1: Pan_paniscus, Pan_troglodytes; Primates_(2)

XP_004058870.1: Gorilla_gorilla_gorilla; Primates_(1)

79/- XP_010355119.1: Rhinopithecus_bieti, Rhinopithecus_roxellana; Primates_(2)

XP_023066201.1: Piliocolobus_tephrosceles; Primates_(1)

86/100 XP_005557001.1: Macaca_fascicularis; Primates_(1)

XP_001101792.1: Macaca_mulatta; Primates_(1)

XP_007971336.1: Primates_(4)

XP_002815623.1: Pongo_abelii; Primates_(1)

XP_011798304.1: Colobus_angolensis_palliatus; Primates_(1)

XP_011770276.1: Macaca_nemestrina; Primates_(1)

85/100 XP_003265997.1: Nomascus_leucogenys; Primates_(1)

XP_021795069.1: Papio_anubis; Primates_(1)

88/100

77/100

XP_012312674.1: Aotus_nancymaae; Primates_(1)

XP_008990277.1: Callithrix_jacchus; Primates_(1)

XP_017404191.1: Cebus_capucinus_imitator; Primates_(1)

XP_003925881.1: Saimiri_boliviensis_boliviensis; Primates_(1)

94/100 XP_010625210.1: Fukomys_damarensis; Rodentia_(1)

XP_004848555.1: Heterocephalus_glaber; Rodentia_(1)

75/100 XP_006149032.1: Tupaia_chinensis; Scandentia_(1)

XP_008054464.1: Carlito_syrichta; Primates_(1)

78/-

75/-

98/100 XP_012631175.1: Microcebus_murinus; Primates_(1)

XP_012510729.1: Propithecus_coquereli; Primates_(1)

XP_004583769.1: Ochotona_princeps; Lagomorpha_(1)

XP_017200220.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_004703656.1: Echinops_telfairi; Tenrecidae_(1)

84/100

-/100

92/-

80/-

95/100

80/-

-/100 NP_780706.1: Mus_musculus; Rodentia_(1)

XP_021064122.1: Mus_pahari; Rodentia_(1)

NP_001099879.1: Rattus_norvegicus; Rodentia_(1)

XP_021036415.1: Mus_caroli; Rodentia_(1)

-/100 XP_003512854.1: Cricetulus_griseus; Rodentia_(1)

XP_003512853.1: Cricetulus_griseus; Rodentia_(1)

XP_008830814.1: Nannospalax_galili; Rodentia_(1)

XP_005065601.1: Mesocricetus_auratus; Rodentia_(1)

91/100 XP_006981724.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_004664980.1: Jaculus_jaculus; Rodentia_(1)

77/100 XP_020009888.1: Castor_canadensis; Rodentia_(1)

XP_005356846.1: Microtus_ochrogaster; Rodentia_(1)

75/100

77/100

-/100 XP_005319663.1: Ictidomys_tridecemlineatus, Marmota_flaviventris; Rodentia_(2)

XP_015352856.1: Marmota_marmota_marmota; Rodentia_(1)

XP_026241721.1: Urocitellus_parryii; Rodentia_(1)

XP_021489292.1: Meriones_unguiculatus; Rodentia_(1)

78/100

89/100

-/100

XP_021557855.1: Neomonachus_schauinslandi; Carnivora_(1)

XP_026354718.1: Ursus_arctos_horribilis; Carnivora_(1)

XP_002926113.1: Carnivora_(8)

XP_006744460.1: Leptonychotes_weddellii; Carnivora_(1)

89/100 XP_544346.1: Canis_lupus_familiaris, Canis_lupus_dingo; Carnivora_(2)

XP_025874737.1: Vulpes_vulpes; Carnivora_(1)

77/100

-/100 XP_003981025.1: Felis_catus, Panthera_pardus, Puma_concolor; Carnivora_(3)

XP_007079984.1: Panthera_tigris_altaica; Carnivora_(1)

XP_014928053.1: Acinonyx_jubatus; Carnivora_(1)

76/100

88/100

93/100 XP_014715865.1: Equus_asinus; Perissodactyla_(1)

XP_001495371.3: Equus_caballus, Equus_przewalskii; Perissodactyla_(2)

XP_004422895.1: Ceratotherium_simum_simum; Perissodactyla_(1)

94/100 XP_019503746.1: Hipposideros_armiger; Chiroptera_(1)

XP_006912538.1: Pteropus_alecto, Rousettus_aegyptiacus, Pteropus_vampyrus; Chiroptera_(3)

XP_008567459.1: Galeopterus_variegatus; Dermoptera_(1)

90/-

-/100

77/- XP_006891587.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_004678356.1: Condylura_cristata; Eulipotyphla_(1)

76/100 XP_004608506.1: Sorex_araneus; Eulipotyphla_(1)

XP_007516954.1: Erinaceus_europaeus; Eulipotyphla_(1)

75/- XP_007942345.1: Orycteropus_afer_afer; Tubulidentata_(1)

XP_003782795.1: Otolemur_garnettii; Primates_(1)

XP_006875399.1: Chrysochloris_asiatica; Chrysochloridae_(1)

85/100 XP_004380544.1: Trichechus_manatus_latirostris; Sirenia_(1)

XP_003408097.1: Loxodonta_africana; Proboscidea_(1)

76/-

87/100

85/100

-/100

-/100 XP_027376274.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla_(1)

XP_019838715.1: Bos_indicus; Cetartiodactyla_(1)

XP_005897526.1: Bos_mutus; Cetartiodactyla_(1)

XP_010815069.1: Bos_taurus; Cetartiodactyla_(1)

XP_010851791.1: Bison_bison_bison; Cetartiodactyla_(1)

XP_006055669.1: Bubalus_bubalis; Cetartiodactyla_(1)

92/100

-/100 XP_005979202.1: Pantholops_hodgsonii; Cetartiodactyla_(1)

XP_005694740.2: Capra_hircus; Cetartiodactyla_(1)

XP_011979743.1: Ovis_aries_musimon, Ovis_aries; Cetartiodactyla_(2)

XP_020772145.1: Odocoileus_virginianus_texanus; Cetartiodactyla_(1)

95/-

96/-

100/100

99/100 XP_023604686.1: Myotis_lucifugus; Chiroptera_(1)

XP_023604685.1: Myotis_lucifugus; Chiroptera_(1)

XP_008158516.1: Eptesicus_fuscus; Chiroptera_(1)

79/- XP_016051520.1: Miniopterus_natalensis; Chiroptera_(1)

XP_016055259.1: Miniopterus_natalensis; Chiroptera_(1)

XP_024427708.1: Desmodus_rotundus; Chiroptera_(1)

76/100

100/100

98/100

95/100 XP_004286825.1: Orcinus_orca; Cetartiodactyla_(1)

XP_026956880.1: Lagenorhynchus_obliquidens; Cetartiodactyla_(1)

XP_024621149.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla_(1)

XP_007198472.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

84/100 XP_006206084.1: Vicugna_pacos; Cetartiodactyla_(1)

XP_006180417.1: Camelus_bactrianus, Camelus_dromedarius, Camelus_ferus; Cetartiodactyla_(3)

88/-

87/100

XP_005392734.1: Chinchilla_lanigera; Rodentia_(1)

XP_012880760.1: Dipodomys_ordii; Rodentia_(1)

XP_004623136.1: Octodon_degus; Rodentia_(1)

XP_003470290.1: Cavia_porcellus; Rodentia_(1)

XP_005674537.3: Sus_scrofa; Cetartiodactyla_(1)

84/100

84/100

52/100 XP_027719296.1: Vombatus_ursinus; Metatheria_(1)

XP_020853218.1: Phascolarctos_cinereus; Metatheria_(1)

XP_003759426.1: Sarcophilus_harrisii; Metatheria_(1)

XP_001365902.1: Monodelphis_domestica; Metatheria_(1)

81/100 XP_013410615.1: Lingula_anatina; Brachiopoda_(1)

XP_002740362.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006899107.1: Elephantulus_edwardii; Macroscelidea_(1)

99/100

82/100

96/100

74/100

-/100

88/100

76/100

88/100

96/100 XP_016860232.1: Homo_sapiens; Primates_(4)

XP_016860222.1: Homo_sapiens; Primates_(4)

75/100 XP_016859648.1: Homo_sapiens; Primates_(3)

NP_001093241.1: Homo_sapiens; Primates_(4)

89/100 XP_024210566.1: Pan_troglodytes; Primates_(2)

XP_024210561.1: Pan_troglodytes; Primates_(1)

XP_018877231.1: Gorilla_gorilla_gorilla; Primates_(1)

XP_024099453.1: Pongo_abelii; Primates_(4)

XP_024095167.1: Pongo_abelii; Primates_(1)

XP_024210583.1: Pan_troglodytes; Primates_(1)

99/100

89/100

69/100 XP_011797114.1: Colobus_angolensis_palliatus; Primates_(1)

XP_017738014.1: Rhinopithecus_bieti; Primates_(1)

84/100 XP_026305545.1: Piliocolobus_tephrosceles; Primates_(2)

XP_011797688.1: Colobus_angolensis_palliatus; Primates_(1)

-/100

87/100 XP_008017958.1: Chlorocebus_sabaeus; Primates_(2)

XP_007960619.1: Chlorocebus_sabaeus; Primates_(3)

XP_021789415.1: Papio_anubis; Primates_(3)

XP_024097462.1: Pongo_abelii; Primates_(1)

68/-

100/100

87/-

98/100

94/100 XP_014413755.1: Camelus_ferus; Cetartiodactyla_(1)

XP_010981715.1: Camelus_dromedarius; Cetartiodactyla_(1)

XP_015107789.1: Vicugna_pacos; Cetartiodactyla_(1)

98/100

99/100 XP_010961755.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_014420309.1: Camelus_ferus; Cetartiodactyla_(1)

XP_015095676.1: Vicugna_pacos; Cetartiodactyla_(1)

71/-

100/100

-/100

-/100 XP_010964501.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_015107926.1: Vicugna_pacos; Cetartiodactyla_(1)

XP_010990806.1: Camelus_dromedarius; Cetartiodactyla_(1)

99/100 XP_010948284.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_014422586.1: Camelus_ferus; Cetartiodactyla_(1)

XP_006195376.2: Camelus_ferus; Cetartiodactyla_(1)

XP_025867157.1: Vulpes_vulpes; Carnivora_(1)

78/-

-/100

82/100

-/100

XP_014713867.1: Equus_asinus; Perissodactyla_(1)

XP_008513609.1: Equus_przewalskii; Perissodactyla_(1)

XP_004440930.1: Equus_caballus, Ceratotherium_simum_simum, Microtus_ochrogaster; Perissodactyla, Rodentia_(3)

XP_014711001.1: Equus_asinus; Perissodactyla_(1)

-/100 XP_004840438.1: Heterocephalus_glaber; Rodentia_(1)

XP_012494379.1: Propithecus_coquereli; Primates_(1)

XP_004647790.1: Octodon_degus; Rodentia_(1)

XP_009972340.1: Tyto_alba; Aves_(1)

XP_010568622.1: Aves; Cetartiodactyla; Lepidosauria; Primates_(18)

XP_008941321.1: Merops_nubicus; Aves_(1)

XP_014466124.1: Alligator_mississippiensis; Crocodylia_(1)

NP_001297350.1: Anas_platyrhynchos; Aves_(1)

XP_016286160.1: Monodelphis_domestica; Metatheria_(1)

WP_094948603.1: Lepidosauria, Testudines, Crocodylia, Aves, Monotremata, Metatheria, Eutheria_(145)

NP_001231504.1: Cricetulus_griseus; Rodentia_(1)

XP_019843421.1: Bos_indicus; Cetartiodactyla_(1)

XP_017389318.1: Cebus_capucinus_imitator; Primates_(1)

XP_023056025.2: Piliocolobus_tephrosceles; Primates_(1)

XP_002916509.1: Ailuropoda_melanoleuca; Carnivora_(1)

XP_011942892.1: Cercocebus_atys; Primates_(1)

NP_001126826.1: Pongo_abelii; Primates_(1)

XP_025221047.1: Theropithecus_gelada; Primates_(1)

XP_014985863.1: Macaca_mulatta; Primates_(1)

XP_010844072.1: Bison_bison_bison; Cetartiodactyla_(1)

XP_015261900.1: Gekko_japonicus; Lepidosauria_(1)

XP_023073333.1: Piliocolobus_tephrosceles; Primates_(1)

XP_008941322.1: Merops_nubicus; Aves_(1)

83/100 XP_003795487.1: Otolemur_garnettii; Primates_(1)

XP_012658062.1: Otolemur_garnettii; Primates_(1)

74/- XP_005504559.1: Columba_livia; Aves_(1)

XP_004380888.1: Nothoprocta_perdicaria, Trichechus_manatus_latirostris; Aves, Sirenia_(2)

NP_001277861.1: Bubalus_bubalis; Cetartiodactyla_(1)

NP_001301271.1: Capra_hircus; Cetartiodactyla_(1)

XP_008971426.1: Pan_paniscus; Primates_(1)

XP_002751826.1: Callithrix_jacchus; Primates_(1)

XP_025738472.1: Callorhinus_ursinus; Carnivora_(1)

NP_001095153.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_008941323.1: Merops_nubicus; Aves_(1)

XP_009695577.1: Cariama_cristata; Aves_(1)

78/100 XP_005870268.1: Myotis_brandtii; Chiroptera_(1)

XP_005879009.1: Myotis_brandtii; Chiroptera_(1)

XP_021042765.1: Mus_pahari; Rodentia_(1)

XP_027782642.1: Marmota_flaviventris; Rodentia_(1)

XP_006992733.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_002763052.3: Callithrix_jacchus; Primates_(1)

XP_020658070.1: Pogona_vitticeps; Lepidosauria_(1)

84/-

83/-

87/100 XP_016284236.1: Monodelphis_domestica; Metatheria_(1)

XP_016280458.1: Monodelphis_domestica; Metatheria_(1)

85/- XP_016284704.1: Monodelphis_domestica; Metatheria_(1)

XP_012301888.1: Aotus_nancymaae; Primates_(1)

74/100 XP_006093229.1: Myotis_lucifugus; Chiroptera_(1)

XP_006891919.1: Elephantulus_edwardii; Macroscelidea_(1)

100/100

90/100 XP_027785968.1: Marmota_flaviventris; Rodentia_(1)

XP_015350350.1: Marmota_marmota_marmota; Rodentia_(1)

90/100 XP_026268287.1: Urocitellus_parryii; Rodentia_(1)

XP_005340212.1: Ictidomys_tridecemlineatus; Rodentia_(1)

XP_006903006.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_002749016.3: Callithrix_jacchus; Primates_(1)

82/- XP_006143676.1: Tupaia_chinensis; Scandentia_(1)

XP_021524930.1: Aotus_nancymaae; Primates_(1)

82/-

87/-

75/- XP_014350131.1: Latimeria_chalumnae; Coelacanthiformes_(2)

XP_013788450.1: Limulus_polyphemus; Arthropoda_(1)

XP_014350135.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_020773086.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

86/100

75/100 XP_015333278.1: Marmota_marmota_marmota; Rodentia_(1)

XP_020837991.1: Phascolarctos_cinereus; Metatheria_(1)

-/100 XP_021533064.1: Aotus_nancymaae; Primates_(1)

XP_017399630.1: Cebus_capucinus_imitator; Primates_(1)

81/100 XP_006992734.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_004636475.1: Octodon_degus; Rodentia_(1)

NP_001279672.1: Callorhinchus_milii; Chondrichthyes_(1)

92/-

XP_010355321.1: Rhinopithecus_roxellana; Primates_(1)

XP_006889170.1: Elephantulus_edwardii; Macroscelidea_(1)

86/- XP_016287838.1: Monodelphis_domestica; Metatheria_(1)

XP_012373767.1: Dasypus_novemcinctus; Xenarthra_(1)

-/100 XP_010379963.1: Rhinopithecus_roxellana; Primates_(1)

XP_010365296.1: Rhinopithecus_roxellana; Primates_(1)

NP_001082422.1: Xenopus_laevis, Nanorana_parkeri; Amphibia_(2)

-/100 NP_001098278.1: Oryzias_latipes, Oryzias_melastigma; Actinopterygii_(2)

XP_015732105.1: Coturnix_japonica; Aves_(1)

NP_998884.1: Xenopus_tropicalis; Amphibia_(1)

80/100 XP_022063516.1: Anabas_testudineus, Acanthochromis_polyacanthus; Actinopterygii_(2)

XP_020376146.1: Rhincodon_typus; Chondrichthyes_(1)

77/-

86/-

95/100

91/100 XP_015753792.1: Orbicella_faveolata, Acropora_digitifera; Cnidaria_(2)

XP_022780033.1: Stylophora_pistillata; Cnidaria_(1)

XP_027037818.1: Pocillopora_damicornis; Cnidaria_(1)

81/- XP_001630039.1: Nematostella_vectensis; Cnidaria_(1)

XP_009496373.1: Fonticula_alba; Nucleariidae_&_Fonticula_(1)

XP_020916498.1: Exaiptasia_pallida; Cnidaria_(1)

80/100

93/100 XP_018588225.1: Scleropages_formosus; Actinopterygii_(1)

XP_017569539.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_006635223.2: Lepisosteus_oculatus; Actinopterygii_(1)

NP_001279247.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_023341390.1: Eurytemora_affinis; Arthropoda_(1)

85/-

95/100

86/-

85/-

77/-

83/-

66/-

97/100

87/-

74/-

86/100

90/100

88/100

99/100

72/-

69/-

71/-

79/-

95/100

96/100

81/100

96/100

-/100

90/100

84/100

-/100 XP_027223043.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223048.1: Penaeus_vannamei; Arthropoda_(1)

-/100 XP_027223046.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223047.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223044.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223041.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223040.1: Penaeus_vannamei; Arthropoda_(1)

75/100

91/100

91/100 XP_027227289.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227288.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227291.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227293.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223037.1: Penaeus_vannamei; Arthropoda_(1)

XP_027214687.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223035.1: Penaeus_vannamei; Arthropoda_(1)

83/-

77/-

88/-

91/-

89/100 XP_027227299.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227298.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227301.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227302.1: Penaeus_vannamei; Arthropoda_(1)

76/100 XP_027227304.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227303.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227296.1: Penaeus_vannamei; Arthropoda_(1)

84/- XP_027223034.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227300.1: Penaeus_vannamei; Arthropoda_(1)

86/- XP_027227290.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227294.1: Penaeus_vannamei; Arthropoda_(1)

90/-

53/-

99/100

88/-

84/100

85/100

XP_027209934.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209936.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209938.1: Penaeus_vannamei; Arthropoda_(1)

XP_027218507.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209933.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226732.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223006.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223032.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227306.1: Penaeus_vannamei; Arthropoda_(1)

95/-

XP_027226731.1: Penaeus_vannamei; Arthropoda_(1)

XP_027218506.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226730.1: Penaeus_vannamei; Arthropoda_(1)

96/100 XP_027236900.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226729.1: Penaeus_vannamei; Arthropoda_(1)

XP_027224003.1: Penaeus_vannamei; Arthropoda_(1)

76/100

74/-

96/100

83/-

92/100

84/100 XP_027223009.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223021.1: Penaeus_vannamei; Arthropoda_(1)

-/100 XP_027223011.1: Penaeus_vannamei; Arthropoda_(1)

XP_010378728.1: Rhinopithecus_roxellana; Primates_(1)

86/- XP_027220951.1: Penaeus_vannamei; Arthropoda_(1)

XP_027214688.1: Penaeus_vannamei; Arthropoda_(1)

95/100 XP_027223020.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223016.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223017.1: Penaeus_vannamei; Arthropoda_(1)

100/100 XP_018017255.1: Hyalella_azteca; Arthropoda_(1)

XP_018017256.1: Hyalella_azteca; Arthropoda_(1)

94/100

75/100 XP_018017260.1: Hyalella_azteca; Arthropoda_(1)

XP_018017259.1: Hyalella_azteca; Arthropoda_(1)

XP_018017258.1: Hyalella_azteca; Arthropoda_(1)

XP_027223008.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223022.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223028.1: Penaeus_vannamei; Arthropoda_(1)

96/100

100/100 XP_018017254.1: Hyalella_azteca; Arthropoda_(1)

XP_018017253.1: Hyalella_azteca; Arthropoda_(1)

XP_027223023.1: Penaeus_vannamei; Arthropoda_(1)

76/100

94/100

79/100 XP_027223004.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223033.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223027.1: Penaeus_vannamei; Arthropoda_(1)

82/100 XP_027220882.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223005.1: Penaeus_vannamei; Arthropoda_(1)

86/100

87/100

51/-

100/100 XP_027223030.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223031.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220928.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220893.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220869.1: Penaeus_vannamei; Arthropoda_(1)

XP_018017257.1: Hyalella_azteca; Arthropoda_(1)

XP_027220903.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220859.1: Penaeus_vannamei; Arthropoda_(1)

99/100

74/100

96/100

84/100 XP_001862348.1: Culex_quinquefasciatus; Arthropoda_(1)

XP_001660073.1: Aedes_aegypti, Aedes_albopictus; Arthropoda_(2)

XP_321420.4: Anopheles_gambiae_str._PEST; Arthropoda_(1)

-/100 XP_001654312.1: Aedes_aegypti; Arthropoda_(1)

XP_019541795.1: Aedes_albopictus; Arthropoda_(3)

XP_001862808.1: Culex_quinquefasciatus; Arthropoda_(1)

77/100

-/100

XP_020818633.1: Drosophila_serrata; Arthropoda_(1)

XP_017067677.1: Drosophila_eugracilis; Arthropoda_(1)

NP_524367.1: Arthropoda_(26)

XP_001989952.1: Arthropoda_(7)

89/100

87/-

90/-

100/100

99/100 XP_001651744.2: Aedes_aegypti; Arthropoda_(1)

XP_019541793.1: Aedes_albopictus; Arthropoda_(1)

XP_001862810.1: Culex_quinquefasciatus; Arthropoda_(1)

XP_001651745.1: Aedes_aegypti, Aedes_albopictus, Culex_quinquefasciatus; Arthropoda_(3)

XP_001862806.1: Culex_quinquefasciatus; Arthropoda_(1)

55/100 WP_126755791.1: Escherichia_coli, Aedes_aegypti; Gammaproteobacteria, Arthropoda_(2)

XP_019541796.1: Aedes_albopictus; Arthropoda_(1)

XP_315269.4: Anopheles_gambiae_str._PEST; Arthropoda_(1)

84/-

75/-

85/100

-/100

97/100

90/100

54/100

80/100 XP_005182555.1: Musca_domestica, Lucilia_cuprina, Stomoxys_calcitrans; Arthropoda_(3)

XP_017480986.1: Rhagoletis_zephyria; Arthropoda_(1)

NP_524210.1: Arthropoda_(27)

-/100 XP_014093464.1: Bactrocera_oleae; Arthropoda_(1)

XP_004518901.1: Ceratitis_capitata; Arthropoda_(1)

XP_011183279.1: Bactrocera_dorsalis, Zeugodacus_cucurbitae, Bactrocera_latifrons; Arthropoda_(3)

XP_011055428.1: Acromyrmex_echinatior; Arthropoda_(1)

XP_011148680.1: Arthropoda_(20)

XP_011055426.1: Acromyrmex_echinatior; Arthropoda_(1)

XP_012345672.1: Arthropoda_(16)

XP_006607783.1: Apis_dorsata; Arthropoda_(1)

94/100

-/100

-/100

-/100

74/100 NP_477091.1: Arthropoda_(22)

XP_002031326.1: Drosophila_sechellia; Arthropoda_(1)

XP_017021434.1: Arthropoda_(4)

XP_004530029.1: Arthropoda_(6)

85/100

-/100 XP_005178998.1: Musca_domestica, Lucilia_cuprina, Stomoxys_calcitrans; Arthropoda_(3)

XP_004526477.1: Arthropoda_(6)

NP_523800.1: Arthropoda_(27)

XP_005180578.1: Musca_domestica, Drosophila_eugracilis, Stomoxys_calcitrans; Arthropoda_(3)

XP_001649530.1: Aedes_aegypti, Aedes_albopictus, Culex_quinquefasciatus; Arthropoda_(3)

XP_003706097.1: Arthropoda_(5)

XP_023321950.1: Eurytemora_affinis; Arthropoda_(1)

92/100

-/100 NP_001299379.1: Papilio_xuthus; Arthropoda_(1)

NP_001296055.1: Arthropoda_(17)

NP_001119724.1: Bombyx_mori; Arthropoda_(1)

84/-

XP_014603494.1: Polistes_canadensis, Ceratina_calcarata; Arthropoda_(2)

XP_012263514.1: Athalia_rosae; Arthropoda_(1)

XP_022910575.1: Onthophagus_taurus; Arthropoda_(1)

-/100 XP_011334490.1: Ooceraea_biroi; Arthropoda_(1)

XP_006607782.1: Apis_dorsata; Arthropoda_(1)

XP_015515540.1: Neodiprion_lecontei; Arthropoda_(1)

XP_001600960.1: Arthropoda_(30)

85/-

92/-

60/100

83/100

97/100 XP_026287856.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_026287921.1: Frankliniella_occidentalis; Arthropoda_(1)

83/100 XP_026287922.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_026287923.1: Frankliniella_occidentalis; Arthropoda_(1)

93/100 XP_028030073.1: Bombyx_mandarina; Arthropoda_(1)

NP_001119725.1: Arthropoda_(8)

97/100

XP_001948457.2: Acyrthosiphon_pisum; Arthropoda_(1)

XP_025421026.1: Sipha_flava; Arthropoda_(1)

XP_015366322.1: Myzus_persicae, Diuraphis_noxia; Arthropoda_(2)

XP_021948872.1: Folsomia_candida; Arthropoda_(1)

-/100

75/100

75/100 XP_966415.1: Tribolium_castaneum, Aethina_tumida, Anoplophora_glabripennis; Arthropoda_(3)

XP_019760672.1: Dendroctonus_ponderosae; Arthropoda_(1)

XP_022904150.1: Onthophagus_taurus; Arthropoda_(1)

-/100 NP_001136108.1: Arthropoda_(15)

XP_017786311.1: Nicrophorus_vespilloides; Arthropoda_(1)

86/100

-/100 XP_023024442.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_966495.1: Arthropoda_(4)

XP_017779394.1: Nicrophorus_vespilloides; Arthropoda_(1)

WP_127116273.1: Agrilus_planipennis, Thalassobius_sp._ZQ172; Alphaproteobacteria, Arthropoda_(2)

84/100

95/100 XP_025206156.1: Rhopalosiphum_maidis, Melanaphis_sacchari; Arthropoda_(2)

XP_027839590.1: Aphis_gossypii; Arthropoda_(1)

XP_018336773.1: Agrilus_planipennis; Arthropoda_(1)

100/100

83/100

93/100

-/100 XP_023341662.1: Eurytemora_affinis; Arthropoda_(1)

XP_023320545.1: Eurytemora_affinis; Arthropoda_(1)

XP_023344974.1: Eurytemora_affinis; Arthropoda_(1)

XP_023320353.1: Eurytemora_affinis; Arthropoda_(1)

XP_023321319.1: Eurytemora_affinis; Arthropoda_(1)

72/-

92/100

94/100

76/100

73/-

XP_018497295.1: Galendromus_occidentalis; Arthropoda_(1)

XP_022651589.1: Varroa_jacobsoni, Varroa_destructor; Arthropoda_(2)

XP_022651588.1: Varroa_destructor, Varroa_jacobson; Arthropoda_(2)

XP_018496680.1: Galendromus_occidentalis; Arthropoda_(1)

XP_003747695.2: Galendromus_occidentalis; Arthropoda_(1)

87/100 WP_103230885.1: Clostridium_sp._chh4-2; Firmicutes_(1)

XP_015926735.1: Parasteatoda_tepidariorum; Arthropoda_(1)

XP_003742602.1: Galendromus_occidentalis, Varroa_jacobsoni, Varroa_destructor; Arthropoda_(3)

83/-

95/100

78/-

91/100

92/100

97/100

-/100

-/100

100/100

83/100

-/100 XP_011055718.1: Atta_cephalotes, Acromyrmex_echinatior, Atta_colombica; Arthropoda_(3)

XP_018355755.1: Trachymyrmex_septentrionalis, Trachymyrmex_cornetzi; Arthropoda_(2)

XP_018300903.1: Trachymyrmex_zeteki; Arthropoda_(1)

XP_018402471.1: Cyphomyrmex_costatus; Arthropoda_(1)

XP_011250479.1: Camponotus_floridanus, Temnothorax_curvispinosus; Arthropoda_(2)

XP_020293316.1: Pseudomyrmex_gracilis; Arthropoda_(1)

XP_011167847.1: Arthropoda_(5)

XP_012525257.1: Monomorium_pharaonis; Arthropoda_(1)

XP_011331114.1: Ooceraea_biroi; Arthropoda_(1)

XP_011150241.1: Dinoponera_quadriceps, Harpegnathos_saltator; Arthropoda_(2)

77/100

62/100

-/100

-/100

83/100 XP_625015.1: Arthropoda_(10)

XP_017754631.1: Eufriesea_mexicana; Arthropoda_(1)

XP_015513323.1: Neodiprion_lecontei; Arthropoda_(1)

XP_012257830.1: Athalia_rosae, Cephus_cinctus, Orussus_abietinus; Arthropoda_(3)

84/100

-/100 XP_014218713.1: Copidosoma_floridanum; Arthropoda_(1)

XP_011501757.1: Ceratosolen_solmsi_marchali; Arthropoda_(1)

XP_001601504.1: Nasonia_vitripennis; Arthropoda_(1)

XP_008559920.1: Fopius_arisanus, Microplitis_demolitor, Diachasma_alloeum; Arthropoda_(3)

83/100 XP_014258398.1: Cimex_lectularius; Arthropoda_(1)

XP_014286815.1: Halyomorpha_halys; Arthropoda_(1)

75/-

74/-

100/100

59/-

97/100

74/100

65/100

96/100 XP_023029067.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_018569273.1: Anoplophora_glabripennis; Arthropoda_(1)

XP_019769732.1: Dendroctonus_ponderosae; Arthropoda_(1)

XP_019878277.1: Aethina_tumida; Arthropoda_(1)

XP_967305.1: Tribolium_castaneum; Arthropoda_(1)

XP_022907432.1: Onthophagus_taurus; Arthropoda_(1)

XP_017779406.1: Nicrophorus_vespilloides; Arthropoda_(1)

XP_026463152.1: Ctenocephalides_felis; Arthropoda_(1)

XP_018902853.1: Bemisia_tabaci; Arthropoda_(1)

100/100 XP_025405147.1: Sipha_flava; Arthropoda_(1)

XP_001948128.1: Arthropoda_(6)

XP_026280479.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_022202754.1: Nilaparvata_lugens; Arthropoda_(1)

XP_021922874.1: Cryptotermes_secundus, Zootermopsis_nevadensis; Arthropoda_(2)

78/-

73/-

85/100

77/100 XP_013773443.1: Limulus_polyphemus; Arthropoda_(1)

XP_013772932.1: Limulus_polyphemus; Arthropoda_(1)

XP_013773637.1: Limulus_polyphemus; Arthropoda_(1)

96/100 NP_001301091.1: Limulus_polyphemus; Arthropoda_(1)

NP_001301052.1: Limulus_polyphemus; Arthropoda_(1)

85/-

78/100 XP_022103479.1: Acanthaster_planci; Echinodermata_(1)

XP_013407688.1: Lingula_anatina; Brachiopoda_(1)

XP_021376587.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_002125803.1: Ciona_intestinalis; Tunicata_(1)

XP_023234840.1: Centruroides_sculpturatus; Arthropoda_(1)

XP_015912859.1: Parasteatoda_tepidariorum, Centruroides_sculpturatus; Arthropoda_(2)

89/-

77/-

76/-

89/-

92/-

89/-

79/-

77/-

67/-

89/-

84/-

74/100

75/100

73/100

75/-

95/100 NP_001191587.1: Aplysia_californica; Mollusca_(1)

XP_013083929.1: Biomphalaria_glabrata; Mollusca_(1)

XP_009043798.1: Lottia_gigantea; Mollusca_(1)

73/100 XP_012944352.1: Aplysia_californica; Mollusca_(1)

XP_025110090.1: Pomacea_canaliculata; Mollusca_(1)

XP_013402367.1: Lingula_anatina; Brachiopoda_(1)

NP_001191569.1: Aplysia_californica; Mollusca_(1)

XP_013083901.1: Biomphalaria_glabrata; Mollusca_(1)

XP_001630583.1: Nematostella_vectensis; Cnidaria_(1)

82/-

89/-

74/-

91/100 XP_009043797.1: Lottia_gigantea; Mollusca_(1)

XP_009065998.1: Lottia_gigantea; Mollusca_(1)

96/100 XP_020905102.1: Exaiptasia_pallida; Cnidaria_(1)

XP_020905101.1: Exaiptasia_pallida; Cnidaria_(1)

XP_001634709.1: Nematostella_vectensis; Cnidaria_(1)

77/- XP_001637076.1: Nematostella_vectensis; Cnidaria_(1)

XP_001630069.1: Nematostella_vectensis; Cnidaria_(1)

XP_015768232.1: Acropora_digitifera; Cnidaria_(1)

XP_020901517.1: Exaiptasia_pallida; Cnidaria_(1)

XP_020916414.1: Exaiptasia_pallida; Cnidaria_(1)

77/-

92/100 XP_020627971.1: Orbicella_faveolata; Cnidaria_(1)

XP_015753791.1: Acropora_digitifera; Cnidaria_(1)

XP_027037807.1: Pocillopora_damicornis; Cnidaria_(1)

96/-

84/-

86/-

82/-

93/-

91/-

-/100 XP_018653065.1: Schistosoma_mansoni; Platyhelminthes_(1)

XP_018653066.1: Schistosoma_mansoni; Platyhelminthes_(1)

XP_024347274.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_009173846.1: Opisthorchis_viverrini; Platyhelminthes_(2)

XP_022313912.1: Crassostrea_virginica; Mollusca_(1)

XP_011444815.1: Crassostrea_gigas; Mollusca_(1)

82/100

99/100 XP_011433782.1: Crassostrea_gigas; Mollusca_(1)

XP_011433787.1: Crassostrea_gigas; Mollusca_(1)

XP_022313467.1: Crassostrea_virginica; Mollusca_(1)

XP_022316576.1: Crassostrea_virginica, Crassostrea_gigas; Mollusca_(2)

90/100

74/- XP_022314975.1: Crassostrea_virginica; Mollusca_(1)

XP_011448623.1: Crassostrea_gigas; Mollusca_(1)

XP_011425175.1: Crassostrea_gigas; Mollusca_(1)

75/- XP_011437201.1: Crassostrea_gigas; Mollusca_(1)

XP_022314741.1: Crassostrea_virginica; Mollusca_(1)

87/100

86/-

70/-

77/-

73/100 XP_021356754.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_013071866.1: Biomphalaria_glabrata; Mollusca_(1)

XP_009054813.1: Lottia_gigantea; Mollusca_(1)

XP_025112942.1: Pomacea_canaliculata; Mollusca_(1)

XP_011425162.1: Crassostrea_gigas; Mollusca_(1)

NP_001295788.1: Crassostrea_gigas; Mollusca_(1)

XP_020600429.1: Orbicella_faveolata; Cnidaria_(1)

78/100

79/100 XP_027049092.1: Pocillopora_damicornis; Cnidaria_(1)

XP_022777933.1: Stylophora_pistillata; Cnidaria_(1)

XP_022795459.1: Stylophora_pistillata; Cnidaria_(1)

88/-

76/-

73/-

100/100

96/100

77/100 XP_004257073.1: Entamoeba_invadens_IP1; Amoebozoa_(2)

XP_004182834.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

XP_004254367.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

93/100 XP_648054.1: Entamoeba_histolytica_HM-1IMSS, Entamoeba_dispar_SAW760; Amoebozoa_(2)

XP_001734132.1: Entamoeba_dispar_SAW760; Amoebozoa_(1)

99/100 XP_011444819.2: Crassostrea_gigas; Mollusca_(1)

XP_019928288.1: Crassostrea_gigas; Mollusca_(1)

XP_018652985.1: Schistosoma_mansoni; Platyhelminthes_(1)

82/-

100/100

100/100

100/100 XP_014885420.1: Poecilia_latipinna; Actinopterygii_(1)

XP_007573220.1: Poecilia_formosa; Actinopterygii_(1)

97/100 XP_005809779.1: Xiphophorus_maculatus; Actinopterygii_(1)

XP_027874026.1: Xiphophorus_couchianus; Actinopterygii_(2)

XP_015229704.1: Cyprinodon_variegatus; Actinopterygii_(1)

-/100 XP_011444817.1: Crassostrea_gigas; Mollusca_(1)

XP_026198285.1: Anabas_testudineus; Actinopterygii_(1)

XP_021372849.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_024665774.1: Wickerhamiella_sorbophila; Ascomycota_(1)

97/-

79/-

94/100 XP_027260561.1: Cricetulus_griseus; Rodentia_(1)

XP_023028518.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_009030330.1: Helobdella_robusta; Annelida_(1)

77/100 XP_009025437.1: Helobdella_robusta; Annelida_(1)

XP_009025436.1: Helobdella_robusta; Annelida_(1)

90/100 XP_015751952.1: Acropora_digitifera; Cnidaria_(1)

XP_015762563.1: Acropora_digitifera; Cnidaria_(1)

95/100

65/100

96/100

65/100

64/-

90/100

-/100

100/100

100/100 XP_005105689.1: Aplysia_californica; Mollusca_(1)

XP_005105684.1: Aplysia_californica; Mollusca_(1)

XP_005103138.1: Aplysia_californica; Mollusca_(1)

XP_013067610.1: Biomphalaria_glabrata; Mollusca_(1)

XP_005092009.1: Aplysia_californica; Mollusca_(1)

78/-

100/100 XP_009056592.1: Lottia_gigantea; Mollusca_(1)

XP_009056593.1: Lottia_gigantea; Mollusca_(1)

XP_021346449.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_019922877.1: Crassostrea_gigas; Mollusca_(1)

XP_013393874.1: Lingula_anatina; Brachiopoda_(1)

XP_022103903.1: Acanthaster_planci; Echinodermata_(1)

98/100

92/100

84/100

92/100 XP_796638.3: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_796654.2: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_797655.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_794999.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_011670747.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

99/100

88/100 XP_006825588.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006825589.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_002742033.2: Saccoglossus_kowalevskii; Hemichordata_(1)

95/-

100/100 XP_022314553.1: Crassostrea_virginica; Mollusca_(1)

XP_011432968.1: Crassostrea_gigas; Mollusca_(1)

XP_786731.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_002128607.1: Ciona_intestinalis; Tunicata_(1)

92/100 XP_009861333.1: Ciona_intestinalis; Tunicata_(1)

NP_001027674.1: Ciona_intestinalis; Tunicata_(1)

XP_002128924.1: Ciona_intestinalis; Tunicata_(1)

77/-

68/-

92/100

80/- NP_999693.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_001176242.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_999634.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_022096766.1: Acanthaster_planci; Echinodermata_(1)

XP_002128962.1: Ciona_intestinalis; Tunicata_(1)

89/100 XP_022096724.1: Acanthaster_planci; Echinodermata_(1)

XP_020627969.1: Orbicella_faveolata; Cnidaria_(1)

78/-

90/-

74/-

92/-

92/-

86/-

85/-

89/-

79/-

89/-

71/-

79/-

79/100

-/100

XP_014885421.1: Poecilia_latipinna, Poecilia_mexicana; Actinopterygii_(2)

XP_015229703.1: Cyprinodon_variegatus; Actinopterygii_(1)

XP_007573219.1: Poecilia_formosa; Actinopterygii_(1)

XP_005809780.1: Xiphophorus_maculatus, Xiphophorus_couchianus; Actinopterygii_(2)

XP_008417682.1: Poecilia_reticulata; Actinopterygii_(1)

87/100

86/-

93/100 XP_017288572.1: Kryptolebias_marmoratus; Actinopterygii_(1)

XP_013882805.1: Austrofundulus_limnaeus; Actinopterygii_(1)

XP_015815812.1: Nothobranchius_furzeri; Actinopterygii_(1)

XP_003444532.1: Oreochromis_niloticus; Actinopterygii_(1)

XP_005754021.1: Actinopterygii_(4)

XP_024116512.1: Oryzias_melastigma; Actinopterygii_(1)

87/100

93/100

92/100 XP_004072874.1: Oryzias_latipes; Actinopterygii_(1)

XP_023814601.1: Oryzias_latipes; Actinopterygii_(2)

XP_020561954.1: Oryzias_latipes; Actinopterygii_(1)

XP_024116514.1: Oryzias_melastigma; Actinopterygii_(1)

XP_011477986.1: Oryzias_latipes; Actinopterygii_(1)

XP_010792310.1: Notothenia_coriiceps; Actinopterygii_(1)

-/100 XP_023143074.1: Amphiprion_ocellaris; Actinopterygii_(1)

XP_019966803.1: Paralichthys_olivaceus; Actinopterygii_(1)

XP_018519362.1: Lates_calcarifer; Actinopterygii_(1)

XP_020450872.1: Monopterus_albus; Actinopterygii_(1)

XP_026177115.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_012712601.1: Fundulus_heteroclitus; Actinopterygii_(1)

XP_022624940.1: Seriola_dumerili, Seriola_lalandi_dorsalis; Actinopterygii_(2)

XP_027133335.1: Larimichthys_crocea; Actinopterygii_(1)

75/100

97/100 XP_023997352.1: Salvelinus_alpinus; Actinopterygii_(1)

XP_014049876.1: Oncorhynchus_mykiss, Salmo_salar; Actinopterygii_(2)

XP_010872256.1: Esox_lucius; Actinopterygii_(1)

XP_002592018.1: Branchiostoma_floridae; Cephalochordata_(1)

76/-

68/-

87/-

75/-

74/-

98/100 XP_002112714.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002107828.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002112712.1: Trichoplax_adhaerens; Placozoa_(1)

XP_009173982.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_002115540.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002128671.1: Ciona_intestinalis; Tunicata_(1)

80/100 XP_002154696.1: Hydra_vulgaris; Cnidaria_(1)

XP_002154462.1: Hydra_vulgaris; Cnidaria_(1)

XP_009043796.1: Lottia_gigantea; Mollusca_(1)

96/100

-/100 NP_999692.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_003725373.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_999694.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_797504.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_002592016.1: Branchiostoma_floridae; Cephalochordata_(1)

85/-

80/-

97/-

72/-

88/-

73/-

80/-

85/-

81/-

80/100

76/100

85/100

77/100 XP_003283397.1: Dictyostelium_purpureum; Amoebozoa_(1)

XP_003283398.1: Dictyostelium_purpureum; Amoebozoa_(1)

XP_644247.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

92/100

98/100 XP_636188.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636187.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636193.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636192.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

84/-

82/-

88/100

96/100

100/100 XP_004362157.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004362156.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004362155.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_013755905.1: Thecamonas_trahens_ATCC_50062; Apusozoa_(1)

XP_012751371.1: Acytostelium_subglobosum_LB1; Amoebozoa_(1)

XP_020437385.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_004355959.1: Cavenderia_fasciculata; Amoebozoa_(1)

83/100 XP_636088.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_643865.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636030.1: Dictyostelium_purpureum, Dictyostelium_discoideum_AX4; Amoebozoa_(2)

XP_003287782.1: Dictyostelium_purpureum; Amoebozoa_(1)

XP_012755649.1: Acytostelium_subglobosum_LB1; Amoebozoa_(1)

85/100

-/100 XP_020432918.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_020435686.1: Heterostelium_album_PN500; Amoebozoa_(2)

XP_020427719.1: Heterostelium_album_PN500; Amoebozoa_(1)

95/100

-/100

-/100

-/100 XP_004350578.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004361773.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004350653.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004361683.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004350837.1: Cavenderia_fasciculata; Amoebozoa_(1)

80/100

92/100 XP_004337269.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_004336648.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_004335674.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_013753450.1: Thecamonas_trahens_ATCC_50062; Apusozoa_(1)

75/-

88/100

67/100 XP_014155910.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

XP_014154779.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

XP_014148133.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

99/100 XP_013083930.1: Biomphalaria_glabrata; Mollusca_(1)

XP_013069898.1: Biomphalaria_glabrata; Mollusca_(1)

NP_001091149.1: Xenopus_laevis; Amphibia_(1)

-/100

100/100

-/100 XP_005758142.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

XP_005768436.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

-/100 XP_005766765.1: Emiliania_huxleyi_CCMP1516, Seriola_lalandi_dorsalis; Actinopterygii, Haptophyceae_(2)

XP_005782432.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

93/100 XP_020389083.1: Rhincodon_typus; Chondrichthyes_(1)

XP_020389073.1: Rhincodon_typus; Chondrichthyes_(1)

88/-

76/-

77/100

86/-

94/100

XP_021356756.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_021356759.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_021356758.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_002606072.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(2)

XP_021367253.1: Mizuhopecten_yessoensis; Mollusca_(1)

79/100

84/- XP_009060604.1: Biomphalaria_glabrata, Lottia_gigantea, Pomacea_canaliculata; Mollusca_(3)

NP_001191580.1: Aplysia_californica; Mollusca_(1)

XP_014771927.1: Octopus_bimaculoides; Mollusca_(1)

XP_013391160.1: Lingula_anatina; Brachiopoda_(1)

92/100 XP_018012626.1: Hyalella_azteca; Arthropoda_(1)

XP_027220754.1: Penaeus_vannamei; Arthropoda_(1)

81/-

80/-

74/-

95/-

89/100

-/100 XP_002588007.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002590161.1: Branchiostoma_floridae; Cephalochordata_(1)

100/100 XP_002590163.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002588006.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019640346.1: Branchiostoma_belcheri; Cephalochordata_(1)

99/100

97/100

95/100 XP_002643902.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002643901.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002643906.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002648287.1: Caenorhabditis_briggsae; Nematoda_(1)

85/100

91/100

85/100 XP_014669034.1: Priapulus_caudatus; Priapulida_(1)

XP_014662266.1: Priapulus_caudatus; Priapulida_(1)

XP_014662277.1: Priapulus_caudatus; Priapulida_(1)

XP_014676452.1: Priapulus_caudatus; Priapulida_(1)

XP_024347275.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_013788449.1: Limulus_polyphemus; Arthropoda_(1)

74/- XP_015795605.1: Tetranychus_urticae; Arthropoda_(1)

XP_015919216.1: Parasteatoda_tepidariorum; Arthropoda_(1)

84/-

XP_026198258.1: Anabas_testudineus; Actinopterygii_(1)

XP_022656860.1: Varroa_jacobsoni, Varroa_destructor; Arthropoda_(2)

XP_015926744.1: Parasteatoda_tepidariorum; Arthropoda_(1)

81/-

80/- XP_004345608.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea_(1)

XP_013239259.1: Mitosporidium_daphniae; Microsporidia_(1)

XP_015785619.1: Tetranychus_urticae; Arthropoda_(1)

XP_015785616.1: Tetranychus_urticae; Arthropoda_(1)

XP_023242384.1: Centruroides_sculpturatus; Arthropoda_(1)

86/100 XP_021956177.1: Folsomia_candida; Arthropoda_(1)

XP_021951797.1: Folsomia_candida; Arthropoda_(1)

XP_023334031.1: Eurytemora_affinis; Arthropoda_(1)

84/-

74/-

74/-

79/-

86/-

75/-

73/-

75/100

96/100

87/-

77/100

92/100

85/-

73/-

86/-

84/-

85/-

86/-

79/-

77/-

83/-

96/100

94/100

77/100 XP_002123216.1: Ciona_intestinalis; Tunicata_(1)

XP_002129608.1: Ciona_intestinalis; Tunicata_(1)

XP_018667351.1: Ciona_intestinalis; Tunicata_(1)

XP_002127504.1: Ciona_intestinalis; Tunicata_(1)

XP_020823844.1: Vombatus_ursinus, Phascolarctos_cinereus; Metatheria_(2)

XP_005988889.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_015713396.1: Coturnix_japonica; Aves_(1)

XP_020494339.1: Labrus_bergylta; Actinopterygii_(1)

XP_006146076.1: Tupaia_chinensis; Scandentia_(1)

XP_022607047.1: Seriola_dumerili, Seriola_lalandi_dorsalis; Actinopterygii_(2)

XP_018590720.1: Scleropages_formosus; Actinopterygii_(1)

85/100 XP_026195842.1: Anabas_testudineus; Actinopterygii_(1)

XP_008308307.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_020441900.1: Monopterus_albus; Actinopterygii_(1)

XP_008278087.1: Actinopterygii_(4)

XP_010733530.1: Larimichthys_crocea; Actinopterygii_(1)

92/-

NP_776650.1: Bos_taurus; Cetartiodactyla_(1)

XP_009872744.1: Apaloderma_vittatum; Aves_(1)

XP_021025154.1: Mus_caroli; Rodentia_(1)

-/100 XP_019809603.1: Bos_indicus; Cetartiodactyla_(1)

XP_010118960.1: Chlamydotis_macqueenii; Aves_(1)

XP_027309971.1: Anas_platyrhynchos; Aves_(1)

XP_005982939.1: Pantholops_hodgsonii; Cetartiodactyla_(1)

-/100 XP_003340224.1: Monodelphis_domestica; Metatheria_(1)

XP_005618896.1: Canis_lupus_familiaris; Carnivora_(1)

XP_002722940.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_023047586.1: Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(126)

82/100 XP_011891472.1: Cercocebus_atys; Primates_(1)

XP_011855241.1: Mandrillus_leucophaeus; Primates_(1)

XP_007446771.1: Lipotes_vexillifer; Cetartiodactyla_(1)

XP_003275203.2: Nomascus_leucogenys; Primates_(1)

XP_010372333.1: Rhinopithecus_roxellana; Primates_(1)

NP_001006709.1: Xenopus_laevis, Xenopus_tropicalis; Amphibia_(2)

85/100 NP_001079664.1: Xenopus_laevis; Amphibia_(1)

NP_001017750.1: Danio_rerio; Actinopterygii_(1)

NP_989355.1: Xenopus_tropicalis; Amphibia_(1)

XP_020383124.1: Rhincodon_typus; Chondrichthyes_(1)

77/100

93/100 XP_007462570.1: Lipotes_vexillifer; Cetartiodactyla_(1)

XP_024894723.1: Pteropus_alecto; Chiroptera_(1)

XP_010963405.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_018420349.1: Nanorana_parkeri; Amphibia_(1)

83/-

NP_001279093.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_007180505.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

XP_009328260.1: Pygoscelis_adeliae; Aves_(1)

75/100 XP_014797260.1: Calidris_pugnax; Aves_(1)

XP_010185302.1: Mesitornis_unicolor; Aves_(1)

XP_020380954.1: Rhincodon_typus; Chondrichthyes_(1)

XP_025740209.1: Actinopterygii, Coelacanthiformes, Amphibia, Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(176)

85/100 XP_026789786.1: Pangasianodon_hypophthalmus; Actinopterygii_(1)

XP_017331420.1: Ictalurus_punctatus; Actinopterygii_(1)

XP_006883106.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_015720396.1: Coturnix_japonica; Aves_(1)

XP_017542661.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_006141758.1: Tupaia_chinensis; Scandentia_(1)

XP_020009175.1: Castor_canadensis; Rodentia_(1)

84/-

85/-

84/-

84/100

84/100 XP_018969825.1: Cyprinus_carpio; Actinopterygii_(1)

XP_026079778.1: Carassius_auratus; Actinopterygii_(1)

XP_008283196.1: Stegastes_partitus; Actinopterygii_(1)

NP_001296763.1: Actinopterygii_(5)

NP_999949.2: Danio_rerio; Actinopterygii_(1)

XP_016313252.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

XP_026105175.1: Carassius_auratus; Actinopterygii_(1)

NP_001090226.1: Actinopterygii, Amphibia_(7)

XP_018928380.1: Cyprinus_carpio; Actinopterygii_(1)

85/100

87/-

85/100 XP_010887005.1: Esox_lucius; Actinopterygii_(1)

NP_001290839.1: Esox_lucius; Actinopterygii_(1)

NP_001133115.1: Actinopterygii_(5)

XP_023849262.1: Salvelinus_alpinus; Actinopterygii_(1)

NP_001117011.1: Actinopterygii_(5)

XP_006001208.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_007248613.1: Actinopterygii_(6)

86/100 XP_017558787.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_027030872.1: Tachysurus_fulvidraco; Actinopterygii_(1)

91/-

-/100

-/100 XP_023658027.1: Paramormyrops_kingsleyae; Actinopterygii_(1)

XP_019201860.1: Oreochromis_niloticus; Actinopterygii_(1)

XP_012692239.1: Clupea_harengus; Actinopterygii_(1)

NP_001001409.2: Actinopterygii_(53)

XP_020774946.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_017312868.1: Ictalurus_punctatus; Actinopterygii_(1)

XP_006632509.1: Actinopterygii_(13)

XP_018604990.1: Scleropages_formosus; Actinopterygii_(1)

79/100

79/100

85/-

85/100

85/100 WP_017454560.1: Betaproteobacteria, Actinopterygii_(4)

XP_026096647.1: Carassius_auratus; Actinopterygii_(1)

XP_016329630.1: Cyprinus_carpio, Sinocyclocheilus_anshuiensis; Actinopterygii_(2)

XP_019751440.1: Hippocampus_comes; Actinopterygii_(1)

XP_003454567.1: Actinopterygii_(25)

XP_024151897.1: Oryzias_melastigma; Actinopterygii_(1)

XP_008308108.1: Cynoglossus_semilaevis; Actinopterygii_(1)

NP_001098276.1: Actinopterygii_(8)

XP_008315424.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_020480862.1: Monopterus_albus; Actinopterygii_(1)

NP_001002066.1: Actinopterygii, Amphibia_(17)

85/100

73/100

-/100

79/100

79/100 NP_001090535.1: Xenopus_laevis; Amphibia_(1)

NP_001082366.1: Xenopus_laevis; Amphibia_(1)

NP_989076.1: Xenopus_tropicalis; Amphibia_(1)

XP_018420963.1: Nanorana_parkeri; Amphibia_(1)

XP_015276056.1: Gekko_japonicus; Lepidosauria_(1)

73/100 XP_003228733.1: Anolis_carolinensis; Lepidosauria_(1)

XP_007441739.1: Python_bivittatus; Lepidosauria_(1)

NP_001080060.1: Xenopus_laevis; Amphibia_(1)

66/100

90/100

-/100 XP_005798377.1: Actinopterygii_(4)

XP_014827213.1: Poecilia_mexicana; Actinopterygii_(1)

XP_014910662.1: Poecilia_latipinna; Actinopterygii_(1)

XP_012678780.1: Clupea_harengus; Actinopterygii_(1)

-/100

XP_003442991.1: Actinopterygii_(7)

XP_020776256.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_013882652.1: Kryptolebias_marmoratus, Austrofundulus_limnaeus, Nothobranchius_furzeri; Actinopterygii_(3)

XP_003962565.1: Takifugu_rubripes; Actinopterygii_(1)

87/-

85/-

86/-

86/-

86/-

75/100 XP_009965061.1: Tyto_alba; Aves_(1)

XP_010124421.1: Chlamydotis_macqueenii; Aves_(1)

XP_025252708.1: Theropithecus_gelada; Primates_(2)

XP_003409293.1: Loxodonta_africana; Proboscidea_(1)

XP_017365612.1: Cebus_capucinus_imitator; Primates_(1)

-/100 XP_012803105.1: Jaculus_jaculus; Rodentia_(1)

XP_010193676.1: Colius_striatus; Aves_(1)

XP_007441220.1: Lepidosauria_(4)

XP_004858412.2: Lepidosauria, Testudines, Aves, Metatheria, Eutheria_(184)

NP_001026400.1: Gallus_gallus; Aves_(1)

XP_017659360.1: Lepidothrix_coronata; Aves_(1)

XP_004020068.2: Ovis_aries; Cetartiodactyla_(1)

XP_001506759.1: Chiroptera, Crocodylia, Monotremata_(8)

XP_018604955.1: Scleropages_formosus; Actinopterygii_(1)

XP_023686670.1: Paramormyrops_kingsleyae; Actinopterygii_(1)

-/100

86/100

-/100

-/100 XP_026206388.1: Anabas_testudineus; Actinopterygii_(1)

XP_008313267.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_003449459.1: Actinopterygii_(14)

XP_020472327.1: Monopterus_albus; Actinopterygii_(1)

XP_022073960.1: Acanthochromis_polyacanthus, Amphiprion_ocellaris; Actinopterygii_(2)

XP_007541050.1: Actinopterygii_(18)

XP_023848878.1: Salvelinus_alpinus; Actinopterygii_(1)

XP_016335271.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

85/100 XP_024244208.1: Oncorhynchus_tshawytscha; Actinopterygii_(1)

XP_020316156.1: Oncorhynchus_kisutch; Actinopterygii_(1)

NP_997785.2: Actinopterygii_(10)

81/-

85/-

84/100

97/100

78/-

86/-

85/-

84/- XP_424279.1: Gallus_gallus; Aves_(1)

XP_003225206.1: Anolis_carolinensis; Lepidosauria_(1)

XP_013050203.1: Coturnix_japonica, Anser_cygnoides_domesticus; Aves_(2)

92/100 XP_005154237.1: Melopsittacus_undulatus; Aves_(1)

XP_009459659.1: Nipponia_nippon; Aves_(1)

XP_010305415.1: Balearica_regulorum_gibbericeps; Aves_(1)

XP_009284838.1: Aves_(8)

XP_003206416.1: Meleagris_gallopavo; Aves_(1)

XP_027646694.1: Falco_peregrinus, Falco_cherrug; Aves_(2)

XP_010156231.1: Eurypyga_helias; Aves_(1)

84/100

-/100 XP_005511104.1: Columba_livia; Aves_(1)

XP_001507188.1: Ornithorhynchus_anatinus; Monotremata_(1)

XP_006008197.1: Latimeria_chalumnae; Coelacanthiformes_(1)

80/100 XP_009686708.1: Struthio_camelus_australis; Aves_(1)

XP_025955729.1: Dromaius_novaehollandiae; Aves_(1)

XP_013814831.1: Apteryx_australis_mantelli, Apteryx_rowi; Aves_(2)

XP_009695993.1: Cariama_cristata; Aves_(1)

XP_010080489.1: Pterocles_gutturalis; Aves_(1)

XP_009482221.1: Aves_(7)

85/100 XP_005304619.1: Crocodylia, Testudines_(8)

XP_020638502.1: Pogona_vitticeps; Lepidosauria_(1)

XP_025890433.1: Nothoprocta_perdicaria; Aves_(1)

78/100

98/100

-/100

85/100 XP_026996102.1: Tachysurus_fulvidraco; Actinopterygii_(1)

XP_017554320.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_017330730.1: Ictalurus_punctatus, Pangasianodon_hypophthalmus, Tachysurus_fulvidraco; Actinopterygii_(3)

NP_001296761.1: Actinopterygii_(13)

84/100 XP_013981207.1: Actinopterygii_(5)

XP_010881872.1: Esox_lucius; Actinopterygii_(1)

XP_012677783.1: Clupea_harengus; Actinopterygii_(1)

XP_006642710.1: Lepisosteus_oculatus; Actinopterygii_(1)

XP_015666627.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_013054702.1: Anser_cygnoides_domesticus; Aves_(1)

XP_020384724.1: Rhincodon_typus; Chondrichthyes_(1)

XP_004668334.1: Meriones_unguiculatus, Jaculus_jaculus; Rodentia_(2)

XP_009878393.1: Charadrius_vociferus; Aves_(1)

XP_005505301.1: Columba_livia, Nothoprocta_perdicaria, Lonchura_striata_domestica; Aves_(3)

XP_005533023.2: Pseudopodoces_humilis; Aves_(2)

XP_019326185.1: Aptenodytes_forsteri; Aves_(1)

83/100 XP_003339917.1: Monodelphis_domestica, Vombatus_ursinus, Phascolarctos_cinereus; Metatheria_(3)

XP_003758769.1: Sarcophilus_harrisii; Metatheria_(1)

XP_014134630.2: Falco_cherrug; Aves_(1)

XP_010331747.1: Lepidosauria, Testudines, Aves, Eutheria_(138)

86/100

-/100 NP_001233231.1: Xenopus_laevis; Amphibia_(1)

NP_001011250.1: Xenopus_laevis, Xenopus_tropicalis, Nanorana_parkeri; Amphibia_(3)

XP_009566086.1: Cuculus_canorus; Aves_(1)

NP_001279898.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_006630430.1: Lepisosteus_oculatus; Actinopterygii_(1)

XP_015738454.1: Coturnix_japonica; Aves_(1)

94/100

96/100

99/100

86/100

98/100

74/100

96/100

-/100 XP_002610799.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019637338.1: Branchiostoma_belcheri; Cephalochordata_(1)

91/100 XP_002610798.1: Branchiostoma_floridae; Cephalochordata_(2)

XP_019637201.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_002610801.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002610800.1: Branchiostoma_floridae; Cephalochordata_(1)

92/100

74/100 XP_019637393.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_002610803.1: Branchiostoma_floridae; Cephalochordata_(1)

87/100 XP_002610802.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019637200.1: Branchiostoma_belcheri; Cephalochordata_(1)

93/100

60/100 XP_002601937.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019639517.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_019635371.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_019637346.1: Branchiostoma_belcheri; Cephalochordata_(1)

98/100 XP_002610809.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002610808.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(2)

XP_019136248.1: Corvus_cornix_cornix; Aves_(2)

84/100

100/100 XP_019637248.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(3)

XP_002603133.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002590158.1: Branchiostoma_floridae; Cephalochordata_(1)

82/100

89/100 XP_011661664.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_001119777.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_022080612.1: Acanthaster_planci; Echinodermata_(1)

90/100

83/100

-/100 XP_006821144.1: Saccoglossus_kowalevskii; Hemichordata_(1)

NP_001158422.1: Saccoglossus_kowalevskii; Hemichordata_(1)

NP_001158423.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006821151.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006821145.1: Saccoglossus_kowalevskii; Hemichordata_(1)

87/-

85/-

77/-

76/-

-/100 NP_505817.1: Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(2)

NP_508841.1: Caenorhabditis_briggsae, Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(3)

NP_505818.1: Caenorhabditis_briggsae, Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(3)

100/100 XP_003100415.1: Caenorhabditis_remanei; Nematoda_(1)

XP_003100376.1: Caenorhabditis_remanei; Nematoda_(1)

92/100 XP_024508692.1: Strongyloides_ratti; Nematoda_(1)

XP_024506242.1: Strongyloides_ratti; Nematoda_(1)

XP_024502396.1: Strongyloides_ratti; Nematoda_(1)

-/100

-/100 XP_001898433.1: Brugia_malayi; Nematoda_(1)

XP_001895799.1: Brugia_malayi; Nematoda_(1)

WP_126755788.1: Escherichia_coli, Brugia_malayi, Loa_loa; Gammaproteobacteria, Nematoda_(3)

XP_003373575.1: Trichinella_spiralis; Nematoda_(1)

86/-

77/-

76/-

75/- XP_001894819.1: Brugia_malayi, Loa_loa; Nematoda_(2)

XP_001747496.1: Monosiga_brevicollis_MX1; Choanoflagellida_(1)

99/100 XP_004996687.1: Salpingoeca_rosetta; Choanoflagellida_(1)

XP_004993570.1: Salpingoeca_rosetta; Choanoflagellida_(1)

74/- XP_013386345.1: Lingula_anatina; Brachiopoda_(1)

XP_003375861.1: Trichinella_spiralis; Nematoda_(1)

99/100

XP_012798726.1: Schistosoma_haematobium; Platyhelminthes_(1)

XP_009168820.1: Opisthorchis_viverrini; Platyhelminthes_(1)

78/100 XP_009175832.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_024345678.1: Echinococcus_granulosus; Platyhelminthes_(2)

92/-

-/100 NP_001295818.1: Crassostrea_gigas; Mollusca_(1)

XP_022325998.1: Crassostrea_virginica; Mollusca_(1)

85/100 XP_013397317.1: Lingula_anatina; Brachiopoda_(2)

XP_009024738.1: Helobdella_robusta; Annelida_(1)

75/-

-/100 XP_011616661.1: Takifugu_rubripes; Actinopterygii_(1)

XP_020659504.1: Pogona_vitticeps; Lepidosauria_(1)

XP_023244322.1: Centruroides_sculpturatus; Arthropoda_(1)

WP_127116270.1: Dendroctonus_ponderosae, Agrilus_planipennis, Thalassobius_sp._ZQ172; Alphaproteobacteria, Arthropoda_(4)

92/100

92/100 XP_026317564.1: Hyposmocoma_kahamanoa; Arthropoda_(1)

XP_026317563.1: Hyposmocoma_kahamanoa; Arthropoda_(1)

XP_023943706.1: Bicyclus_anynana; Arthropoda_(1)

NP_001119726.1: Bombyx_mori; Arthropoda_(1)

NP_001298591.1: Arthropoda_(7)

XP_021203568.1: Bombyx_mori; Arthropoda_(1)

-/100 XP_018561158.1: Anoplophora_glabripennis; Arthropoda_(1)

XP_011198527.1: Arthropoda_(9)

80/-

79/-

94/100

67/100 XP_002021770.1: Drosophila_persimilis, Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(2)

XP_017152507.1: Drosophila_miranda; Arthropoda_(1)

XP_022232920.1: Drosophila_obscura; Arthropoda_(1)

100/100 XP_020813027.1: Drosophila_serrata; Arthropoda_(1)

XP_017036305.1: Drosophila_kikkawai; Arthropoda_(1)

NP_001172074.1: Arthropoda_(4)

XP_017036167.1: Drosophila_kikkawai; Arthropoda_(1)

WP_110883488.1: Arthropoda, Actinobacteria_(93)

XP_020804920.1: Drosophila_serrata; Arthropoda_(1)

87/-

86/100

85/100 XP_016977046.1: Drosophila_rhopaloa; Arthropoda_(1)

XP_002004473.1: Arthropoda_(5)

XP_001961354.1: Drosophila_ananassae, Drosophila_bipectinata; Arthropoda_(2)

NP_523625.1: Arthropoda_(14)

XP_002090100.1: Drosophila_yakuba; Arthropoda_(1)

64/- XP_017837194.1: Drosophila_busckii; Arthropoda_(1)

XP_024348028.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_017480875.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_001986647.1: Arthropoda_(5)

XP_027853848.1: Aphis_gossypii; Arthropoda_(1)

XP_022115609.1: Pieris_rapae; Arthropoda_(1)

XP_003702208.1: Megachile_rotundata; Arthropoda_(1)

87/- XP_027220756.1: Penaeus_vannamei; Arthropoda_(1)

XP_014784116.1: Octopus_bimaculoides; Mollusca_(1)

XP_014255022.1: Cimex_lectularius; Arthropoda_(1)

NP_001157191.1: Nasonia_vitripennis, Trichogramma_pretiosum, Ceratosolen_solmsi_marchali; Arthropoda_(3)

82/-

85/-

84/- XP_017489416.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_006885108.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_027206362.1: Dermatophagoides_pteronyssinus; Arthropoda_(1)

XP_026281658.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_002429368.1: Pediculus_humanus_corporis; Arthropoda_(1)

XP_017487464.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_021951861.1: Folsomia_candida; Arthropoda_(1)

65/-

76/-

80/-

99/100

88/100 XP_001649531.1: Aedes_aegypti; Arthropoda_(1)

XP_019563902.1: Aedes_albopictus; Arthropoda_(1)

XP_001847270.1: Culex_quinquefasciatus; Arthropoda_(1)

87/- XP_022093295.1: Acanthaster_planci; Echinodermata_(1)

XP_015229708.1: Cyprinodon_variegatus; Actinopterygii_(1)

94/100

69/100

98/100 XP_022314552.1: Crassostrea_virginica; Mollusca_(1)

XP_011432967.1: Crassostrea_gigas; Mollusca_(1)

XP_021341844.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_013072528.1: Biomphalaria_glabrata; Mollusca_(1)

84/-

-/100

100/100 XP_014881363.1: Poecilia_latipinna; Actinopterygii_(1)

XP_014833705.1: Poecilia_mexicana; Actinopterygii_(1)

XP_014779484.1: Octopus_bimaculoides; Mollusca_(1)

XP_003228823.1: Anolis_carolinensis; Lepidosauria_(1)

100/100 XP_022342106.1: Crassostrea_virginica; Mollusca_(1)

XP_022341279.1: Crassostrea_virginica; Mollusca_(1)

87/-

99/100

91/100 XP_002642268.1: Caenorhabditis_briggsae, Caenorhabditis_remanei; Nematoda_(2)

NP_499809.1: Caenorhabditis_elegans; Nematoda_(1)

XP_013297181.1: Necator_americanus; Nematoda_(1)

NP_001134991.1: Salmo_salar; Actinopterygii_(1)

100/100

97/100 XP_009162638.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_009162639.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_009162640.1: Opisthorchis_viverrini; Platyhelminthes_(1)

74/-

66/-

84/-

81/-

94/- XP_010338649.1: Saimiri_boliviensis_boliviensis; Primates_(1)

XP_017485285.1: Rhagoletis_zephyria; Arthropoda_(1)

54/- XP_018588221.1: Scleropages_formosus; Actinopterygii_(1)

XP_017288573.1: Kryptolebias_marmoratus; Actinopterygii_(1)

90/- XP_022313465.1: Crassostrea_virginica; Mollusca_(1)

XP_014775203.1: Octopus_bimaculoides; Mollusca_(1)

76/-

72/-

90/100 XP_002590512.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_012714522.1: Fundulus_heteroclitus; Actinopterygii_(1)

XP_004340099.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_004258916.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

79/-

81/- XP_013778575.1: Limulus_polyphemus; Arthropoda_(1)

XP_020427737.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_002610810.1: Branchiostoma_floridae; Cephalochordata_(1)

92/-

77/-

85/-

74/-

74/-

85/-

92/-

95/-

95/100

94/-

76/-

-/100

78/100

88/100

76/100 XP_001249020.1: Coccidioides_posadasii_C735_delta_SOWgp, Coccidioides_immitis_RS; Ascomycota_(2)

XP_001537101.1: Histoplasma_capsulatum_NAm1, Blastomyces_gilchristii_SLH14081; Ascomycota_(2)

93/100 XP_003171968.1: Nannizzia_gypsea_CBS_118893; Ascomycota_(1)

XP_002845588.1: Microsporum_canis_CBS_113480; Ascomycota_(1)

77/100 XP_007676086.1: Baudoinia_panamericana_UAMH_10762; Ascomycota_(1)

XP_016222613.1: Exophiala_mesophila; Ascomycota_(1)

XP_009157056.1: Exophiala_dermatitidis_NIH/UT8656; Ascomycota_(1)

85/100 XP_020132721.1: Diplodia_corticola; Ascomycota_(1)

XP_011128059.1: Arthrobotrys_oligospora_ATCC_24927; Ascomycota_(1)

XP_007800543.1: Endocarpon_pusillum_Z07020; Ascomycota_(1)

XP_002153345.1: Talaromyces_stipitatus_ATCC_10500, Talaromyces_marneffei_ATCC_18224, Talaromyces_atroroseus; Ascomycota_(3)

XP_022578302.1: Penicilliopsis_zonata_CBS_506.65; Ascomycota_(1)

87/100

-/100

-/100 XP_001257681.1: Aspergillus_fischeri_NRRL_181; Ascomycota_(1)

XP_007776861.1: Coniosporium_apollinis_CBS_100218; Ascomycota_(1)

XP_664146.1: Aspergillus_nidulans_FGSC_A4; Ascomycota_(1)

XP_018690198.1: Fonsecaea_erecta; Ascomycota_(1)

92/100 XP_003849124.1: Cercospora_beticola, Zymoseptoria_tritici_IPO323, Sphaerulina_musiva_SO2202; Ascomycota_(3)

XP_023626731.1: Ramularia_collo-cygni; Ascomycota_(1)

XP_018186899.1: Xylona_heveae_TC161; Ascomycota_(1)

XP_007727665.1: Capronia_coronata_CBS_617.96; Ascomycota_(1)

92/-

92/100 XP_014537511.1: Penicillium_digitatum_Pd1, Penicillium_arizonense, Penicillium_expansum; Ascomycota_(3)

XP_002563649.1: Penicillium_rubens_Wisconsin_54-1255; Ascomycota_(1)

XP_001589969.1: Ascomycota_(5)

XP_013277728.1: Rhinocladiella_mackenziei_CBS_650.93; Ascomycota_(1)

XP_001270073.1: Aspergillus_clavatus_NRRL_1, Pseudocercospora_fijiensis_CIRAD86, Aspergillus_steynii_IBT_23096; Ascomycota_(3)

98/100

-/100 XP_022502772.1: Fonsecaea_nubica; Ascomycota_(1)

XP_022510319.1: Fonsecaea_monophora; Ascomycota_(1)

XP_007743167.1: Cladophialophora_psammophila_CBS_110553; Ascomycota_(1)

XP_001791794.1: Ascomycota_(31)

XP_024668465.1: Aspergillus_candidus; Ascomycota_(1)

86/-

80/-

78/-

84/-

-/100

-/100 XP_007834514.1: Pestalotiopsis_fici_W106-1; Ascomycota_(1)

XP_016639460.1: Scedosporium_apiospermum; Ascomycota_(1)

94/100 XP_014169436.1: Grosmannia_clavigera_kw1407; Ascomycota_(1)

XP_016586421.1: Sporothrix_schenckii_1099-18; Ascomycota_(1)

XP_008091932.1: Colletotrichum_graminicola_M1.001, Colletotrichum_higginsianum_IMI_349063, Colletotrichum_orchidophilum; Ascomycota_(3)

75/- XP_018176406.1: Purpureocillium_lilacinum; Ascomycota_(1)

XP_006668998.1: Beauveria_bassiana_ARSEF_2860, Cordyceps_militaris_CM01; Ascomycota_(2)

85/100

-/100

XP_003719871.1: Pyricularia_oryzae_70-15; Ascomycota_(1)

XP_001911932.1: Podospora_anserina_S_mat+; Ascomycota_(1)

XP_003662159.1: Thermothelomyces_thermophilus_ATCC_42464, Thielavia_terrestris_NRRL_8126; Ascomycota_(2)

XP_006696523.1: Chaetomium_thermophilum_var._thermophilum_DSM_1495; Ascomycota_(1)

XP_003008477.1: Ascomycota_(15)

XP_006961104.1: Ascomycota_(4)

84/100 XP_007811563.1: Metarhizium_acridum_CQMa_102, Metarhizium_robertsii_ARSEF_23; Ascomycota_(2)

XP_018141826.1: Pochonia_chlamydosporia_170; Ascomycota_(1)

85/-

XP_024321032.1: Pseudogymnoascus_destructans; Ascomycota_(1)

XP_025390416.1: Aspergillus_eucalypticola_CBS_122712; Ascomycota_(1)

XP_018132665.1: Pseudogymnoascus_verrucosus; Ascomycota_(1)

XP_024717752.1: Amorphotheca_resinae_ATCC_22711; Ascomycota_(1)

XP_001396595.1: Ascomycota_(5)

XP_022398645.1: Aspergillus_glaucus_CBS_516.65; Ascomycota_(1)

XP_018239358.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota_(1)

81/-

90/100

89/100 XP_006670578.1: Cordyceps_militaris_CM01; Ascomycota_(1)

XP_018703763.1: Cordyceps_fumosorosea_ARSEF_2679; Ascomycota_(1)

XP_008594783.1: Beauveria_bassiana_ARSEF_2860; Ascomycota_(1)

100/100

98/100 XP_002380812.1: Aspergillus_flavus_NRRL3357; Ascomycota_(1)

XP_001823695.1: Aspergillus_oryzae_RIB40; Ascomycota_(1)

XP_022392101.1: Aspergillus_bombycis; Ascomycota_(1)

72/-

99/100

84/100

-/100

84/100

98/100

83/100

79/100

76/100

84/100

80/100

80/100

-/100

90/100 XP_002549329.1: Candida_tropicalis_MYA-3404; Ascomycota_(1)

XP_001525621.1: Lodderomyces_elongisporus_NRRL_YB-4239; Ascomycota_(1)

XP_002417908.1: Candida_albicans_SC5314, Candida_dubliniensis_CD36; Ascomycota_(2)

XP_026594214.1: Candida_viswanathii; Ascomycota_(1)

XP_003869147.1: Candida_orthopsilosis_Co_90-125; Ascomycota_(1)

XP_007375872.1: Spathaspora_passalidarum_NRRL_Y-27907; Ascomycota_(1)

XP_001386952.1: Scheffersomyces_stipitis_CBS_6054; Ascomycota_(1)

XP_018709471.1: Metschnikowia_bicuspidata_var._bicuspidata_NRRL_YB-4993; Ascomycota_(1)

-/100 XP_020078961.1: Hyphopichia_burtonii_NRRL_Y-1933; Ascomycota_(1)

XP_015465902.1: Debaryomyces_fabryi; Ascomycota_(1)

XP_458703.2: Debaryomyces_hansenii_CBS767; Ascomycota_(1)

76/100

-/100

92/100 XP_020545162.1: Pichia_kudriavzevii; Ascomycota_(1)

XP_019018800.1: Pichia_membranifaciens_NRRL_Y-2026; Ascomycota_(1)

XP_013936258.1: Ogataea_polymorpha, Ogataea_parapolymorpha_DL-1; Ascomycota_(2)

XP_002492446.1: Komagataella_phaffii_GS115; Ascomycota_(1)

85/100

95/100 XP_020069746.1: Cyberlindnera_jadinii_NRRL_Y-1542; Ascomycota_(1)

XP_019037652.1: Wickerhamomyces_anomalus_NRRL_Y-366-8; Ascomycota_(1)

XP_018984743.1: Babjeviella_inositovora_NRRL_Y-12698; Ascomycota_(1)

XP_020050402.1: Ascoidea_rubescens_DSM_1968; Ascomycota_(1)

79/100

84/100

-/100

85/100

XP_004179379.1: Tetrapisispora_blattae_CBS_6284; Ascomycota_(1)

XP_003675725.1: Naumovozyma_castellii_CBS_4309; Ascomycota_(1)

XP_003685103.1: Tetrapisispora_phaffii_CBS_4417; Ascomycota_(1)

NP_116614.1: Torulaspora_delbrueckii, Candida_glabrata, Saccharomyces_cerevisiae_S288C; Ascomycota_(3)

84/100

78/100 XP_001645336.1: Vanderwaltozyma_polyspora_DSM_70294; Ascomycota_(1)

XP_002497318.1: Zygosaccharomyces_rouxii; Ascomycota_(1)

XP_003956876.1: Kazachstania_africana_CBS_2517, Kazachstania_naganishii_CBS_8797; Ascomycota_(2)

XP_003671324.2: Naumovozyma_dairenensis_CBS_421; Ascomycota_(1)

77/100

77/100

-/100 NP_983171.1: Eremothecium_gossypii_ATCC_10895; Ascomycota_(1)

XP_003644559.1: Eremothecium_cymbalariae_DBVPG; Ascomycota_(1)

XP_017987198.1: Eremothecium_sinecaudum; Ascomycota_(1)

88/100

98/100 XP_453299.1: Kluyveromyces_lactis; Ascomycota_(1)

XP_022677670.1: Kluyveromyces_marxianus_DMKU3-1042; Ascomycota_(1)

XP_002555845.1: Lachancea_thermotolerans_CBS_6340, Lachancea_lanzarotensis; Ascomycota_(2)

XP_502566.2: Yarrowia_lipolytica_CLIB122; Ascomycota_(1)

98/100

93/100 XP_013017925.1: Schizosaccharomyces_octosporus_yFS286, Schizosaccharomyces_cryophilus_OY26; Ascomycota_(2)

NP_595618.1: Schizosaccharomyces_pombe; Ascomycota_(1)

XP_002174311.1: Schizosaccharomyces_japonicus_yFS275; Ascomycota_(1)

XP_021882259.1: Lobosporangium_transversale; Mucoromycota_(1)

93/100

76/-

72/-

84/-

100/100

74/100

79/100

71/100

-/100

-/100

74/100

56/100 XP_007312009.1: Serpula_lacrymans_var._lacrymans_S7.9; Basidiomycota_(1)

XP_007767488.1: Coniophora_puteana_RWD-64-598_SS2; Basidiomycota_(1)

XP_006460394.1: Agaricus_bisporus_var._burnettii_JB137-S8, Agaricus_bisporus_var._bisporus_H97; Basidiomycota_(2)

98/100 XP_009544328.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota_(1)

XP_009544320.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota_(1)

XP_007305471.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota_(1)

73/100 XP_007268062.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

XP_007862659.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota_(1)

XP_007388498.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota_(1)

87/100 XP_001884444.1: Laccaria_bicolor_S238N-H82; Basidiomycota_(1)

XP_001839365.1: Coprinopsis_cinerea_okayama7; Basidiomycota_(1)

XP_003026150.1: Schizophyllum_commune_H4-8; Basidiomycota_(1)

88/100

91/100

-/100

93/100

-/100 XP_024337527.1: Postia_placenta_MAD-698-R-SB12; Basidiomycota_(1)

XP_012182515.1: Fibroporia_radiculosa; Basidiomycota_(1)

XP_027609928.1: Sparassis_crispa; Basidiomycota_(1)

XP_008034748.1: Trametes_versicolor_FP-101664_SS1; Basidiomycota_(1)

XP_007371494.1: Dichomitus_squalens_LYAD-421_SS1; Basidiomycota_(1)

XP_007391592.1: Phanerochaete_carnosa_HHB-10118-sp; Basidiomycota_(1)

77/-

77/-

77/- XP_001840083.1: Coprinopsis_cinerea_okayama7; Basidiomycota_(1)

XP_007268066.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

XP_007305464.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota_(1)

XP_007388499.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota_(1)

-/100 XP_007268069.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

XP_007862658.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota_(1)

82/-

91/100 XP_007327861.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota_(1)

XP_006460401.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota_(1)

63/- XP_001884321.1: Laccaria_bicolor_S238N-H82; Basidiomycota_(1)

XP_003038955.1: Schizophyllum_commune_H4-8; Basidiomycota_(1)

94/100

76/100

89/100

92/100

97/100

100/100 XP_018989638.1: Cryptococcus_amylolentus_CBS_6039; Basidiomycota_(1)

XP_019029634.1: Tsuchiyaea_wingfieldii_CBS_7118; Basidiomycota_(1)

XP_566845.1: Cryptococcus_neoformans_var._neoformans_JEC21, Cryptococcus_neoformans_var._grubii_H99, Cryptococcus_neoformans_var._neoformans_B-3501A; Basidiomycota_(3)

XP_003191418.1: Cryptococcus_gattii_WM276; Basidiomycota_(1)

-/100 XP_019048200.1: Kwoniella_bestiolae_CBS_10118, Kwoniella_mangroviensis_CBS_8507; Basidiomycota_(2)

XP_019014031.1: Kwoniella_pini_CBS_10737; Basidiomycota_(1)

XP_018279415.1: Cutaneotrichosporon_oleaginosum; Basidiomycota_(1)

XP_007000867.1: Tremella_mesenterica_DSM_1558; Basidiomycota_(1)

XP_014179101.1: Trichosporon_asahii_var._asahii_CBS_2479; Basidiomycota_(1)

86/100

-/100

-/100

96/100 XP_025379997.1: Acaromyces_ingoldii; Basidiomycota_(1)

XP_025354585.1: Meira_miltonrushii; Basidiomycota_(1)

55/100 XP_025346423.1: Pseudomicrostroma_glucosiphilum; Basidiomycota_(1)

XP_025361004.1: Jaminaea_rosea; Basidiomycota_(1)

XP_025596305.1: Tilletiopsis_washingtonensis; Basidiomycota_(1)

98/100

89/100 XP_014654218.1: Moesziomyces_antarcticus, Ustilago_maydis_521, Kalmanozyma_brasiliensis_GHG001; Basidiomycota_(3)

XP_012188676.1: Pseudozyma_hubeiensis_SY62; Basidiomycota_(1)

XP_007882417.1: Anthracocystis_flocculosa_PF-1; Basidiomycota_(1)

95/100

83/100 XP_027483652.1: Malassezia_restricta; Basidiomycota_(1)

XP_001730987.1: Malassezia_globosa_CBS_7966; Basidiomycota_(1)

XP_018739675.1: Malassezia_sympodialis_ATCC_42132; Basidiomycota_(1)

100/100 XP_006960573.1: Wallemia_mellicola_CBS_633.66; Basidiomycota_(1)

XP_009268595.1: Wallemia_ichthyophaga_EXF-994; Basidiomycota_(1)

88/100

87/100 XP_016271443.1: Rhodotorula_toruloides_NP11; Basidiomycota_(1)

XP_018273462.1: Rhodotorula_graminis_WP1; Basidiomycota_(1)

XP_014569215.1: Mixia_osmundae_IAM_14324; Basidiomycota_(1)

94/100 XP_007416800.1: Melampsora_larici-populina_98AG31; Basidiomycota_(1)

XP_003323586.1: Puccinia_graminis_f._sp._tritici_CRL_75-36-700-3; Basidiomycota_(1)

76/-

96/100 XP_023471460.1: Rhizopus_microsporus_ATCC_52813; Mucoromycota_(1)

XP_018287949.1: Phycomyces_blakesleeanus_NRRL_1555-; Mucoromycota_(1)

100/100 XP_007874173.1: Pneumocystis_murina_B123, Pneumocystis_carinii_B80; Ascomycota_(2)

XP_018230204.1: Pneumocystis_jirovecii_RU7; Ascomycota_(1)

XP_025179520.1: Rhizophagus_irregularis_DAOM_181602=DAOM_197198; Mucoromycota_(1)

XP_016607082.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota_(1)

XP_013059056.1: Nematocida_parisii_ERTm1; Microsporidia_(1)

76/-

64/-

83/-

67/-

89/-

98/-

97/-

100/100

100/100

100/100

95/100

89/100

86/100

98/100

-/100 XP_019367205.1: Gavialis_gangeticus; Crocodylia_(1)

XP_006259654.2: Alligator_mississippiensis; Crocodylia_(1)

XP_019396803.1: Crocodylus_porosus; Crocodylia_(1)

94/100

98/100 XP_013799643.1: Apteryx_australis_mantelli; Aves_(1)

XP_025941467.1: Apteryx_rowi; Aves_(1)

XP_025906833.1: Nothoprocta_perdicaria; Aves_(1)

97/100

100/100

98/100 XP_024063683.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_005292830.1: Chrysemys_picta_bellii; Testudines_(1)

XP_005292829.1: Chrysemys_picta_bellii; Testudines_(1)

XP_006124746.1: Pelodiscus_sinensis; Testudines_(1)

100/100

90/100

56/100 XP_013930173.1: Thamnophis_sirtalis; Lepidosauria_(1)

XP_026571580.1: Pseudonaja_textilis, Notechis_scutatus; Lepidosauria_(2)

XP_015682144.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

88/100 XP_007437756.1: Python_bivittatus; Lepidosauria_(1)

XP_025028629.1: Python_bivittatus; Lepidosauria_(1)

100/100

-/100

93/100

88/100 XP_003765225.1: Sarcophilus_harrisii; Metatheria_(1)

XP_003765226.1: Sarcophilus_harrisii; Metatheria_(1)

XP_003765224.1: Sarcophilus_harrisii; Metatheria_(1)

XP_001365207.1: Monodelphis_domestica; Metatheria_(1)

88/100 XP_020831301.1: Phascolarctos_cinereus; Metatheria_(1)

XP_027699742.1: Vombatus_ursinus; Metatheria_(1)

XP_007900278.1: Callorhinchus_milii; Chondrichthyes_(1)

100/100

100/100

100/100

-/100

90/100

89/100

93/100

88/100 XP_015684716.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_015684717.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_026521883.1: Notechis_scutatus, Pseudonaja_textilis; Lepidosauria_(2)

XP_007429612.1: Python_bivittatus; Lepidosauria_(1)

XP_020661460.1: Pogona_vitticeps; Lepidosauria_(1)

XP_015267090.1: Gekko_japonicus; Lepidosauria_(1)

XP_003218206.1: Anolis_carolinensis; Lepidosauria_(1)

97/100

98/100

91/100 XP_005299292.1: Chrysemys_picta_bellii; Testudines_(1)

XP_024065274.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_007055562.1: Chelonia_mydas; Testudines_(1)

XP_006131781.1: Pelodiscus_sinensis; Testudines_(1)

100/100 XP_020390453.1: Rhincodon_typus; Chondrichthyes_(1)

XP_007895351.1: Callorhinchus_milii; Chondrichthyes_(1)

51/-

74/-

88/100

100/100

55/100

94/100 XP_001459509.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001426299.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001429791.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001458174.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

100/100 XP_001016672.1: Tetrahymena_thermophila_SB210; Alveolata_(1)

XP_004029994.1: Ichthyophthirius_multifiliis; Alveolata_(1)

XP_001704653.1: Giardia_lamblia_ATCC_50803; Diplomonadida_(1)

100/100

69/100

94/100 XP_807262.1: Trypanosoma_cruzi_strain_CL_Brener; Kinetoplastida_(1)

XP_009307474.1: Trypanosoma_grayi; Kinetoplastida_(1)

XP_011776681.1: Trypanosoma_brucei_brucei_TREU927, Trypanosoma_brucei_gambiense_DAL972; Kinetoplastida_(3)

XP_015654073.1: Leptomonas_pyrrhocoris; Kinetoplastida_(1)

92/100

98/100

75/-

95/100

99/100 XP_002677318.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002679406.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002670573.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

75/- XP_002669273.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002677561.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

100/100

97/100 XP_002678295.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002672124.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002676311.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002679433.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

99/100

94/100

85/100

59/100

100/100

88/100

75/-

84/100 XP_002260872.1: Plasmodium_knowlesi_strain_H; Alveolata_(1)

XP_004224515.1: Plasmodium_cynomolgi_strain_B; Alveolata_(1)

XP_001616829.1: Plasmodium_vivax; Alveolata_(1)

XP_001348297.1: Plasmodium_reichenowi, Plasmodium_falciparum_3D7, Plasmodium_gaboni; Alveolata_(3)

XP_019917469.1: Plasmodium_coatneyi; Alveolata_(1)

XP_008817554.1: Plasmodium_inui_San_Antonio_1; Alveolata_(1)

XP_012338237.1: Plasmodium_fragile; Alveolata_(1)

100/100

84/100 XP_680164.1: Plasmodium_berghei_ANKA; Alveolata_(1)

XP_729324.1: Plasmodium_yoelii; Alveolata_(1)

75/100 XP_008624022.1: Plasmodium_vinckei_vinckei; Alveolata_(1)

XP_016655637.1: Plasmodium_chabaudi_chabaudi; Alveolata_(1)

XP_023052504.1: Piliocolobus_tephrosceles; Primates_(1)

98/100

97/100 XP_666187.1: Cryptosporidium_hominis_TU502; Alveolata_(1)

XP_001388282.1: Cryptosporidium_parvum_Iowa_II; Alveolata_(1)

XP_002140201.1: Cryptosporidium_muris_RN66; Alveolata_(1)

100/100 XP_011131581.1: Gregarina_niphandrodes; Alveolata_(1)

XP_027202227.1: Dermatophagoides_pteronyssinus; Arthropoda_(1)

93/100

94/100

91/100

76/100

78/100 XP_013336347.1: Eimeria_maxima; Alveolata_(1)

XP_013229066.1: Eimeria_tenella, Eimeria_necatrix; Alveolata_(2)

-/100 XP_013252163.1: Eimeria_acervulina; Alveolata_(1)

XP_013351336.1: Eimeria_mitis; Alveolata_(1)

XP_022588625.1: Cyclospora_cayetanensis; Alveolata_(1)

100/100

-/100 XP_730110.1: Alveolata_(4)

XP_001613986.1: Alveolata_(5)

XP_001350847.1: Plasmodium_reichenowi, Plasmodium_falciparum_3D7, Plasmodium_gaboni; Alveolata_(3)

XP_002369663.1: Hammondia_hammondi, Toxoplasma_gondii_ME49, Neospora_caninum_Liverpool; Alveolata_(3)

99/100

100/100

95/-

100/100 XP_001608692.1: Babesia_bovis_T2Bo; Alveolata_(1)

XP_012768357.1: Babesia_bigemina; Alveolata_(1)

XP_004832920.1: Theileria_equi_strain_WA; Alveolata_(1)

61/100 XP_765471.1: Theileria_parva_strain_Muguga; Alveolata_(1)

XP_951813.1: Theileria_annulata; Alveolata_(1)

XP_009690977.1: Theileria_orientalis_strain_Shintoku; Alveolata_(1)

XP_012649089.1: Babesia_microti_strain_RI; Alveolata_(1)

84/100

91/100

79/100

83/100

89/-

99/-

78/-

100/100

93/100

92/100 XP_024576633.1: Plasmopara_halstedii; Stramenopiles_(1)

XP_009538566.1: Phytophthora_sojae; Stramenopiles_(1)

XP_002898250.1: Phytophthora_infestans_T30-4; Stramenopiles_(1)

XP_008910684.1: Phytophthora_parasitica_INRA-310; Stramenopiles_(1)

XP_008910655.1: Phytophthora_sojae, Phytophthora_parasitica_INRA-310; Stramenopiles_(2)

XP_008897499.1: Phytophthora_parasitica_INRA-310; Stramenopiles_(1)

XP_002898284.1: Phytophthora_infestans_T30-4; Stramenopiles_(1)

77/100

90/100 XP_009840723.1: Aphanomyces_astaci; Stramenopiles_(1)

XP_008878861.1: Aphanomyces_invadans; Stramenopiles_(1)

XP_008613070.1: Saprolegnia_parasitica_CBS_223.65, Saprolegnia_diclina_VS20; Stramenopiles_(2)

88/100 XP_009036992.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_009038528.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_009037302.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_005852345.1: Nannochloropsis_gaditana_CCMP526; Stramenopiles_(1)

100/100

76/100 XP_002294917.1: Thalassiosira_pseudonana_CCMP1335; Stramenopiles_(1)

XP_002182221.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles_(1)

XP_002183295.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles_(1)

100/100

68/100 XP_012898236.1: Blastocystis_hominis; Stramenopiles_(1)

XP_014524750.1: Blastocystis_sp._subtype_4; Stramenopiles_(1)

XP_012894417.1: Blastocystis_hominis; Stramenopiles_(1)

88/100 XP_002785686.1: Perkinsus_marinus_ATCC_50983; Alveolata_(1)

XP_002775990.1: Perkinsus_marinus_ATCC_50983; Alveolata_(1)

78/-

64/-

83/-

62/-

100/100

53/100

56/100

100/100

96/100

94/100

100/100

83/100

75/100

97/100 XP_002034177.1: Drosophila_sechellia; Arthropoda_(1)

XP_016028043.1: Drosophila_simulans; Arthropoda_(1)

NP_477037.2: Drosophila_melanogaster; Arthropoda_(1)

XP_001975310.2: Drosophila_erecta; Arthropoda_(1)

XP_002092163.2: Drosophila_yakuba; Arthropoda_(1)

-/100

94/100

94/100 XP_016968248.1: Drosophila_biarmipes; Arthropoda_(1)

XP_016930246.1: Drosophila_suzukii; Arthropoda_(1)

XP_017015662.1: Drosophila_takahashii; Arthropoda_(1)

XP_017078988.1: Drosophila_eugracilis; Arthropoda_(1)

XP_017044659.1: Drosophila_ficusphila; Arthropoda_(1)

98/100 XP_017108136.1: Drosophila_bipectinata; Arthropoda_(1)

XP_001960623.2: Drosophila_ananassae; Arthropoda_(1)

100/100

94/100

98/100

92/100

100/100 XP_017960246.1: Drosophila_navojoa; Arthropoda_(1)

XP_002006608.1: Drosophila_mojavensis; Arthropoda_(1)

XP_023160594.1: Drosophila_hydei; Arthropoda_(1)

XP_002049004.2: Drosophila_virilis; Arthropoda_(1)

XP_001995312.1: Drosophila_grimshawi; Arthropoda_(1)

XP_017837415.1: Drosophila_busckii; Arthropoda_(2)

XP_023030881.1: Drosophila_willistoni; Arthropoda_(1)

100/100

100/100 XP_001362034.3: Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(1)

XP_002026606.2: Drosophila_persimilis; Arthropoda_(1)

XP_022230781.1: Drosophila_obscura; Arthropoda_(1)

XP_001703266.1: Chlamydomonas_reinhardtii; Chlorophyta_(1)

XP_019880498.1: Aethina_tumida; Arthropoda_(1)

XP_782785.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

86/-

-/100

98/100

99/100

90/100

82/100 XP_003072256.1: Encephalitozoon_intestinalis_ATCC_50506; Microsporidia_(1)

XP_965880.1: Encephalitozoon_cuniculi_GB-M1; Microsporidia_(1)

-/100 XP_003886637.1: Encephalitozoon_hellem_ATCC_50504; Microsporidia_(1)

XP_009263866.1: Encephalitozoon_romaleae_SJ-2008; Microsporidia_(1)

XP_014564422.1: Ordospora_colligata_OC4; Microsporidia_(1)

100/100 XP_024332002.1: Nosema_ceranae; Microsporidia_(1)

XP_013173657.1: Papilio_xuthus; Arthropoda_(1)

XP_007604706.1: Vittaforma_corneae_ATCC_50505; Microsporidia_(1)

XP_008073227.1: Vavraia_culicis_subsp._floridensis; Microsporidia_(1)

83/-

74/100

100/100

XP_001311201.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

XP_001301717.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

-/100 XP_001305234.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

XP_001301893.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

100/100 XP_005820671.1: Guillardia_theta_CCMP2712; Cryptophyta_(1)

XP_005829666.1: Guillardia_theta_CCMP2712; Cryptophyta_(1)

100/100

98/100 XP_005707846.1: Galdieria_sulphuraria; Rhodophyta_(1)

XP_005709337.1: Galdieria_sulphuraria; Rhodophyta_(1)

100/100 XP_005717262.1: Chondrus_crispus; Rhodophyta_(1)

XP_005715805.1: Chondrus_crispus; Rhodophyta_(1)

56/-

85/-

100/100

100/100 XP_002020732.2: Drosophila_persimilis; Arthropoda_(1)

XP_002132912.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(1)

XP_022228946.1: Drosophila_obscura; Arthropoda_(1)

XP_024919096.1: Cynoglossus_semilaevis; Actinopterygii_(2)

59/-

100/100 XP_020803338.1: Drosophila_serrata; Arthropoda_(1)

XP_017019781.1: Drosophila_kikkawai; Arthropoda_(1)

XP_017489411.1: Rhagoletis_zephyria; Arthropoda_(1)

100/100 XP_020805744.1: Drosophila_serrata; Arthropoda_(1)

XP_017035270.1: Drosophila_kikkawai; Arthropoda_(1)

82/-

77/100

98/100 XP_005707521.1: Galdieria_sulphuraria; Rhodophyta_(1)

XP_005537113.1: Cyanidioschyzon_merolae_strain_10D; Rhodophyta_(1)

XP_011680957.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

100/100 XP_001699068.1: Chlamydomonas_reinhardtii; Chlorophyta_(1)

XP_002955536.1: Volvox_carteri_f._nagariensis; Chlorophyta_(1)

82/-

83/-

91/-

74/100 XP_003106644.1: Caenorhabditis_remanei; Nematoda_(1)

XP_003376375.1: Trichinella_spiralis; Nematoda_(1)

58/- XP_002277323.2: Vitis_vinifera; Streptophyta_(1)

XP_020438660.1: Heterostelium_album_PN500; Amoebozoa_(1)

91/100 XP_002649067.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_024348013.1: Echinococcus_granulosus; Platyhelminthes_(1)

81/-

75/-

79/- XP_021964373.1: Folsomia_candida; Arthropoda_(1)

XP_027220757.1: Penaeus_vannamei; Arthropoda_(1)

XP_022096719.1: Acanthaster_planci; Echinodermata_(1)

96/100 XP_004993208.1: Salpingoeca_rosetta; Choanoflagellida_(1)

XP_004993204.1: Salpingoeca_rosetta; Choanoflagellida_(1)

85/-

100/100 XP_011448618.1: Crassostrea_gigas; Mollusca_(1)

XP_011448620.1: Crassostrea_gigas; Mollusca_(1)

XP_013298257.1: Necator_americanus; Nematoda_(1)

XP_001628180.1: Nematostella_vectensis; Cnidaria_(1)

91/-

100/100 XP_020433297.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_020431739.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_646389.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)
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ACTA1

ACTA2
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ACTG1

ACTC1

Fig. S .2 Cladogram obtained in IQ-TREE showing relationships between 1441 amino

acid sequences of actins and their relatives. Seven groups of actins homologous to

human sequences:ACTB,ACTG1,ACTA2,ACTA1,ACTC1,ACTG2 andACTBL2 were

indicated in different colours. The human sequences or their identical homologs were

bolded. The affiliation to main taxonomic groups was shown. The number of identical

sequences for those presented in the tree is included in parentheses. Numbers at

nodes correspond to support values calculated by aLRT based on a Shimodaira-

Hasegawa-like procedure (before the slash) and bootstrap analysis (after the slash).

Values lower than 50 were omitted or indicated by a dash “–”.



0.92

0.84

0.74

0.73

0.68

0.55

XP_023047586.1: Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(126)

NP_776650.1: Bos_taurus; Cetartiodactyla_(1)

XP_003340224.1: Monodelphis_domestica; Metatheria_(1)

XP_005618896.1: Canis_lupus_familiaris; Carnivora_(1)

XP_002722940.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_010118960.1: Chlamydotis_macqueenii; Aves_(1)

XP_021025154.1: Mus_caroli; Rodentia_(1)

XP_007446771.1: Lipotes_vexillifer; Cetartiodactyla_(1)

XP_003275203.2: Nomascus_leucogenys; Primates_(1)

XP_019809603.1: Bos_indicus; Cetartiodactyla_(1)

XP_010372333.1: Rhinopithecus_roxellana; Primates_(1)

XP_009872744.1: Apaloderma_vittatum; Aves_(1)

0.91 XP_011891472.1: Cercocebus_atys; Primates_(1)

XP_011855241.1: Mandrillus_leucophaeus; Primates_(1)

XP_027309971.1: Anas_platyrhynchos; Aves_(1)

0.62 XP_006146076.1: Tupaia_chinensis; Scandentia_(1)

XP_005982939.1: Pantholops_hodgsonii; Cetartiodactyla_(1)

XP_005988889.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_020823844.1: Vombatus_ursinus, Phascolarctos_cinereus; Metatheria_(2)

NP_001079664.1: Xenopus_laevis; Amphibia_(1)

NP_001017750.1: Danio_rerio; Actinopterygii_(1)

0.76

0.99

1

0.96 XP_002123216.1: Ciona_intestinalis; Tunicata_(1)

XP_002129608.1: Ciona_intestinalis; Tunicata_(1)

XP_018667351.1: Ciona_intestinalis; Tunicata_(1)

XP_002127504.1: Ciona_intestinalis; Tunicata_(1)

XP_012678780.1: Clupea_harengus; Actinopterygii_(1)

NP_989355.1: Xenopus_tropicalis; Amphibia_(1)

0.54

0.93 XP_018969825.1: Cyprinus_carpio; Actinopterygii_(1)

XP_026079778.1: Carassius_auratus; Actinopterygii_(1)

NP_001296763.1: Actinopterygii_(5)

XP_016313252.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

NP_999949.2: Danio_rerio; Actinopterygii_(1)

XP_008283196.1: Stegastes_partitus; Actinopterygii_(1)

NP_001090226.1: Actinopterygii, Amphibia_(7)

XP_018928380.1: Cyprinus_carpio; Actinopterygii_(1)

XP_026105175.1: Carassius_auratus; Actinopterygii_(1)

XP_007248613.1: Actinopterygii_(6)

XP_006001208.1: Latimeria_chalumnae; Coelacanthiformes_(1)

0.84 XP_017558787.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_027030872.1: Tachysurus_fulvidraco; Actinopterygii_(1)

NP_001001409.2: Actinopterygii_(53)

XP_012692239.1: Clupea_harengus; Actinopterygii_(1)

XP_020774946.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_019201860.1: Oreochromis_niloticus; Actinopterygii_(1)

XP_023658027.1: Paramormyrops_kingsleyae; Actinopterygii_(1)

0.61

0.68 XP_010887005.1: Esox_lucius; Actinopterygii_(1)

NP_001290839.1: Esox_lucius; Actinopterygii_(1)

NP_001133115.1: Actinopterygii_(5)

0.84 NP_001117011.1: Actinopterygii_(5)

XP_023849262.1: Salvelinus_alpinus; Actinopterygii_(1)

XP_006632509.1: Actinopterygii_(13)

XP_018604990.1: Scleropages_formosus; Actinopterygii_(1)

XP_020480862.1: Monopterus_albus; Actinopterygii_(1)

XP_017312868.1: Ictalurus_punctatus; Actinopterygii_(1)

0.69

0.86

XP_003454567.1: Actinopterygii_(25)

XP_019751440.1: Hippocampus_comes; Actinopterygii_(1)

XP_024151897.1: Oryzias_melastigma; Actinopterygii_(1)

0.72

0.57 WP_017454560.1: Betaproteobacteria, Actinopterygii_(4)

XP_026096647.1: Carassius_auratus; Actinopterygii_(1)

XP_016329630.1: Cyprinus_carpio, Sinocyclocheilus_anshuiensis; Actinopterygii_(2)

NP_001098276.1: Actinopterygii_(8)

XP_008308108.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_008315424.1: Cynoglossus_semilaevis; Actinopterygii_(1)

0.98

XP_005798377.1: Actinopterygii_(4)

XP_014827213.1: Poecilia_mexicana; Actinopterygii_(1)

XP_014910662.1: Poecilia_latipinna; Actinopterygii_(1)

NP_001002066.1: Actinopterygii, Amphibia_(17)

XP_020494339.1: Labrus_bergylta; Actinopterygii_(1)

0.52 NP_001279093.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_020380954.1: Rhincodon_typus; Chondrichthyes_(1)

XP_007180505.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

XP_009328260.1: Pygoscelis_adeliae; Aves_(1)

0.65

0.98 XP_007462570.1: Lipotes_vexillifer; Cetartiodactyla_(1)

XP_024894723.1: Pteropus_alecto; Chiroptera_(1)

XP_010963405.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_006141758.1: Tupaia_chinensis; Scandentia_(1)

XP_025740209.1: Actinopterygii, Coelacanthiformes, Amphibia, Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(176)

XP_018420349.1: Nanorana_parkeri; Amphibia_(1)

0.94

0.89

0.52

0.87

0.97 NP_001090535.1: Xenopus_laevis; Amphibia_(1)

NP_001082366.1: Xenopus_laevis; Amphibia_(1)

NP_989076.1: Xenopus_tropicalis; Amphibia_(1)

XP_018420963.1: Nanorana_parkeri; Amphibia_(1)

XP_015276056.1: Gekko_japonicus; Lepidosauria_(1)

0.74 XP_003228733.1: Anolis_carolinensis; Lepidosauria_(1)

XP_007441739.1: Python_bivittatus; Lepidosauria_(1)

NP_001080060.1: Xenopus_laevis; Amphibia_(1)

0.93 XP_026789786.1: Pangasianodon_hypophthalmus; Actinopterygii_(1)

XP_017331420.1: Ictalurus_punctatus; Actinopterygii_(1)

XP_020383124.1: Rhincodon_typus; Chondrichthyes_(1)

XP_006883106.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_010733530.1: Larimichthys_crocea; Actinopterygii_(1)

XP_018590720.1: Scleropages_formosus; Actinopterygii_(1)

XP_008278087.1: Actinopterygii_(4)

XP_020441900.1: Monopterus_albus; Actinopterygii_(1)

XP_022607047.1: Seriola_dumerili, Seriola_lalandi_dorsalis; Actinopterygii_(2)

XP_003442991.1: Actinopterygii_(7)

NP_001006709.1: Xenopus_laevis, Xenopus_tropicalis; Amphibia_(2)

0.96 XP_026195842.1: Anabas_testudineus; Actinopterygii_(1)

XP_008308307.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_024919096.1: Cynoglossus_semilaevis; Actinopterygii_(2)

XP_014797260.1: Calidris_pugnax; Aves_(1)

XP_010185302.1: Mesitornis_unicolor; Aves_(1)

XP_017542661.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_020009175.1: Castor_canadensis; Rodentia_(1)

0.79 XP_015713396.1: Coturnix_japonica; Aves_(1)

XP_015720396.1: Coturnix_japonica; Aves_(1)

XP_013882652.1: Kryptolebias_marmoratus, Austrofundulus_limnaeus, Nothobranchius_furzeri; Actinopterygii_(3)

XP_020776256.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_003962565.1: Takifugu_rubripes; Actinopterygii_(1)

0.53

0.98

0.5

XP_009284838.1: Aves_(8)

XP_010156231.1: Eurypyga_helias; Aves_(1)

XP_003206416.1: Meleagris_gallopavo; Aves_(1)

XP_010305415.1: Balearica_regulorum_gibbericeps; Aves_(1)

0.86 XP_013050203.1: Coturnix_japonica, Anser_cygnoides_domesticus; Aves_(2)

XP_424279.1: Gallus_gallus; Aves_(1)

XP_027646694.1: Falco_peregrinus, Falco_cherrug; Aves_(2)

0.99 XP_005154237.1: Melopsittacus_undulatus; Aves_(1)

XP_009459659.1: Nipponia_nippon; Aves_(1)

XP_005511104.1: Columba_livia; Aves_(1)

XP_001507188.1: Ornithorhynchus_anatinus; Monotremata_(1)

XP_006008197.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_009482221.1: Aves_(7)

XP_010080489.1: Pterocles_gutturalis; Aves_(1)

XP_013814831.1: Apteryx_australis_mantelli, Apteryx_rowi; Aves_(2)

XP_009695993.1: Cariama_cristata; Aves_(1)

XP_020638502.1: Pogona_vitticeps; Lepidosauria_(1)

XP_003225206.1: Anolis_carolinensis; Lepidosauria_(1)

0.69 XP_009686708.1: Struthio_camelus_australis; Aves_(1)

XP_025955729.1: Dromaius_novaehollandiae; Aves_(1)

XP_005304619.1: Crocodylia, Testudines_(8)

XP_025890433.1: Nothoprocta_perdicaria; Aves_(1)

0.97

0.99

0.98 XP_026996102.1: Tachysurus_fulvidraco; Actinopterygii_(1)

XP_017554320.1: Pygocentrus_nattereri; Actinopterygii_(1)

0.99 XP_013981207.1: Actinopterygii_(5)

XP_010881872.1: Esox_lucius; Actinopterygii_(1)

XP_017330730.1: Ictalurus_punctatus, Pangasianodon_hypophthalmus, Tachysurus_fulvidraco; Actinopterygii_(3)

NP_001296761.1: Actinopterygii_(13)

XP_012677783.1: Clupea_harengus; Actinopterygii_(1)

XP_006642710.1: Lepisosteus_oculatus; Actinopterygii_(1)

XP_015666627.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_005505301.1: Columba_livia, Nothoprocta_perdicaria, Lonchura_striata_domestica; Aves_(3)

XP_010331747.1: Lepidosauria, Testudines, Aves, Eutheria_(138)

XP_019326185.1: Aptenodytes_forsteri; Aves_(1)

0.88 XP_003339917.1: Monodelphis_domestica, Vombatus_ursinus, Phascolarctos_cinereus; Metatheria_(3)

XP_003758769.1: Sarcophilus_harrisii; Metatheria_(1)

XP_014134630.2: Falco_cherrug; Aves_(1)

XP_013054702.1: Anser_cygnoides_domesticus; Aves_(1)

XP_005533023.2: Pseudopodoces_humilis; Aves_(2)

0.81 NP_001279898.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_020384724.1: Rhincodon_typus; Chondrichthyes_(1)

XP_004668334.1: Meriones_unguiculatus, Jaculus_jaculus; Rodentia_(2)

NP_001233231.1: Xenopus_laevis; Amphibia_(1)

NP_001011250.1: Xenopus_laevis, Xenopus_tropicalis, Nanorana_parkeri; Amphibia_(3)

XP_009566086.1: Cuculus_canorus; Aves_(1)

XP_009878393.1: Charadrius_vociferus; Aves_(1)

XP_007441220.1: Lepidosauria_(4)

XP_006630430.1: Lepisosteus_oculatus; Actinopterygii_(1)

XP_009965061.1: Tyto_alba; Aves_(1)

XP_010124421.1: Chlamydotis_macqueenii; Aves_(1)

XP_017659360.1: Lepidothrix_coronata; Aves_(1)

XP_003409293.1: Loxodonta_africana; Proboscidea_(1)

XP_004020068.2: Ovis_aries; Cetartiodactyla_(1)

XP_025252708.1: Theropithecus_gelada; Primates_(2)

XP_017365612.1: Cebus_capucinus_imitator; Primates_(1)

XP_004858412.2: Lepidosauria, Testudines, Aves, Metatheria, Eutheria_(184)

NP_001026400.1: Gallus_gallus; Aves_(1)

XP_012803105.1: Jaculus_jaculus; Rodentia_(1)

XP_010193676.1: Colius_striatus; Aves_(1)

XP_001506759.1: Chiroptera, Crocodylia, Monotremata_(8)

0.79

XP_026206388.1: Anabas_testudineus; Actinopterygii_(1)

XP_020472327.1: Monopterus_albus; Actinopterygii_(1)

XP_003449459.1: Actinopterygii_(14)

XP_008313267.1: Cynoglossus_semilaevis; Actinopterygii_(1)

XP_022073960.1: Acanthochromis_polyacanthus, Amphiprion_ocellaris; Actinopterygii_(2)

XP_007541050.1: Actinopterygii_(18)

XP_018604955.1: Scleropages_formosus; Actinopterygii_(1)

XP_023686670.1: Paramormyrops_kingsleyae; Actinopterygii_(1)

0.98 XP_024244208.1: Oncorhynchus_tshawytscha; Actinopterygii_(1)

XP_020316156.1: Oncorhynchus_kisutch; Actinopterygii_(1)

NP_997785.2: Actinopterygii_(10)

XP_023848878.1: Salvelinus_alpinus; Actinopterygii_(1)

XP_016335271.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

XP_015738454.1: Coturnix_japonica; Aves_(1)

0.97

0.98

0.99

0.99

1

0.94

0.99

0.52

0.92 XP_002610798.1: Branchiostoma_floridae; Cephalochordata_(2)

XP_019637201.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_019637338.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_002610799.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002610801.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002610800.1: Branchiostoma_floridae; Cephalochordata_(1)

0.99

0.93 XP_019637393.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_002610803.1: Branchiostoma_floridae; Cephalochordata_(1)

0.99 XP_002610802.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019637200.1: Branchiostoma_belcheri; Cephalochordata_(1)

0.99

0.97 XP_002601937.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019639517.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_019635371.1: Branchiostoma_belcheri; Cephalochordata_(1)

XP_019637346.1: Branchiostoma_belcheri; Cephalochordata_(1)

1 XP_002610809.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002610808.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(2)

XP_019136248.1: Corvus_cornix_cornix; Aves_(2)

0.54

1

1 XP_002642268.1: Caenorhabditis_briggsae, Caenorhabditis_remanei; Nematoda_(2)

NP_499809.1: Caenorhabditis_elegans; Nematoda_(1)

XP_013297181.1: Necator_americanus; Nematoda_(1)

XP_022080612.1: Acanthaster_planci; Echinodermata_(1)

1 XP_011661664.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_001119777.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

0.97

0.84

XP_006821144.1: Saccoglossus_kowalevskii; Hemichordata_(1)

NP_001158422.1: Saccoglossus_kowalevskii; Hemichordata_(1)

NP_001158423.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006821151.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006821145.1: Saccoglossus_kowalevskii; Hemichordata_(1)

0.98

1 XP_019637248.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(3)

XP_002603133.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002590158.1: Branchiostoma_floridae; Cephalochordata_(1)

0.67

0.66

1 XP_002590163.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002588006.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002590161.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002588007.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_019640346.1: Branchiostoma_belcheri; Cephalochordata_(1)

0.62 XP_013410615.1: Lingula_anatina; Brachiopoda_(1)

XP_002740362.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_021951861.1: Folsomia_candida; Arthropoda_(1)

0.7

0.64

0.87

0.99

1

1 XP_002643902.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002643901.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002643906.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_002648287.1: Caenorhabditis_briggsae; Nematoda_(1)

NP_505818.1: Caenorhabditis_briggsae, Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(3)

NP_505817.1: Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(2)

NP_508841.1: Caenorhabditis_briggsae, Caenorhabditis_elegans, Caenorhabditis_remanei; Nematoda_(3)

1 XP_003100415.1: Caenorhabditis_remanei; Nematoda_(1)

XP_003100376.1: Caenorhabditis_remanei; Nematoda_(1)

0.98 XP_024508692.1: Strongyloides_ratti; Nematoda_(1)

XP_024506242.1: Strongyloides_ratti; Nematoda_(1)

XP_024502396.1: Strongyloides_ratti; Nematoda_(1)

0.96 XP_001898433.1: Brugia_malayi; Nematoda_(1)

XP_001895799.1: Brugia_malayi; Nematoda_(1)

WP_126755788.1: Escherichia_coli, Brugia_malayi, Loa_loa; Gammaproteobacteria, Nematoda_(3)

XP_013298257.1: Necator_americanus; Nematoda_(1)

0.98

0.99

XP_018497295.1: Galendromus_occidentalis; Arthropoda_(1)

XP_022651589.1: Varroa_jacobsoni, Varroa_destructor; Arthropoda_(2)

XP_018496680.1: Galendromus_occidentalis; Arthropoda_(1)

XP_022651588.1: Varroa_destructor, Varroa_jacobson; Arthropoda_(2)

XP_003747695.2: Galendromus_occidentalis; Arthropoda_(1)

0.94 WP_103230885.1: Clostridium_sp._chh4-2; Firmicutes_(1)

XP_015926735.1: Parasteatoda_tepidariorum; Arthropoda_(1)

XP_015795605.1: Tetranychus_urticae; Arthropoda_(1)

0.69 XP_015919216.1: Parasteatoda_tepidariorum; Arthropoda_(1)

XP_017487464.1: Rhagoletis_zephyria; Arthropoda_(1)

0.57

0.97

0.98

0.99 XP_014669034.1: Priapulus_caudatus; Priapulida_(1)

XP_014662266.1: Priapulus_caudatus; Priapulida_(1)

XP_014662277.1: Priapulus_caudatus; Priapulida_(1)

XP_014676452.1: Priapulus_caudatus; Priapulida_(1)

XP_013788449.1: Limulus_polyphemus; Arthropoda_(1)

0.97

0.75

0.51

0.98

0.58

0.66

0.52

0.97

0.58

0.53

0.57

0.65

0.99

0.98

0.82

0.93

0.61

XP_027223046.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223047.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223043.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223044.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223048.1: Penaeus_vannamei; Arthropoda_(1)

0.6 XP_027223040.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223041.1: Penaeus_vannamei; Arthropoda_(1)

0.78

0.99

0.61

0.51

1 XP_027227289.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227288.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227291.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227293.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223037.1: Penaeus_vannamei; Arthropoda_(1)

XP_027214687.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223035.1: Penaeus_vannamei; Arthropoda_(1)

0.58

0.61

0.52

0.88

0.77

1 XP_027227299.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227298.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227301.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227302.1: Penaeus_vannamei; Arthropoda_(1)

0.85 XP_027227304.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227303.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227296.1: Penaeus_vannamei; Arthropoda_(1)

0.66 XP_027223034.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227300.1: Penaeus_vannamei; Arthropoda_(1)

0.68 XP_027227290.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227294.1: Penaeus_vannamei; Arthropoda_(1)

0.77 XP_027223032.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223006.1: Penaeus_vannamei; Arthropoda_(1)

0.93

1

0.97

0.97

0.96

0.59 XP_027209934.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209938.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209936.1: Penaeus_vannamei; Arthropoda_(1)

XP_027218507.1: Penaeus_vannamei; Arthropoda_(1)

XP_027209933.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226732.1: Penaeus_vannamei; Arthropoda_(1)

XP_027224003.1: Penaeus_vannamei; Arthropoda_(1)

XP_027227306.1: Penaeus_vannamei; Arthropoda_(1)

0.98 XP_027226731.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226730.1: Penaeus_vannamei; Arthropoda_(1)

0.91

1 XP_027236900.1: Penaeus_vannamei; Arthropoda_(1)

XP_027226729.1: Penaeus_vannamei; Arthropoda_(1)

XP_027218506.1: Penaeus_vannamei; Arthropoda_(1)

0.52

0.85

0.86 XP_027223009.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223021.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223011.1: Penaeus_vannamei; Arthropoda_(1)

XP_010378728.1: Rhinopithecus_roxellana; Primates_(1)

1 XP_018017255.1: Hyalella_azteca; Arthropoda_(1)

XP_018017256.1: Hyalella_azteca; Arthropoda_(1)

XP_027214688.1: Penaeus_vannamei; Arthropoda_(1)

1 XP_027223020.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223016.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223017.1: Penaeus_vannamei; Arthropoda_(1)

1

0.97 XP_018017260.1: Hyalella_azteca; Arthropoda_(1)

XP_018017259.1: Hyalella_azteca; Arthropoda_(1)

XP_018017258.1: Hyalella_azteca; Arthropoda_(1)

XP_027220951.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223008.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223022.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223028.1: Penaeus_vannamei; Arthropoda_(1)

0.99

1 XP_018017254.1: Hyalella_azteca; Arthropoda_(1)

XP_018017253.1: Hyalella_azteca; Arthropoda_(1)

XP_027223023.1: Penaeus_vannamei; Arthropoda_(1)

XP_018017257.1: Hyalella_azteca; Arthropoda_(1)

0.98

0.98 XP_027223004.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223033.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223027.1: Penaeus_vannamei; Arthropoda_(1)

0.78 XP_027220882.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223005.1: Penaeus_vannamei; Arthropoda_(1)

0.54

0.54

1 XP_027223030.1: Penaeus_vannamei; Arthropoda_(1)

XP_027223031.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220928.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220893.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220869.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220903.1: Penaeus_vannamei; Arthropoda_(1)

XP_027220859.1: Penaeus_vannamei; Arthropoda_(1)

0.98

0.71 NP_477091.1: Arthropoda_(22)

XP_002031326.1: Drosophila_sechellia; Arthropoda_(1)

XP_004530029.1: Arthropoda_(6)

XP_017021434.1: Arthropoda_(4)

XP_005180578.1: Musca_domestica, Drosophila_eugracilis, Stomoxys_calcitrans; Arthropoda_(3)

XP_001649530.1: Aedes_aegypti, Aedes_albopictus, Culex_quinquefasciatus; Arthropoda_(3)

0.56

NP_523800.1: Arthropoda_(27)

XP_005178998.1: Musca_domestica, Lucilia_cuprina, Stomoxys_calcitrans; Arthropoda_(3)

XP_004526477.1: Arthropoda_(6)

NP_001299379.1: Papilio_xuthus; Arthropoda_(1)

NP_001296055.1: Arthropoda_(17)

NP_001119724.1: Bombyx_mori; Arthropoda_(1)

0.81

1

0.97

1

1 XP_001862348.1: Culex_quinquefasciatus; Arthropoda_(1)

XP_001660073.1: Aedes_aegypti, Aedes_albopictus; Arthropoda_(2)

XP_321420.4: Anopheles_gambiae_str._PEST; Arthropoda_(1)

0.94 XP_001654312.1: Aedes_aegypti; Arthropoda_(1)

XP_019541795.1: Aedes_albopictus; Arthropoda_(3)

XP_001862808.1: Culex_quinquefasciatus; Arthropoda_(1)

0.74

XP_020818633.1: Drosophila_serrata; Arthropoda_(1)

XP_017067677.1: Drosophila_eugracilis; Arthropoda_(1)

NP_524367.1: Arthropoda_(26)

XP_001989952.1: Arthropoda_(7)

0.74

0.7

0.66

0.83

1

1 XP_001651744.2: Aedes_aegypti; Arthropoda_(1)

XP_019541793.1: Aedes_albopictus; Arthropoda_(1)

XP_001862810.1: Culex_quinquefasciatus; Arthropoda_(1)

XP_001651745.1: Aedes_aegypti, Aedes_albopictus, Culex_quinquefasciatus; Arthropoda_(3)

XP_001862806.1: Culex_quinquefasciatus; Arthropoda_(1)

0.6 WP_126755791.1: Escherichia_coli, Aedes_aegypti; Gammaproteobacteria, Arthropoda_(2)

XP_019541796.1: Aedes_albopictus; Arthropoda_(1)

XP_315269.4: Anopheles_gambiae_str._PEST; Arthropoda_(1)

XP_001600960.1: Arthropoda_(30)

XP_015515540.1: Neodiprion_lecontei; Arthropoda_(1)

XP_011334490.1: Ooceraea_biroi; Arthropoda_(1)

XP_006607782.1: Apis_dorsata; Arthropoda_(1)

0.66

0.58

0.94

0.99

0.59

0.77

0.57 XP_005182555.1: Musca_domestica, Lucilia_cuprina, Stomoxys_calcitrans; Arthropoda_(3)

XP_017480986.1: Rhagoletis_zephyria; Arthropoda_(1)

NP_524210.1: Arthropoda_(27)

0.94 XP_014093464.1: Bactrocera_oleae; Arthropoda_(1)

XP_004518901.1: Ceratitis_capitata; Arthropoda_(1)

XP_011183279.1: Bactrocera_dorsalis, Zeugodacus_cucurbitae, Bactrocera_latifrons; Arthropoda_(3)

XP_011055426.1: Acromyrmex_echinatior; Arthropoda_(1)

XP_011148680.1: Arthropoda_(20)

XP_011055428.1: Acromyrmex_echinatior; Arthropoda_(1)

XP_012263514.1: Athalia_rosae; Arthropoda_(1)

XP_012345672.1: Arthropoda_(16)

XP_006607783.1: Apis_dorsata; Arthropoda_(1)

XP_014603494.1: Polistes_canadensis, Ceratina_calcarata; Arthropoda_(2)

XP_003706097.1: Arthropoda_(5)

XP_023321950.1: Eurytemora_affinis; Arthropoda_(1)

0.83 XP_966415.1: Tribolium_castaneum, Aethina_tumida, Anoplophora_glabripennis; Arthropoda_(3)

XP_019760672.1: Dendroctonus_ponderosae; Arthropoda_(1)

XP_022904150.1: Onthophagus_taurus; Arthropoda_(1)

NP_001136108.1: Arthropoda_(15)

XP_017786311.1: Nicrophorus_vespilloides; Arthropoda_(1)

0.62

0.88

0.72 XP_001948457.2: Acyrthosiphon_pisum; Arthropoda_(1)

XP_015366322.1: Myzus_persicae, Diuraphis_noxia; Arthropoda_(2)

XP_025421026.1: Sipha_flava; Arthropoda_(1)

0.99 XP_025206156.1: Rhopalosiphum_maidis, Melanaphis_sacchari; Arthropoda_(2)

XP_027839590.1: Aphis_gossypii; Arthropoda_(1)

XP_022910575.1: Onthophagus_taurus; Arthropoda_(1)

0.7

0.92

1 XP_026287856.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_026287921.1: Frankliniella_occidentalis; Arthropoda_(1)

1 XP_026287922.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_026287923.1: Frankliniella_occidentalis; Arthropoda_(1)

0.98 XP_028030073.1: Bombyx_mandarina; Arthropoda_(1)

NP_001119725.1: Arthropoda_(8)

XP_021948872.1: Folsomia_candida; Arthropoda_(1)

XP_018336773.1: Agrilus_planipennis; Arthropoda_(1)

WP_127116273.1: Agrilus_planipennis, Thalassobius_sp._ZQ172; Alphaproteobacteria, Arthropoda_(2)

0.55

XP_966495.1: Arthropoda_(4)

XP_023024442.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_017779394.1: Nicrophorus_vespilloides; Arthropoda_(1)

1

0.98

1

XP_023344974.1: Eurytemora_affinis; Arthropoda_(1)

XP_023341662.1: Eurytemora_affinis; Arthropoda_(1)

XP_023320545.1: Eurytemora_affinis; Arthropoda_(1)

XP_023320353.1: Eurytemora_affinis; Arthropoda_(1)

XP_023321319.1: Eurytemora_affinis; Arthropoda_(1)

XP_015912859.1: Parasteatoda_tepidariorum, Centruroides_sculpturatus; Arthropoda_(2)

0.96

0.76

0.99

0.99

0.99

0.73

1

0.96

XP_011055718.1: Atta_cephalotes, Acromyrmex_echinatior, Atta_colombica; Arthropoda_(3)

XP_018355755.1: Trachymyrmex_septentrionalis, Trachymyrmex_cornetzi; Arthropoda_(2)

XP_018300903.1: Trachymyrmex_zeteki; Arthropoda_(1)

XP_018402471.1: Cyphomyrmex_costatus; Arthropoda_(1)

XP_011250479.1: Camponotus_floridanus, Temnothorax_curvispinosus; Arthropoda_(2)

XP_020293316.1: Pseudomyrmex_gracilis; Arthropoda_(1)

XP_011167847.1: Arthropoda_(5)

XP_012525257.1: Monomorium_pharaonis; Arthropoda_(1)

XP_011331114.1: Ooceraea_biroi; Arthropoda_(1)

XP_011150241.1: Dinoponera_quadriceps, Harpegnathos_saltator; Arthropoda_(2)

0.91

0.96

XP_014218713.1: Copidosoma_floridanum; Arthropoda_(1)

XP_011501757.1: Ceratosolen_solmsi_marchali; Arthropoda_(1)

XP_001601504.1: Nasonia_vitripennis; Arthropoda_(1)

XP_012257830.1: Athalia_rosae, Cephus_cinctus, Orussus_abietinus; Arthropoda_(3)

0.98 XP_625015.1: Arthropoda_(10)

XP_017754631.1: Eufriesea_mexicana; Arthropoda_(1)

XP_015513323.1: Neodiprion_lecontei; Arthropoda_(1)

XP_008559920.1: Fopius_arisanus, Microplitis_demolitor, Diachasma_alloeum; Arthropoda_(3)

0.52

0.96

1

0.91

1

0.92

0.85

1 XP_023029067.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_018569273.1: Anoplophora_glabripennis; Arthropoda_(1)

XP_019769732.1: Dendroctonus_ponderosae; Arthropoda_(1)

XP_019878277.1: Aethina_tumida; Arthropoda_(1)

XP_967305.1: Tribolium_castaneum; Arthropoda_(1)

XP_022907432.1: Onthophagus_taurus; Arthropoda_(1)

XP_017779406.1: Nicrophorus_vespilloides; Arthropoda_(1)

XP_026463152.1: Ctenocephalides_felis; Arthropoda_(1)

XP_018902853.1: Bemisia_tabaci; Arthropoda_(1)

0.86 XP_014258398.1: Cimex_lectularius; Arthropoda_(1)

XP_014286815.1: Halyomorpha_halys; Arthropoda_(1)

1 XP_025405147.1: Sipha_flava; Arthropoda_(1)

XP_001948128.1: Arthropoda_(6)

XP_026280479.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_022202754.1: Nilaparvata_lugens; Arthropoda_(1)

XP_021922874.1: Cryptotermes_secundus, Zootermopsis_nevadensis; Arthropoda_(2)

0.88

0.97

0.97 XP_013773443.1: Limulus_polyphemus; Arthropoda_(1)

XP_013772932.1: Limulus_polyphemus; Arthropoda_(1)

XP_013773637.1: Limulus_polyphemus; Arthropoda_(1)

0.99 NP_001301091.1: Limulus_polyphemus; Arthropoda_(1)

NP_001301052.1: Limulus_polyphemus; Arthropoda_(1)

0.72

0.97

1 XP_022314553.1: Crassostrea_virginica; Mollusca_(1)

XP_011432968.1: Crassostrea_gigas; Mollusca_(1)

XP_021376587.1: Mizuhopecten_yessoensis; Mollusca_(1)

0.89 XP_022103479.1: Acanthaster_planci; Echinodermata_(1)

XP_013407688.1: Lingula_anatina; Brachiopoda_(1)

0.97

1

1 XP_009162638.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_009162639.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_009162640.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_018652985.1: Schistosoma_mansoni; Platyhelminthes_(1)

1

1 XP_002020732.2: Drosophila_persimilis; Arthropoda_(1)

XP_002132912.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(1)

XP_022228946.1: Drosophila_obscura; Arthropoda_(1)

XP_015229708.1: Cyprinodon_variegatus; Actinopterygii_(1)

0.67 XP_022093295.1: Acanthaster_planci; Echinodermata_(1)

XP_013778575.1: Limulus_polyphemus; Arthropoda_(1)

XP_002125803.1: Ciona_intestinalis; Tunicata_(1)

XP_023234840.1: Centruroides_sculpturatus; Arthropoda_(1)

XP_002610810.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_003376375.1: Trichinella_spiralis; Nematoda_(1)

XP_003375861.1: Trichinella_spiralis; Nematoda_(1)

0.96 XP_026317564.1: Hyposmocoma_kahamanoa; Arthropoda_(1)

XP_026317563.1: Hyposmocoma_kahamanoa; Arthropoda_(1)

NP_001119726.1: Bombyx_mori; Arthropoda_(1)

NP_001298591.1: Arthropoda_(7)

XP_023943706.1: Bicyclus_anynana; Arthropoda_(1)

XP_021203568.1: Bombyx_mori; Arthropoda_(1)

XP_024347275.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_018561158.1: Anoplophora_glabripennis; Arthropoda_(1)

XP_011198527.1: Arthropoda_(9)

XP_004345608.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea_(1)

XP_786731.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_027220756.1: Penaeus_vannamei; Arthropoda_(1)

WP_127116270.1: Dendroctonus_ponderosae, Agrilus_planipennis, Thalassobius_sp._ZQ172; Alphaproteobacteria, Arthropoda_(4)

0.56

1

0.76 XP_002021770.1: Drosophila_persimilis, Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(2)

XP_017152507.1: Drosophila_miranda; Arthropoda_(1)

XP_022232920.1: Drosophila_obscura; Arthropoda_(1)

NP_001172074.1: Arthropoda_(4)

XP_017036167.1: Drosophila_kikkawai; Arthropoda_(1)

WP_110883488.1: Arthropoda, Actinobacteria_(93)

XP_020804920.1: Drosophila_serrata; Arthropoda_(1)

XP_022115609.1: Pieris_rapae; Arthropoda_(1)

XP_027853848.1: Aphis_gossypii; Arthropoda_(1)

NP_523625.1: Arthropoda_(14)

XP_002090100.1: Drosophila_yakuba; Arthropoda_(1)

XP_001961354.1: Drosophila_ananassae, Drosophila_bipectinata; Arthropoda_(2)

0.68 XP_016977046.1: Drosophila_rhopaloa; Arthropoda_(1)

XP_002004473.1: Arthropoda_(5)

XP_001986647.1: Arthropoda_(5)

XP_017480875.1: Rhagoletis_zephyria; Arthropoda_(1)

1

1 XP_001649531.1: Aedes_aegypti; Arthropoda_(1)

XP_019563902.1: Aedes_albopictus; Arthropoda_(1)

XP_001847270.1: Culex_quinquefasciatus; Arthropoda_(1)

XP_024348028.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_017837194.1: Drosophila_busckii; Arthropoda_(1)

1 XP_020813027.1: Drosophila_serrata; Arthropoda_(1)

XP_017036305.1: Drosophila_kikkawai; Arthropoda_(1)

1 XP_020805744.1: Drosophila_serrata; Arthropoda_(1)

XP_017035270.1: Drosophila_kikkawai; Arthropoda_(1)

XP_003373575.1: Trichinella_spiralis; Nematoda_(1)

0.72

0.96 XP_017489416.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_017489411.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_027206362.1: Dermatophagoides_pteronyssinus; Arthropoda_(1)

XP_026281658.1: Frankliniella_occidentalis; Arthropoda_(1)

XP_003742602.1: Galendromus_occidentalis, Varroa_jacobsoni, Varroa_destructor; Arthropoda_(3)

XP_022656860.1: Varroa_jacobsoni, Varroa_destructor; Arthropoda_(2)

XP_002429368.1: Pediculus_humanus_corporis; Arthropoda_(1)

NP_001157191.1: Nasonia_vitripennis, Trichogramma_pretiosum, Ceratosolen_solmsi_marchali; Arthropoda_(3)

0.97 XP_018012626.1: Hyalella_azteca; Arthropoda_(1)

XP_027220754.1: Penaeus_vannamei; Arthropoda_(1)

XP_023334031.1: Eurytemora_affinis; Arthropoda_(1)

0.91 XP_021956177.1: Folsomia_candida; Arthropoda_(1)

XP_021951797.1: Folsomia_candida; Arthropoda_(1)

0.56 XP_015926744.1: Parasteatoda_tepidariorum; Arthropoda_(1)

XP_003702208.1: Megachile_rotundata; Arthropoda_(1)

XP_014255022.1: Cimex_lectularius; Arthropoda_(1)

0.64 XP_023242384.1: Centruroides_sculpturatus; Arthropoda_(1)

XP_023244322.1: Centruroides_sculpturatus; Arthropoda_(1)

XP_023341390.1: Eurytemora_affinis; Arthropoda_(1)

XP_015785616.1: Tetranychus_urticae; Arthropoda_(1)

XP_015785619.1: Tetranychus_urticae; Arthropoda_(1)

XP_014784116.1: Octopus_bimaculoides; Mollusca_(1)

0.98

0.87

0.71

0.99

0.52 XP_010355119.1: Rhinopithecus_bieti, Rhinopithecus_roxellana; Primates_(2)

XP_023066201.1: Piliocolobus_tephrosceles; Primates_(1)

XP_011798304.1: Colobus_angolensis_palliatus; Primates_(1)

0.98 XP_005557001.1: Macaca_fascicularis; Primates_(1)

XP_001101792.1: Macaca_mulatta; Primates_(1)

0.98 XP_003265997.1: Nomascus_leucogenys; Primates_(1)

XP_021795069.1: Papio_anubis; Primates_(1)

XP_007971336.1: Primates_(4)

XP_011770276.1: Macaca_nemestrina; Primates_(1)

XP_002815623.1: Pongo_abelii; Primates_(1)

0.99

NP_001017992.1: Homo_sapiens; Primates_(1)

XP_001140995.1: Pan_paniscus, Pan_troglodytes; Primates_(2)

XP_004058870.1: Gorilla_gorilla_gorilla; Primates_(1)

0.99

0.96

XP_017404191.1: Cebus_capucinus_imitator; Primates_(1)

XP_008990277.1: Callithrix_jacchus; Primates_(1)

XP_012312674.1: Aotus_nancymaae; Primates_(1)

XP_003925881.1: Saimiri_boliviensis_boliviensis; Primates_(1)

0.67

1 XP_012631175.1: Microcebus_murinus; Primates_(1)

XP_012510729.1: Propithecus_coquereli; Primates_(1)

XP_003782795.1: Otolemur_garnettii; Primates_(1)

XP_008054464.1: Carlito_syrichta; Primates_(1)

XP_004703656.1: Echinops_telfairi; Tenrecidae_(1)

0.56 XP_017200220.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_004583769.1: Ochotona_princeps; Lagomorpha_(1)

0.56

0.88

0.52

NP_780706.1: Mus_musculus; Rodentia_(1)

XP_021064122.1: Mus_pahari; Rodentia_(1)

XP_021036415.1: Mus_caroli; Rodentia_(1)

NP_001099879.1: Rattus_norvegicus; Rodentia_(1)

0.76 XP_006981724.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_004664980.1: Jaculus_jaculus; Rodentia_(1)

0.58

0.75 XP_003512854.1: Cricetulus_griseus; Rodentia_(1)

XP_003512853.1: Cricetulus_griseus; Rodentia_(1)

XP_008830814.1: Nannospalax_galili; Rodentia_(1)

XP_005065601.1: Mesocricetus_auratus; Rodentia_(1)

0.71 XP_020009888.1: Castor_canadensis; Rodentia_(1)

XP_005356846.1: Microtus_ochrogaster; Rodentia_(1)

0.89

XP_005392734.1: Chinchilla_lanigera; Rodentia_(1)

XP_012880760.1: Dipodomys_ordii; Rodentia_(1)

XP_004623136.1: Octodon_degus; Rodentia_(1)

XP_003470290.1: Cavia_porcellus; Rodentia_(1)

0.96

XP_005319663.1: Ictidomys_tridecemlineatus, Marmota_flaviventris; Rodentia_(2)

XP_015352856.1: Marmota_marmota_marmota; Rodentia_(1)

XP_026241721.1: Urocitellus_parryii; Rodentia_(1)

XP_021489292.1: Meriones_unguiculatus; Rodentia_(1)

0.99 XP_010625210.1: Fukomys_damarensis; Rodentia_(1)

XP_004848555.1: Heterocephalus_glaber; Rodentia_(1)

XP_006149032.1: Tupaia_chinensis; Scandentia_(1)

0.59

0.98

XP_006744460.1: Leptonychotes_weddellii; Carnivora_(1)

XP_002926113.1: Carnivora_(8)

XP_021557855.1: Neomonachus_schauinslandi; Carnivora_(1)

XP_026354718.1: Ursus_arctos_horribilis; Carnivora_(1)

0.99 XP_544346.1: Canis_lupus_familiaris, Canis_lupus_dingo; Carnivora_(2)

XP_025874737.1: Vulpes_vulpes; Carnivora_(1)

0.97

XP_003981025.1: Felis_catus, Panthera_pardus, Puma_concolor; Carnivora_(3)

XP_007079984.1: Panthera_tigris_altaica; Carnivora_(1)

XP_014928053.1: Acinonyx_jubatus; Carnivora_(1)

0.67

0.75

0.93

0.93

1

1 XP_023604686.1: Myotis_lucifugus; Chiroptera_(1)

XP_023604685.1: Myotis_lucifugus; Chiroptera_(1)

XP_008158516.1: Eptesicus_fuscus; Chiroptera_(1)

0.9 XP_016051520.1: Miniopterus_natalensis; Chiroptera_(1)

XP_016055259.1: Miniopterus_natalensis; Chiroptera_(1)

XP_024427708.1: Desmodus_rotundus; Chiroptera_(1)

0.85 XP_019503746.1: Hipposideros_armiger; Chiroptera_(1)

XP_006912538.1: Pteropus_alecto, Rousettus_aegyptiacus, Pteropus_vampyrus; Chiroptera_(3)

0.99

1 XP_014715865.1: Equus_asinus; Perissodactyla_(1)

XP_001495371.3: Equus_caballus, Equus_przewalskii; Perissodactyla_(2)

XP_004422895.1: Ceratotherium_simum_simum; Perissodactyla_(1)

XP_008567459.1: Galeopterus_variegatus; Dermoptera_(1)

0.76

0.59

0.98 XP_004608506.1: Sorex_araneus; Eulipotyphla_(1)

XP_007516954.1: Erinaceus_europaeus; Eulipotyphla_(1)

XP_004678356.1: Condylura_cristata; Eulipotyphla_(1)

XP_006891587.1: Elephantulus_edwardii; Macroscelidea_(1)

0.52 XP_006875399.1: Chrysochloris_asiatica; Chrysochloridae_(1)

XP_007942345.1: Orycteropus_afer_afer; Tubulidentata_(1)

0.99

0.95

XP_005897526.1: Bos_mutus; Cetartiodactyla_(1)

XP_010815069.1: Bos_taurus; Cetartiodactyla_(1)

XP_027376274.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla_(1)

XP_019838715.1: Bos_indicus; Cetartiodactyla_(1)

XP_010851791.1: Bison_bison_bison; Cetartiodactyla_(1)

XP_020772145.1: Odocoileus_virginianus_texanus; Cetartiodactyla_(1)

0.98

XP_011979743.1: Ovis_aries_musimon, Ovis_aries; Cetartiodactyla_(2)

XP_005979202.1: Pantholops_hodgsonii; Cetartiodactyla_(1)

XP_005694740.2: Capra_hircus; Cetartiodactyla_(1)

XP_006055669.1: Bubalus_bubalis; Cetartiodactyla_(1)

0.9 XP_004380544.1: Trichechus_manatus_latirostris; Sirenia_(1)

XP_003408097.1: Loxodonta_africana; Proboscidea_(1)

0.54

1

1

1 XP_004286825.1: Orcinus_orca; Cetartiodactyla_(1)

XP_026956880.1: Lagenorhynchus_obliquidens; Cetartiodactyla_(1)

XP_024621149.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla_(1)

XP_007198472.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

0.97 XP_006206084.1: Vicugna_pacos; Cetartiodactyla_(1)

XP_006180417.1: Camelus_bactrianus, Camelus_dromedarius, Camelus_ferus; Cetartiodactyla_(3)

XP_005674537.3: Sus_scrofa; Cetartiodactyla_(1)

0.79

0.98

0.9 XP_027719296.1: Vombatus_ursinus; Metatheria_(1)

XP_020853218.1: Phascolarctos_cinereus; Metatheria_(1)

XP_003759426.1: Sarcophilus_harrisii; Metatheria_(1)

XP_001365902.1: Monodelphis_domestica; Metatheria_(1)

XP_003228820.1: Anolis_carolinensis; Lepidosauria_(1)

0.91 XP_008172650.1: Chrysemys_picta_bellii; Testudines_(1)

XP_007065908.1: Chelonia_mydas; Testudines_(1)

XP_010196911.1: Colius_striatus; Aves_(1)

XP_005145792.1: Melopsittacus_undulatus; Aves_(1)

XP_010012889.1: Nestor_notabilis; Aves_(2)

XP_010187462.1: Mesitornis_unicolor; Aves_(1)

NP_001007825.1: Aves, Testudines_(30)

XP_009488701.1: Pelecanus_crispus; Aves_(1)

XP_006020346.1: Crocodylia_(4)

XP_009277128.1: Aptenodytes_forsteri; Aves_(1)

0.87

XP_002195916.1: Aves_(19)

XP_009909897.1: Picoides_pubescens; Aves_(1)

0.99 XP_001379436.1: Metatheria, Monotremata_(4)

XP_020850325.1: Phascolarctos_cinereus; Metatheria_(1)

1 XP_010130388.1: Buceros_rhinoceros_silvestris; Aves_(1)

XP_010130387.1: Buceros_rhinoceros_silvestris; Aves_(1)

XP_009934170.1: Opisthocomus_hoazin; Aves_(1)

XP_009999633.1: Chaetura_pelagica; Aves_(1)

XP_014350135.1: Latimeria_chalumnae; Coelacanthiformes_(1)

1

0.5 XP_019389370.1: Crocodylus_porosus; Crocodylia_(1)

XP_019359521.1: Gavialis_gangeticus; Crocodylia_(1)

XP_006275176.2: Alligator_mississippiensis; Crocodylia_(1)

XP_015275502.1: Gekko_japonicus; Lepidosauria_(1)

XP_009281779.2: Aptenodytes_forsteri; Aves_(1)

XP_015728172.1: Coturnix_japonica; Aves_(1)

XP_020659503.1: Pogona_vitticeps; Lepidosauria_(1)

XP_010355321.1: Rhinopithecus_roxellana; Primates_(1)

0.97

1

0.77 XP_019373377.1: Gavialis_gangeticus; Crocodylia_(1)

XP_019387646.1: Crocodylus_porosus; Crocodylia_(1)

1 XP_006021319.1: Alligator_sinensis; Crocodylia_(1)

XP_006277779.1: Alligator_mississippiensis; Crocodylia_(1)

XP_024057676.1: Terrapene_mexicana_triunguis; Testudines_(1)

1

0.92 XP_027687213.1: Chelonia_mydas; Testudines_(1)

XP_008172938.1: Chrysemys_picta_bellii; Testudines_(1)

XP_024063690.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_020371093.1: Rhincodon_typus; Chondrichthyes_(1)

NP_001165634.1: Xenopus_laevis; Amphibia_(1)

XP_020366648.1: Rhincodon_typus; Chondrichthyes_(2)

NP_001089852.1: Xenopus_laevis; Amphibia_(1)

XP_007534802.1: Erinaceus_europaeus; Eulipotyphla_(1)

0.51

0.68

0.9

0.89 XP_015753792.1: Orbicella_faveolata, Acropora_digitifera; Cnidaria_(2)

XP_022780033.1: Stylophora_pistillata; Cnidaria_(1)

XP_027037818.1: Pocillopora_damicornis; Cnidaria_(1)

XP_001630039.1: Nematostella_vectensis; Cnidaria_(1)

XP_020916498.1: Exaiptasia_pallida; Cnidaria_(1)

0.92

0.99 XP_018588225.1: Scleropages_formosus; Actinopterygii_(1)

XP_017569539.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_006635223.2: Lepisosteus_oculatus; Actinopterygii_(1)

NP_001279247.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_014350131.1: Latimeria_chalumnae; Coelacanthiformes_(2)

XP_013788450.1: Limulus_polyphemus; Arthropoda_(1)

1 XP_022342106.1: Crassostrea_virginica; Mollusca_(1)

XP_022341279.1: Crassostrea_virginica; Mollusca_(1)

0.99

0.99

0.99

0.98

0.91

1

1 XP_016860232.1: Homo_sapiens; Primates_(4)

XP_016860222.1: Homo_sapiens; Primates_(4)

1 XP_016859648.1: Homo_sapiens; Primates_(3)

NP_001093241.1: Homo_sapiens; Primates_(4)

1 XP_024210566.1: Pan_troglodytes; Primates_(2)

XP_024210561.1: Pan_troglodytes; Primates_(1)

XP_018877231.1: Gorilla_gorilla_gorilla; Primates_(1)

XP_024099453.1: Pongo_abelii; Primates_(4)

XP_024095167.1: Pongo_abelii; Primates_(1)

XP_024210583.1: Pan_troglodytes; Primates_(1)

1

1

0.99 XP_011797114.1: Colobus_angolensis_palliatus; Primates_(1)

XP_017738014.1: Rhinopithecus_bieti; Primates_(1)

0.99 XP_026305545.1: Piliocolobus_tephrosceles; Primates_(2)

XP_011797688.1: Colobus_angolensis_palliatus; Primates_(1)

0.75

1 XP_008017958.1: Chlorocebus_sabaeus; Primates_(2)

XP_007960619.1: Chlorocebus_sabaeus; Primates_(3)

XP_021789415.1: Papio_anubis; Primates_(3)

XP_024097462.1: Pongo_abelii; Primates_(1)

XP_011942892.1: Cercocebus_atys; Primates_(1)

0.99

0.96

0.91

1

1 XP_010961755.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_014420309.1: Camelus_ferus; Cetartiodactyla_(1)

XP_015095676.1: Vicugna_pacos; Cetartiodactyla_(1)

XP_006195376.2: Camelus_ferus; Cetartiodactyla_(1)

1

1 XP_014413755.1: Camelus_ferus; Cetartiodactyla_(1)

XP_010981715.1: Camelus_dromedarius; Cetartiodactyla_(1)

XP_015107789.1: Vicugna_pacos; Cetartiodactyla_(1)

1

0.97

0.96 XP_010990806.1: Camelus_dromedarius; Cetartiodactyla_(1)

XP_010964501.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_015107926.1: Vicugna_pacos; Cetartiodactyla_(1)

1 XP_010948284.1: Camelus_bactrianus; Cetartiodactyla_(1)

XP_014422586.1: Camelus_ferus; Cetartiodactyla_(1)

XP_025867157.1: Vulpes_vulpes; Carnivora_(1)

NP_001126826.1: Pongo_abelii; Primates_(1)

XP_023073333.1: Piliocolobus_tephrosceles; Primates_(1)

XP_002749016.3: Callithrix_jacchus; Primates_(1)

XP_006903006.1: Elephantulus_edwardii; Macroscelidea_(1)

0.51 XP_006093229.1: Myotis_lucifugus; Chiroptera_(1)

XP_006891919.1: Elephantulus_edwardii; Macroscelidea_(1)

0.71 XP_016284236.1: Monodelphis_domestica; Metatheria_(1)

XP_016280458.1: Monodelphis_domestica; Metatheria_(1)

XP_016284704.1: Monodelphis_domestica; Metatheria_(1)

1

1 XP_027785968.1: Marmota_flaviventris; Rodentia_(1)

XP_015350350.1: Marmota_marmota_marmota; Rodentia_(1)

1 XP_026268287.1: Urocitellus_parryii; Rodentia_(1)

XP_005340212.1: Ictidomys_tridecemlineatus; Rodentia_(1)

XP_010379963.1: Rhinopithecus_roxellana; Primates_(1)

XP_010365296.1: Rhinopithecus_roxellana; Primates_(1)

XP_006889170.1: Elephantulus_edwardii; Macroscelidea_(1)

XP_016287838.1: Monodelphis_domestica; Metatheria_(1)

0.58 XP_027260561.1: Cricetulus_griseus; Rodentia_(1)

XP_023028518.1: Leptinotarsa_decemlineata; Arthropoda_(1)

XP_012373767.1: Dasypus_novemcinctus; Xenarthra_(1)

XP_020658070.1: Pogona_vitticeps; Lepidosauria_(1)

NP_001301271.1: Capra_hircus; Cetartiodactyla_(1)

0.93

XP_014713867.1: Equus_asinus; Perissodactyla_(1)

XP_004440930.1: Equus_caballus, Ceratotherium_simum_simum, Microtus_ochrogaster; Perissodactyla, Rodentia_(3)

XP_008513609.1: Equus_przewalskii; Perissodactyla_(1)

XP_014711001.1: Equus_asinus; Perissodactyla_(1)

XP_004840438.1: Heterocephalus_glaber; Rodentia_(1)

XP_012494379.1: Propithecus_coquereli; Primates_(1)

0.5 XP_004380888.1: Nothoprocta_perdicaria, Trichechus_manatus_latirostris; Aves, Sirenia_(2)

XP_004647790.1: Octodon_degus; Rodentia_(1)

XP_005504559.1: Columba_livia; Aves_(1)

NP_001277861.1: Bubalus_bubalis; Cetartiodactyla_(1)

XP_002763052.3: Callithrix_jacchus; Primates_(1)

0.84 XP_003795487.1: Otolemur_garnettii; Primates_(1)

XP_012658062.1: Otolemur_garnettii; Primates_(1)

0.82 XP_005870268.1: Myotis_brandtii; Chiroptera_(1)

XP_005879009.1: Myotis_brandtii; Chiroptera_(1)

0.61

0.61 XP_020837991.1: Phascolarctos_cinereus; Metatheria_(1)

XP_021524930.1: Aotus_nancymaae; Primates_(1)

XP_006143676.1: Tupaia_chinensis; Scandentia_(1)

XP_016286160.1: Monodelphis_domestica; Metatheria_(1)

XP_010844072.1: Bison_bison_bison; Cetartiodactyla_(1)

XP_008941323.1: Merops_nubicus; Aves_(1)

XP_014985863.1: Macaca_mulatta; Primates_(1)

XP_019843421.1: Bos_indicus; Cetartiodactyla_(1)

WP_094948603.1: Lepidosauria, Testudines, Crocodylia, Aves, Monotremata, Metatheria, Eutheria_(145)

NP_001231504.1: Cricetulus_griseus; Rodentia_(1)

XP_002916509.1: Ailuropoda_melanoleuca; Carnivora_(1)

XP_027782642.1: Marmota_flaviventris; Rodentia_(1)

XP_010568622.1: Aves; Cetartiodactyla; Lepidosauria; Primates_(18)

XP_025221047.1: Theropithecus_gelada; Primates_(1)

XP_017389318.1: Cebus_capucinus_imitator; Primates_(1)

XP_021042765.1: Mus_pahari; Rodentia_(1)

XP_009695577.1: Cariama_cristata; Aves_(1)

XP_009972340.1: Tyto_alba; Aves_(1)

NP_001297350.1: Anas_platyrhynchos; Aves_(1)

XP_008971426.1: Pan_paniscus; Primates_(1)

XP_002751826.1: Callithrix_jacchus; Primates_(1)

XP_014466124.1: Alligator_mississippiensis; Crocodylia_(1)

XP_021533064.1: Aotus_nancymaae; Primates_(1)

XP_017399630.1: Cebus_capucinus_imitator; Primates_(1)

NP_001095153.1: Oryctolagus_cuniculus; Lagomorpha_(1)

XP_025738472.1: Callorhinus_ursinus; Carnivora_(1)

XP_015261900.1: Gekko_japonicus; Lepidosauria_(1)

XP_023056025.2: Piliocolobus_tephrosceles; Primates_(1)

XP_008941321.1: Merops_nubicus; Aves_(1)

XP_008941322.1: Merops_nubicus; Aves_(1)

XP_020773086.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

NP_001279672.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_006992734.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_004636475.1: Octodon_degus; Rodentia_(1)

XP_006992733.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_006899107.1: Elephantulus_edwardii; Macroscelidea_(1)

0.82 XP_005332707.2: Ictidomys_tridecemlineatus; Rodentia_(1)

XP_008826829.1: Chiroptera, Rodentia_(5)

XP_012367864.1: Nomascus_leucogenys, Theropithecus_gelada, Colobus_angolensis_palliatus; Primates_(3)

XP_002728578.2: Rattus_norvegicus; Rodentia_(2)

XP_017821891.1: Callithrix_jacchus; Primates_(1)

XP_012370642.1: Octodon_degus; Rodentia_(1)

NP_001271653.1: Macaca_fascicularis; Primates_(1)

XP_014386747.1: Myotis_brandtii; Chiroptera_(1)

XP_006752408.1: Amphibia, Lepidosauria, Testudines, Crocodylia, Aves, Metatheria, Eutheria_(123)

XP_027284381.1: Cricetulus_griseus; Rodentia_(1)

XP_004374150.1: Trichechus_manatus_latirostris; Sirenia_(1)

XP_007963439.1: Chlorocebus_sabaeus; Primates_(1)

0.61

0.72 XP_010349143.1: Saimiri_boliviensis_boliviensis; Primates_(1)

XP_012301888.1: Aotus_nancymaae; Primates_(1)

XP_002758560.1: Callithrix_jacchus; Primates_(1)

XP_002757742.1: Callithrix_jacchus; Primates_(1)

0.64 XP_010386608.1: Rhinopithecus_roxellana; Primates_(1)

XP_012315401.1: Aotus_nancymaae; Primates_(1)

0.59

0.55 XP_006984899.1: Peromyscus_maniculatus_bairdii; Rodentia_(1)

XP_021067147.1: Mus_pahari; Rodentia_(1)

XP_012292253.1: Aotus_nancymaae; Primates_(1)

XP_015735544.1: Coturnix_japonica; Aves_(1)

XP_005530730.1: Pseudopodoces_humilis; Aves_(1)

0.5 XP_007959428.1: Chlorocebus_sabaeus; Primates_(1)

XP_025855715.1: Vulpes_vulpes; Carnivora_(1)

XP_010369252.1: Rhinopithecus_roxellana; Primates_(1)

XP_002748261.1: Callithrix_jacchus; Primates_(1)

0.99 XP_006753072.1: Myotis_davidii; Chiroptera_(1)

XP_015415449.1: Myotis_davidii; Chiroptera_(1)

NP_001003349.2: Canis_lupus_familiaris; Carnivora_(1)

XP_007099147.2: Panthera_tigris_altaica; Carnivora_(1)

XP_004627171.1: Octodon_degus; Rodentia_(1)

XP_014380747.1: Alligator_sinensis; Crocodylia_(2)

0.59 XP_007185913.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla_(1)

XP_023047466.2: Piliocolobus_tephrosceles; Primates_(1)

XP_023578688.1: Octodon_degus; Rodentia_(1)

XP_015333278.1: Marmota_marmota_marmota; Rodentia_(1)

1

1 XP_013770640.1: Pundamilia_nyererei; Actinopterygii_(1)

XP_012779335.1: Maylandia_zebra; Actinopterygii_(1)

XP_003455995.1: Oreochromis_niloticus; Actinopterygii_(1)

XP_020669001.1: Pogona_vitticeps; Lepidosauria_(1)

XP_021493060.1: Meriones_unguiculatus; Rodentia_(1)

XP_005992382.1: Latimeria_chalumnae; Coelacanthiformes_(1)

NP_989332.1: Xenopus_tropicalis; Amphibia_(1)

XP_018595388.1: Scleropages_formosus; Actinopterygii_(1)

XP_004603876.1: Sorex_araneus; Eulipotyphla_(1)

XP_006885108.1: Elephantulus_edwardii; Macroscelidea_(1)

0.7

XP_026158521.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_020478403.1: Monopterus_albus; Actinopterygii_(1)

0.64 XP_024115147.1: Oryzias_melastigma; Actinopterygii_(1)

XP_004066026.1: Oryzias_latipes; Actinopterygii_(1)

XP_017286391.1: Kryptolebias_marmoratus; Actinopterygii_(1)

XP_013866827.1: Actinopterygii_(5)

XP_023122558.1: Amphiprion_ocellaris; Actinopterygii_(1)

XP_008290663.1: Stegastes_partitus; Actinopterygii_(1)

XP_010776110.1: Notothenia_coriiceps; Actinopterygii_(1)

XP_005812013.1: Actinopterygii_(10)

0.52 XP_023286381.1: Seriola_lalandi_dorsalis; Actinopterygii_(1)

XP_008314854.1: Paralichthys_olivaceus, Cynoglossus_semilaevis; Actinopterygii_(2)

XP_006796239.1: Neolamprologus_brichardi; Actinopterygii_(1)

XP_022053963.1: Acanthochromis_polyacanthus; Actinopterygii_(1)

XP_004568354.1: Actinopterygii_(4)

XP_005750241.1: Pundamilia_nyererei; Actinopterygii_(1)

XP_003972351.1: Takifugu_rubripes; Actinopterygii_(1)

0.68

0.87

NP_571106.2: Actinopterygii_(10)

XP_016360370.1: Sinocyclocheilus_anshuiensis; Actinopterygii_(1)

0.97 XP_026871542.1: Electrophorus_electricus; Actinopterygii_(1)

XP_017572763.1: Pygocentrus_nattereri; Actinopterygii_(1)

NP_853632.3: Actinopterygii_(9)

XP_017558662.1: Pygocentrus_nattereri; Actinopterygii_(1)

XP_006637184.1: Actinopterygii_(7)

XP_018588245.1: Scleropages_formosus; Actinopterygii_(1)

XP_005929392.1: Haplochromis_burtoni; Actinopterygii_(1)

XP_026027377.1: Astatotilapia_calliptera; Actinopterygii_(1)

0.99

0.99

XP_026027378.1: Astatotilapia_calliptera; Actinopterygii_(1)

XP_004568349.2: Maylandia_zebra; Actinopterygii_(1)

XP_005952745.1: Haplochromis_burtoni; Actinopterygii_(1)

XP_003455994.1: Oreochromis_niloticus; Actinopterygii_(1)

NP_001117707.1: Esox_lucius, Oncorhynchus_mykiss, Salmo_salar; Actinopterygii_(3)

XP_020327314.1: Oncorhynchus_kisutch; Actinopterygii_(1)

XP_021451454.1: Oncorhynchus_mykiss; Actinopterygii_(1)

WP_113349726.1: Actinopterygii, Firmicutes_(27)

NP_001284404.1: Poecilia_reticulata; Actinopterygii_(1)

0.93 XP_020782947.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_020782948.1: Boleophthalmus_pectinirostris; Actinopterygii_(1)

XP_015800880.1: Nothobranchius_furzeri; Actinopterygii_(1)

XP_026180539.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_013887800.1: Austrofundulus_limnaeus; Actinopterygii_(1)

XP_022063516.1: Anabas_testudineus, Acanthochromis_polyacanthus; Actinopterygii_(2)

NP_001098278.1: Oryzias_latipes, Oryzias_melastigma; Actinopterygii_(2)

XP_020376146.1: Rhincodon_typus; Chondrichthyes_(1)

XP_011616661.1: Takifugu_rubripes; Actinopterygii_(1)

XP_020659504.1: Pogona_vitticeps; Lepidosauria_(1)

NP_998884.1: Xenopus_tropicalis; Amphibia_(1)

XP_015732105.1: Coturnix_japonica; Aves_(1)

NP_001082422.1: Xenopus_laevis, Nanorana_parkeri; Amphibia_(2)

0.5

0.53

1

1

1 XP_014885420.1: Poecilia_latipinna; Actinopterygii_(1)

XP_007573220.1: Poecilia_formosa; Actinopterygii_(1)

1 XP_005809779.1: Xiphophorus_maculatus; Actinopterygii_(1)

XP_027874026.1: Xiphophorus_couchianus; Actinopterygii_(2)

XP_015229704.1: Cyprinodon_variegatus; Actinopterygii_(1)

XP_014775203.1: Octopus_bimaculoides; Mollusca_(1)

1 XP_014881363.1: Poecilia_latipinna; Actinopterygii_(1)

XP_014833705.1: Poecilia_mexicana; Actinopterygii_(1)

XP_026198285.1: Anabas_testudineus; Actinopterygii_(1)

0.87 XP_017288572.1: Kryptolebias_marmoratus; Actinopterygii_(1)

XP_013882805.1: Austrofundulus_limnaeus; Actinopterygii_(1)

0.55

0.69

XP_014885421.1: Poecilia_latipinna, Poecilia_mexicana; Actinopterygii_(2)

XP_007573219.1: Poecilia_formosa; Actinopterygii_(1)

XP_005809780.1: Xiphophorus_maculatus, Xiphophorus_couchianus; Actinopterygii_(2)

XP_015229703.1: Cyprinodon_variegatus; Actinopterygii_(1)

XP_008417682.1: Poecilia_reticulata; Actinopterygii_(1)

0.54 XP_015815812.1: Nothobranchius_furzeri; Actinopterygii_(1)

XP_003444532.1: Oreochromis_niloticus; Actinopterygii_(1)

XP_005754021.1: Actinopterygii_(4)

0.99

0.99

1 XP_004072874.1: Oryzias_latipes; Actinopterygii_(1)

XP_023814601.1: Oryzias_latipes; Actinopterygii_(2)

XP_020561954.1: Oryzias_latipes; Actinopterygii_(1)

XP_024116514.1: Oryzias_melastigma; Actinopterygii_(1)

XP_011477986.1: Oryzias_latipes; Actinopterygii_(1)

XP_024116512.1: Oryzias_melastigma; Actinopterygii_(1)

0.51

0.87

0.93 XP_022624940.1: Seriola_dumerili, Seriola_lalandi_dorsalis; Actinopterygii_(2)

XP_027133335.1: Larimichthys_crocea; Actinopterygii_(1)

XP_012712601.1: Fundulus_heteroclitus; Actinopterygii_(1)

XP_026177115.1: Mastacembelus_armatus; Actinopterygii_(1)

XP_020450872.1: Monopterus_albus; Actinopterygii_(1)

XP_018519362.1: Lates_calcarifer; Actinopterygii_(1)

0.71 XP_023143074.1: Amphiprion_ocellaris; Actinopterygii_(1)

XP_019966803.1: Paralichthys_olivaceus; Actinopterygii_(1)

XP_010792310.1: Notothenia_coriiceps; Actinopterygii_(1)

XP_026198258.1: Anabas_testudineus; Actinopterygii_(1)

0.55

0.66

0.55

0.76

0.72

1 XP_002112714.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002107828.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002112712.1: Trichoplax_adhaerens; Placozoa_(1)

XP_009173982.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_002115540.1: Trichoplax_adhaerens; Placozoa_(1)

XP_002128671.1: Ciona_intestinalis; Tunicata_(1)

0.99

1 XP_023997352.1: Salvelinus_alpinus; Actinopterygii_(1)

XP_014049876.1: Oncorhynchus_mykiss, Salmo_salar; Actinopterygii_(2)

XP_010872256.1: Esox_lucius; Actinopterygii_(1)

XP_002154696.1: Hydra_vulgaris; Cnidaria_(1)

XP_002154462.1: Hydra_vulgaris; Cnidaria_(1)

XP_009043796.1: Lottia_gigantea; Mollusca_(1)

0.97 XP_002592016.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_002592018.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_797504.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_013239259.1: Mitosporidium_daphniae; Microsporidia_(1)

0.51

0.77

0.95

0.96

0.79 XP_003283397.1: Dictyostelium_purpureum; Amoebozoa_(1)

XP_003283398.1: Dictyostelium_purpureum; Amoebozoa_(1)

XP_644247.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

1

1 XP_636188.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636187.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636193.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636192.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

0.72

0.97

1

1 XP_004362157.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004362156.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004362155.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_013755905.1: Thecamonas_trahens_ATCC_50062; Apusozoa_(1)

XP_012751371.1: Acytostelium_subglobosum_LB1; Amoebozoa_(1)

XP_020437385.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_004355959.1: Cavenderia_fasciculata; Amoebozoa_(1)

0.78 XP_636088.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_643865.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

XP_636030.1: Dictyostelium_purpureum, Dictyostelium_discoideum_AX4; Amoebozoa_(2)

XP_003287782.1: Dictyostelium_purpureum; Amoebozoa_(1)

0.8

XP_020432918.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_020435686.1: Heterostelium_album_PN500; Amoebozoa_(2)

XP_020427719.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_012755649.1: Acytostelium_subglobosum_LB1; Amoebozoa_(1)

0.95

XP_004350653.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004361683.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004350578.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004361773.1: Cavenderia_fasciculata; Amoebozoa_(1)

XP_004350837.1: Cavenderia_fasciculata; Amoebozoa_(1)

0.99 XP_004337269.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_004336648.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

0.62 XP_004335674.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

XP_004340099.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa_(1)

0.53

0.99

1

0.97 XP_004257073.1: Entamoeba_invadens_IP1; Amoebozoa_(2)

XP_004182834.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

XP_004254367.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

1 XP_648054.1: Entamoeba_histolytica_HM-1IMSS, Entamoeba_dispar_SAW760; Amoebozoa_(2)

XP_001734132.1: Entamoeba_dispar_SAW760; Amoebozoa_(1)

XP_004258916.1: Entamoeba_invadens_IP1; Amoebozoa_(1)

1

0.9 XP_005758142.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

XP_005768436.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

XP_005766765.1: Emiliania_huxleyi_CCMP1516, Seriola_lalandi_dorsalis; Actinopterygii, Haptophyceae_(2)

XP_005782432.1: Emiliania_huxleyi_CCMP1516; Haptophyceae_(1)

NP_001091149.1: Xenopus_laevis; Amphibia_(1)

1 XP_020389083.1: Rhincodon_typus; Chondrichthyes_(1)

XP_020389073.1: Rhincodon_typus; Chondrichthyes_(1)

0.99

0.59 XP_014155910.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

XP_014154779.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

XP_014148133.1: Sphaeroforma_arctica_JP610; Ichthyosporea_(1)

XP_013753450.1: Thecamonas_trahens_ATCC_50062; Apusozoa_(1)

XP_002606072.1: Branchiostoma_floridae, Branchiostoma_belcheri; Cephalochordata_(2)

XP_001747496.1: Monosiga_brevicollis_MX1; Choanoflagellida_(1)

0.76

0.56

0.99

0.98

0.56

0.99

0.6

1

1 XP_005105689.1: Aplysia_californica; Mollusca_(1)

XP_005105684.1: Aplysia_californica; Mollusca_(1)

XP_005103138.1: Aplysia_californica; Mollusca_(1)

XP_013067610.1: Biomphalaria_glabrata; Mollusca_(1)

XP_005092009.1: Aplysia_californica; Mollusca_(1)

0.61

1 XP_009056592.1: Lottia_gigantea; Mollusca_(1)

XP_009056593.1: Lottia_gigantea; Mollusca_(1)

XP_021346449.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_019922877.1: Crassostrea_gigas; Mollusca_(1)

XP_013393874.1: Lingula_anatina; Brachiopoda_(1)

1

0.99

0.85

0.98 XP_796638.3: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_796654.2: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_797655.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_794999.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_011670747.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_022103903.1: Acanthaster_planci; Echinodermata_(1)

1

0.99 XP_006825588.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_006825589.1: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_002742033.2: Saccoglossus_kowalevskii; Hemichordata_(1)

XP_002128962.1: Ciona_intestinalis; Tunicata_(1)

0.94 XP_009861333.1: Ciona_intestinalis; Tunicata_(1)

NP_001027674.1: Ciona_intestinalis; Tunicata_(1)

XP_002128607.1: Ciona_intestinalis; Tunicata_(1)

0.94 XP_022096724.1: Acanthaster_planci; Echinodermata_(1)

XP_020627969.1: Orbicella_faveolata; Cnidaria_(1)

XP_022096766.1: Acanthaster_planci; Echinodermata_(1)

XP_001628180.1: Nematostella_vectensis; Cnidaria_(1)

XP_002128924.1: Ciona_intestinalis; Tunicata_(1)

0.5

0.76

0.78

0.9

XP_020627971.1: Orbicella_faveolata; Cnidaria_(1)

XP_015753791.1: Acropora_digitifera; Cnidaria_(1)

XP_015768232.1: Acropora_digitifera; Cnidaria_(1)

XP_027037807.1: Pocillopora_damicornis; Cnidaria_(1)

0.85 XP_020916414.1: Exaiptasia_pallida; Cnidaria_(1)

XP_020901517.1: Exaiptasia_pallida; Cnidaria_(1)

XP_020600429.1: Orbicella_faveolata; Cnidaria_(1)

0.96

0.99 XP_027049092.1: Pocillopora_damicornis; Cnidaria_(1)

XP_022777933.1: Stylophora_pistillata; Cnidaria_(1)

XP_022795459.1: Stylophora_pistillata; Cnidaria_(1)

1 XP_020905102.1: Exaiptasia_pallida; Cnidaria_(1)

XP_020905101.1: Exaiptasia_pallida; Cnidaria_(1)

0.58

0.81

0.92

0.86 NP_999693.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_001176242.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_999634.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

1

0.99 NP_999692.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

XP_003725373.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

NP_999694.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

0.94 XP_015751952.1: Acropora_digitifera; Cnidaria_(1)

XP_015762563.1: Acropora_digitifera; Cnidaria_(1)

XP_021372849.1: Mizuhopecten_yessoensis; Mollusca_(1)

1 XP_013083930.1: Biomphalaria_glabrata; Mollusca_(1)

XP_013069898.1: Biomphalaria_glabrata; Mollusca_(1)

XP_021356754.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_013071866.1: Biomphalaria_glabrata; Mollusca_(1)

XP_025112942.1: Pomacea_canaliculata; Mollusca_(1)

XP_011425162.1: Crassostrea_gigas; Mollusca_(1)

XP_009054813.1: Lottia_gigantea; Mollusca_(1)

NP_001295788.1: Crassostrea_gigas; Mollusca_(1)

0.6

XP_022314975.1: Crassostrea_virginica; Mollusca_(1)

XP_011448623.1: Crassostrea_gigas; Mollusca_(1)

XP_011425175.1: Crassostrea_gigas; Mollusca_(1)

1 XP_011444819.2: Crassostrea_gigas; Mollusca_(1)

XP_019928288.1: Crassostrea_gigas; Mollusca_(1)

XP_011437201.1: Crassostrea_gigas; Mollusca_(1)

XP_022314741.1: Crassostrea_virginica; Mollusca_(1)

0.6

0.89 XP_018653065.1: Schistosoma_mansoni; Platyhelminthes_(1)

XP_018653066.1: Schistosoma_mansoni; Platyhelminthes_(1)

XP_009173846.1: Opisthorchis_viverrini; Platyhelminthes_(2)

XP_011444815.1: Crassostrea_gigas; Mollusca_(1)

XP_022313912.1: Crassostrea_virginica; Mollusca_(1)

0.88

1 XP_011433782.1: Crassostrea_gigas; Mollusca_(1)

XP_011433787.1: Crassostrea_gigas; Mollusca_(1)

XP_022313467.1: Crassostrea_virginica; Mollusca_(1)

XP_022316576.1: Crassostrea_virginica, Crassostrea_gigas; Mollusca_(2)

0.56

0.7 XP_022313465.1: Crassostrea_virginica; Mollusca_(1)

XP_012714522.1: Fundulus_heteroclitus; Actinopterygii_(1)

XP_011444817.1: Crassostrea_gigas; Mollusca_(1)

1 NP_001191587.1: Aplysia_californica; Mollusca_(1)

XP_013083929.1: Biomphalaria_glabrata; Mollusca_(1)

XP_009043798.1: Lottia_gigantea; Mollusca_(1)

0.89 XP_012944352.1: Aplysia_californica; Mollusca_(1)

XP_025110090.1: Pomacea_canaliculata; Mollusca_(1)

XP_013402367.1: Lingula_anatina; Brachiopoda_(1)

0.5 NP_001191569.1: Aplysia_californica; Mollusca_(1)

XP_013083901.1: Biomphalaria_glabrata; Mollusca_(1)

0.61

0.99 XP_009043797.1: Lottia_gigantea; Mollusca_(1)

XP_009065998.1: Lottia_gigantea; Mollusca_(1)

XP_001634709.1: Nematostella_vectensis; Cnidaria_(1)

XP_001637076.1: Nematostella_vectensis; Cnidaria_(1)

0.53 XP_001630583.1: Nematostella_vectensis; Cnidaria_(1)

XP_001630069.1: Nematostella_vectensis; Cnidaria_(1)

0.51 XP_010338649.1: Saimiri_boliviensis_boliviensis; Primates_(1)

XP_017485285.1: Rhagoletis_zephyria; Arthropoda_(1)

XP_003228823.1: Anolis_carolinensis; Lepidosauria_(1)

XP_018588221.1: Scleropages_formosus; Actinopterygii_(1)

XP_017288573.1: Kryptolebias_marmoratus; Actinopterygii_(1)

0.51

0.78 XP_013397317.1: Lingula_anatina; Brachiopoda_(2)

XP_009024738.1: Helobdella_robusta; Annelida_(1)

NP_001295818.1: Crassostrea_gigas; Mollusca_(1)

0.88

1 XP_020803338.1: Drosophila_serrata; Arthropoda_(1)

XP_017019781.1: Drosophila_kikkawai; Arthropoda_(1)

XP_014779484.1: Octopus_bimaculoides; Mollusca_(1)

XP_022325998.1: Crassostrea_virginica; Mollusca_(1)

0.52 XP_009060604.1: Biomphalaria_glabrata, Lottia_gigantea, Pomacea_canaliculata; Mollusca_(3)

NP_001191580.1: Aplysia_californica; Mollusca_(1)

XP_014771927.1: Octopus_bimaculoides; Mollusca_(1)

XP_021367253.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_013391160.1: Lingula_anatina; Brachiopoda_(1)

XP_013386345.1: Lingula_anatina; Brachiopoda_(1)

0.99

0.76 XP_009175832.1: Opisthorchis_viverrini; Platyhelminthes_(1)

XP_024345678.1: Echinococcus_granulosus; Platyhelminthes_(2)

XP_012798726.1: Schistosoma_haematobium; Platyhelminthes_(1)

XP_009168820.1: Opisthorchis_viverrini; Platyhelminthes_(1)

0.66

0.76

0.54 XP_004996687.1: Salpingoeca_rosetta; Choanoflagellida_(1)

XP_004993570.1: Salpingoeca_rosetta; Choanoflagellida_(1)

0.8 XP_004993208.1: Salpingoeca_rosetta; Choanoflagellida_(1)

XP_004993204.1: Salpingoeca_rosetta; Choanoflagellida_(1)

XP_006007852.1: Latimeria_chalumnae; Coelacanthiformes_(1)

XP_001894819.1: Brugia_malayi, Loa_loa; Nematoda_(2)

0.51

0.57 XP_009025436.1: Helobdella_robusta; Annelida_(1)

XP_024347274.1: Echinococcus_granulosus; Platyhelminthes_(1)

NP_001134991.1: Salmo_salar; Actinopterygii_(1)

XP_009030330.1: Helobdella_robusta; Annelida_(1)

XP_009025437.1: Helobdella_robusta; Annelida_(1)

0.96

0.97 XP_021356756.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_021356759.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_021356758.1: Mizuhopecten_yessoensis; Mollusca_(1)

0.5

0.86

0.88

0.79

0.68

0.75

0.98

0.98

0.94

0.64

0.86

XP_001257681.1: Aspergillus_fischeri_NRRL_181; Ascomycota_(1)

XP_007776861.1: Coniosporium_apollinis_CBS_100218; Ascomycota_(1)

XP_664146.1: Aspergillus_nidulans_FGSC_A4; Ascomycota_(1)

XP_018690198.1: Fonsecaea_erecta; Ascomycota_(1)

XP_001270073.1: Aspergillus_clavatus_NRRL_1, Pseudocercospora_fijiensis_CIRAD86, Aspergillus_steynii_IBT_23096; Ascomycota_(3)

XP_001791794.1: Ascomycota_(31)

XP_018186899.1: Xylona_heveae_TC161; Ascomycota_(1)

0.51

0.7 XP_001589969.1: Ascomycota_(5)

XP_024717752.1: Amorphotheca_resinae_ATCC_22711; Ascomycota_(1)

XP_013277728.1: Rhinocladiella_mackenziei_CBS_650.93; Ascomycota_(1)

0.99 XP_014537511.1: Penicillium_digitatum_Pd1, Penicillium_arizonense, Penicillium_expansum; Ascomycota_(3)

XP_002563649.1: Penicillium_rubens_Wisconsin_54-1255; Ascomycota_(1)

XP_007727665.1: Capronia_coronata_CBS_617.96; Ascomycota_(1)

0.73

1

0.98 XP_022502772.1: Fonsecaea_nubica; Ascomycota_(1)

XP_022510319.1: Fonsecaea_monophora; Ascomycota_(1)

XP_007743167.1: Cladophialophora_psammophila_CBS_110553; Ascomycota_(1)

0.79 XP_018141826.1: Pochonia_chlamydosporia_170; Ascomycota_(1)

XP_025390416.1: Aspergillus_eucalypticola_CBS_122712; Ascomycota_(1)

0.72 XP_018132665.1: Pseudogymnoascus_verrucosus; Ascomycota_(1)

XP_024321032.1: Pseudogymnoascus_destructans; Ascomycota_(1)

XP_001396595.1: Ascomycota_(5)

0.99

0.97 XP_001249020.1: Coccidioides_posadasii_C735_delta_SOWgp, Coccidioides_immitis_RS; Ascomycota_(2)

XP_001537101.1: Histoplasma_capsulatum_NAm1, Blastomyces_gilchristii_SLH14081; Ascomycota_(2)

1 XP_003171968.1: Nannizzia_gypsea_CBS_118893; Ascomycota_(1)

XP_002845588.1: Microsporum_canis_CBS_113480; Ascomycota_(1)

XP_002153345.1: Talaromyces_stipitatus_ATCC_10500, Talaromyces_marneffei_ATCC_18224, Talaromyces_atroroseus; Ascomycota_(3)

XP_007800543.1: Endocarpon_pusillum_Z07020; Ascomycota_(1)

0.73 XP_020132721.1: Diplodia_corticola; Ascomycota_(1)

XP_011128059.1: Arthrobotrys_oligospora_ATCC_24927; Ascomycota_(1)

XP_009157056.1: Exophiala_dermatitidis_NIH/UT8656; Ascomycota_(1)

0.94 XP_007676086.1: Baudoinia_panamericana_UAMH_10762; Ascomycota_(1)

XP_016222613.1: Exophiala_mesophila; Ascomycota_(1)

0.93 XP_003849124.1: Cercospora_beticola, Zymoseptoria_tritici_IPO323, Sphaerulina_musiva_SO2202; Ascomycota_(3)

XP_023626731.1: Ramularia_collo-cygni; Ascomycota_(1)

XP_022578302.1: Penicilliopsis_zonata_CBS_506.65; Ascomycota_(1)

0.76

XP_003662159.1: Thermothelomyces_thermophilus_ATCC_42464, Thielavia_terrestris_NRRL_8126; Ascomycota_(2)

XP_003719871.1: Pyricularia_oryzae_70-15; Ascomycota_(1)

XP_001911932.1: Podospora_anserina_S_mat+; Ascomycota_(1)

XP_006696523.1: Chaetomium_thermophilum_var._thermophilum_DSM_1495; Ascomycota_(1)

XP_003008477.1: Ascomycota_(15)

XP_006961104.1: Ascomycota_(4)

0.58

0.97

0.99

1 XP_006670578.1: Cordyceps_militaris_CM01; Ascomycota_(1)

XP_018703763.1: Cordyceps_fumosorosea_ARSEF_2679; Ascomycota_(1)

XP_008594783.1: Beauveria_bassiana_ARSEF_2860; Ascomycota_(1)

XP_006668998.1: Beauveria_bassiana_ARSEF_2860, Cordyceps_militaris_CM01; Ascomycota_(2)

XP_018176406.1: Purpureocillium_lilacinum; Ascomycota_(1)

XP_007834514.1: Pestalotiopsis_fici_W106-1; Ascomycota_(1)

XP_016639460.1: Scedosporium_apiospermum; Ascomycota_(1)

0.98 XP_014169436.1: Grosmannia_clavigera_kw1407; Ascomycota_(1)

XP_016586421.1: Sporothrix_schenckii_1099-18; Ascomycota_(1)

XP_007811563.1: Metarhizium_acridum_CQMa_102, Metarhizium_robertsii_ARSEF_23; Ascomycota_(2)

XP_008091932.1: Colletotrichum_graminicola_M1.001, Colletotrichum_higginsianum_IMI_349063, Colletotrichum_orchidophilum; Ascomycota_(3)

XP_024668465.1: Aspergillus_candidus; Ascomycota_(1)

XP_022398645.1: Aspergillus_glaucus_CBS_516.65; Ascomycota_(1)

XP_018239358.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota_(1)

1

1 XP_002380812.1: Aspergillus_flavus_NRRL3357; Ascomycota_(1)

XP_001823695.1: Aspergillus_oryzae_RIB40; Ascomycota_(1)

XP_022392101.1: Aspergillus_bombycis; Ascomycota_(1)

0.98

0.99

0.97

0.99

0.77

0.82

0.86

0.82

0.98

0.97

0.9 XP_002549329.1: Candida_tropicalis_MYA-3404; Ascomycota_(1)

XP_001525621.1: Lodderomyces_elongisporus_NRRL_YB-4239; Ascomycota_(1)

XP_026594214.1: Candida_viswanathii; Ascomycota_(1)

XP_002417908.1: Candida_albicans_SC5314, Candida_dubliniensis_CD36; Ascomycota_(2)

XP_003869147.1: Candida_orthopsilosis_Co_90-125; Ascomycota_(1)

XP_007375872.1: Spathaspora_passalidarum_NRRL_Y-27907; Ascomycota_(1)

XP_001386952.1: Scheffersomyces_stipitis_CBS_6054; Ascomycota_(1)

XP_018709471.1: Metschnikowia_bicuspidata_var._bicuspidata_NRRL_YB-4993; Ascomycota_(1)

XP_020078961.1: Hyphopichia_burtonii_NRRL_Y-1933; Ascomycota_(1)

XP_015465902.1: Debaryomyces_fabryi; Ascomycota_(1)

XP_458703.2: Debaryomyces_hansenii_CBS767; Ascomycota_(1)

0.77

XP_002492446.1: Komagataella_phaffii_GS115; Ascomycota_(1)

XP_013936258.1: Ogataea_polymorpha, Ogataea_parapolymorpha_DL-1; Ascomycota_(2)

0.99 XP_020545162.1: Pichia_kudriavzevii; Ascomycota_(1)

XP_019018800.1: Pichia_membranifaciens_NRRL_Y-2026; Ascomycota_(1)

0.99

1 XP_020069746.1: Cyberlindnera_jadinii_NRRL_Y-1542; Ascomycota_(1)

XP_019037652.1: Wickerhamomyces_anomalus_NRRL_Y-366-8; Ascomycota_(1)

XP_018984743.1: Babjeviella_inositovora_NRRL_Y-12698; Ascomycota_(1)

XP_020050402.1: Ascoidea_rubescens_DSM_1968; Ascomycota_(1)

0.5

0.58

0.75

XP_003956876.1: Kazachstania_africana_CBS_2517, Kazachstania_naganishii_CBS_8797; Ascomycota_(2)

XP_003671324.2: Naumovozyma_dairenensis_CBS_421; Ascomycota_(1)

0.8 XP_001645336.1: Vanderwaltozyma_polyspora_DSM_70294; Ascomycota_(1)

XP_002497318.1: Zygosaccharomyces_rouxii; Ascomycota_(1)

0.85

XP_004179379.1: Tetrapisispora_blattae_CBS_6284; Ascomycota_(1)

XP_003675725.1: Naumovozyma_castellii_CBS_4309; Ascomycota_(1)

XP_003685103.1: Tetrapisispora_phaffii_CBS_4417; Ascomycota_(1)

NP_116614.1: Torulaspora_delbrueckii, Candida_glabrata, Saccharomyces_cerevisiae_S288C; Ascomycota_(3)

0.87

0.72

NP_983171.1: Eremothecium_gossypii_ATCC_10895; Ascomycota_(1)

XP_017987198.1: Eremothecium_sinecaudum; Ascomycota_(1)

XP_003644559.1: Eremothecium_cymbalariae_DBVPG; Ascomycota_(1)

0.99

1 XP_453299.1: Kluyveromyces_lactis; Ascomycota_(1)

XP_022677670.1: Kluyveromyces_marxianus_DMKU3-1042; Ascomycota_(1)

XP_002555845.1: Lachancea_thermotolerans_CBS_6340, Lachancea_lanzarotensis; Ascomycota_(2)

0.99 XP_502566.2: Yarrowia_lipolytica_CLIB122; Ascomycota_(1)

XP_024665774.1: Wickerhamiella_sorbophila; Ascomycota_(1)

0.76

1

1 XP_013017925.1: Schizosaccharomyces_octosporus_yFS286, Schizosaccharomyces_cryophilus_OY26; Ascomycota_(2)

NP_595618.1: Schizosaccharomyces_pombe; Ascomycota_(1)

XP_002174311.1: Schizosaccharomyces_japonicus_yFS275; Ascomycota_(1)

1 XP_007874173.1: Pneumocystis_murina_B123, Pneumocystis_carinii_B80; Ascomycota_(2)

XP_018230204.1: Pneumocystis_jirovecii_RU7; Ascomycota_(1)

XP_021882259.1: Lobosporangium_transversale; Mucoromycota_(1)

0.94

0.53

0.69

0.77

0.95

0.56

0.58

0.52

0.56 XP_001840083.1: Coprinopsis_cinerea_okayama7; Basidiomycota_(1)

XP_007268066.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

XP_007388499.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota_(1)

0.92 XP_007305464.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota_(1)

XP_003038955.1: Schizophyllum_commune_H4-8; Basidiomycota_(1)

0.71 XP_007268069.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

XP_007862658.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota_(1)

0.71

1 XP_007327861.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota_(1)

XP_006460401.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota_(1)

XP_001884321.1: Laccaria_bicolor_S238N-H82; Basidiomycota_(1)

0.99

1

1

XP_024337527.1: Postia_placenta_MAD-698-R-SB12; Basidiomycota_(1)

XP_012182515.1: Fibroporia_radiculosa; Basidiomycota_(1)

XP_027609928.1: Sparassis_crispa; Basidiomycota_(1)

XP_008034748.1: Trametes_versicolor_FP-101664_SS1; Basidiomycota_(1)

XP_007371494.1: Dichomitus_squalens_LYAD-421_SS1; Basidiomycota_(1)

XP_007391592.1: Phanerochaete_carnosa_HHB-10118-sp; Basidiomycota_(1)

0.98 XP_001884444.1: Laccaria_bicolor_S238N-H82; Basidiomycota_(1)

XP_001839365.1: Coprinopsis_cinerea_okayama7; Basidiomycota_(1)

XP_003026150.1: Schizophyllum_commune_H4-8; Basidiomycota_(1)

XP_007388498.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota_(1)

1 XP_009544328.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota_(1)

XP_009544320.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota_(1)

XP_006460394.1: Agaricus_bisporus_var._burnettii_JB137-S8, Agaricus_bisporus_var._bisporus_H97; Basidiomycota_(2)

0.98 XP_007312009.1: Serpula_lacrymans_var._lacrymans_S7.9; Basidiomycota_(1)

XP_007767488.1: Coniophora_puteana_RWD-64-598_SS2; Basidiomycota_(1)

XP_007305471.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota_(1)

XP_007862659.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota_(1)

XP_007268062.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota_(1)

0.99

0.84

0.99

0.99

0.99

0.53 XP_003191418.1: Cryptococcus_gattii_WM276; Basidiomycota_(1)

XP_566845.1: Cryptococcus_neoformans_var._neoformans_JEC21, Cryptococcus_neoformans_var._grubii_H99, Cryptococcus_neoformans_var._neoformans_B-3501A; Basidiomycota_(3)

1 XP_018989638.1: Cryptococcus_amylolentus_CBS_6039; Basidiomycota_(1)

XP_019029634.1: Tsuchiyaea_wingfieldii_CBS_7118; Basidiomycota_(1)

XP_019014031.1: Kwoniella_pini_CBS_10737; Basidiomycota_(1)

XP_019048200.1: Kwoniella_bestiolae_CBS_10118, Kwoniella_mangroviensis_CBS_8507; Basidiomycota_(2)

XP_018279415.1: Cutaneotrichosporon_oleaginosum; Basidiomycota_(1)

XP_007000867.1: Tremella_mesenterica_DSM_1558; Basidiomycota_(1)

XP_014179101.1: Trichosporon_asahii_var._asahii_CBS_2479; Basidiomycota_(1)

0.96

0.85

1 XP_025379997.1: Acaromyces_ingoldii; Basidiomycota_(1)

XP_025354585.1: Meira_miltonrushii; Basidiomycota_(1)

0.88 XP_025346423.1: Pseudomicrostroma_glucosiphilum; Basidiomycota_(1)

XP_025361004.1: Jaminaea_rosea; Basidiomycota_(1)

XP_025596305.1: Tilletiopsis_washingtonensis; Basidiomycota_(1)

1

0.98 XP_027483652.1: Malassezia_restricta; Basidiomycota_(1)

XP_001730987.1: Malassezia_globosa_CBS_7966; Basidiomycota_(1)

XP_018739675.1: Malassezia_sympodialis_ATCC_42132; Basidiomycota_(1)

1

1 XP_014654218.1: Moesziomyces_antarcticus, Ustilago_maydis_521, Kalmanozyma_brasiliensis_GHG001; Basidiomycota_(3)

XP_012188676.1: Pseudozyma_hubeiensis_SY62; Basidiomycota_(1)

XP_007882417.1: Anthracocystis_flocculosa_PF-1; Basidiomycota_(1)

1 XP_006960573.1: Wallemia_mellicola_CBS_633.66; Basidiomycota_(1)

XP_009268595.1: Wallemia_ichthyophaga_EXF-994; Basidiomycota_(1)

0.53

0.96 XP_016271443.1: Rhodotorula_toruloides_NP11; Basidiomycota_(1)

XP_018273462.1: Rhodotorula_graminis_WP1; Basidiomycota_(1)

XP_014569215.1: Mixia_osmundae_IAM_14324; Basidiomycota_(1)

0.9 XP_007416800.1: Melampsora_larici-populina_98AG31; Basidiomycota_(1)

XP_003323586.1: Puccinia_graminis_f._sp._tritici_CRL_75-36-700-3; Basidiomycota_(1)

1 XP_023471460.1: Rhizopus_microsporus_ATCC_52813; Mucoromycota_(1)

XP_018287949.1: Phycomyces_blakesleeanus_NRRL_1555-; Mucoromycota_(1)

XP_025179520.1: Rhizophagus_irregularis_DAOM_181602=DAOM_197198; Mucoromycota_(1)

XP_016607082.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota_(1)

XP_009496373.1: Fonticula_alba; Nucleariidae_&_Fonticula_(1)

0.77

0.56

0.99

1 XP_022314552.1: Crassostrea_virginica; Mollusca_(1)

XP_011432967.1: Crassostrea_gigas; Mollusca_(1)

XP_021341844.1: Mizuhopecten_yessoensis; Mollusca_(1)

XP_013072528.1: Biomphalaria_glabrata; Mollusca_(1)

0.7 XP_013059056.1: Nematocida_parisii_ERTm1; Microsporidia_(1)

XP_008073227.1: Vavraia_culicis_subsp._floridensis; Microsporidia_(1)

0.55

0.6

0.51

0.99

0.99

0.99

0.99

0.99

0.98

1

XP_019367205.1: Gavialis_gangeticus; Crocodylia_(1)

XP_006259654.2: Alligator_mississippiensis; Crocodylia_(1)

XP_019396803.1: Crocodylus_porosus; Crocodylia_(1)

1

1 XP_013799643.1: Apteryx_australis_mantelli; Aves_(1)

XP_025941467.1: Apteryx_rowi; Aves_(1)

XP_025906833.1: Nothoprocta_perdicaria; Aves_(1)

1

1

1 XP_024063683.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_005292830.1: Chrysemys_picta_bellii; Testudines_(1)

XP_005292829.1: Chrysemys_picta_bellii; Testudines_(1)

XP_006124746.1: Pelodiscus_sinensis; Testudines_(1)

1

1

0.85 XP_013930173.1: Thamnophis_sirtalis; Lepidosauria_(1)

XP_026571580.1: Pseudonaja_textilis, Notechis_scutatus; Lepidosauria_(2)

XP_015682144.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

1 XP_007437756.1: Python_bivittatus; Lepidosauria_(1)

XP_025028629.1: Python_bivittatus; Lepidosauria_(1)

1

0.56

1

0.84 XP_003765225.1: Sarcophilus_harrisii; Metatheria_(1)

XP_003765226.1: Sarcophilus_harrisii; Metatheria_(1)

XP_003765224.1: Sarcophilus_harrisii; Metatheria_(1)

XP_001365207.1: Monodelphis_domestica; Metatheria_(1)

0.9 XP_020831301.1: Phascolarctos_cinereus; Metatheria_(1)

XP_027699742.1: Vombatus_ursinus; Metatheria_(1)

XP_007900278.1: Callorhinchus_milii; Chondrichthyes_(1)

0.99

1

1

1

1

1

1 XP_015684716.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_015684717.1: Protobothrops_mucrosquamatus; Lepidosauria_(1)

XP_026521883.1: Notechis_scutatus, Pseudonaja_textilis; Lepidosauria_(2)

XP_007429612.1: Python_bivittatus; Lepidosauria_(1)

XP_020661460.1: Pogona_vitticeps; Lepidosauria_(1)

XP_015267090.1: Gekko_japonicus; Lepidosauria_(1)

XP_003218206.1: Anolis_carolinensis; Lepidosauria_(1)

1

1

1 XP_005299292.1: Chrysemys_picta_bellii; Testudines_(1)

XP_024065274.1: Terrapene_mexicana_triunguis; Testudines_(1)

XP_007055562.1: Chelonia_mydas; Testudines_(1)

XP_006131781.1: Pelodiscus_sinensis; Testudines_(1)

1 XP_020390453.1: Rhincodon_typus; Chondrichthyes_(1)

XP_007895351.1: Callorhinchus_milii; Chondrichthyes_(1)

XP_001704653.1: Giardia_lamblia_ATCC_50803; Diplomonadida_(1)

1

1

1 XP_807262.1: Trypanosoma_cruzi_strain_CL_Brener; Kinetoplastida_(1)

XP_009307474.1: Trypanosoma_grayi; Kinetoplastida_(1)

XP_011776681.1: Trypanosoma_brucei_brucei_TREU927, Trypanosoma_brucei_gambiense_DAL972; Kinetoplastida_(3)

XP_015654073.1: Leptomonas_pyrrhocoris; Kinetoplastida_(1)

0.98

1

0.97

1 XP_001459509.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001426299.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001429791.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

XP_001458174.1: Paramecium_tetraurelia_strain_d4-2; Alveolata_(1)

1 XP_001016672.1: Tetrahymena_thermophila_SB210; Alveolata_(1)

XP_004029994.1: Ichthyophthirius_multifiliis; Alveolata_(1)

0.97

1

0.51

0.99

1 XP_002677318.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002679406.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002670573.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

0.51 XP_002669273.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002677561.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

1

1 XP_002678295.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002672124.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002676311.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

XP_002679433.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea_(1)

0.99

0.62

0.99

0.89

0.67

0.99

0.55

0.89

0.84 XP_002260872.1: Plasmodium_knowlesi_strain_H; Alveolata_(1)

XP_004224515.1: Plasmodium_cynomolgi_strain_B; Alveolata_(1)

XP_001616829.1: Plasmodium_vivax; Alveolata_(1)

XP_008817554.1: Plasmodium_inui_San_Antonio_1; Alveolata_(1)

XP_019917469.1: Plasmodium_coatneyi; Alveolata_(1)

XP_012338237.1: Plasmodium_fragile; Alveolata_(1)

XP_001348297.1: Plasmodium_reichenowi, Plasmodium_falciparum_3D7, Plasmodium_gaboni; Alveolata_(3)

XP_023052504.1: Piliocolobus_tephrosceles; Primates_(1)

1

0.89 XP_680164.1: Plasmodium_berghei_ANKA; Alveolata_(1)

XP_729324.1: Plasmodium_yoelii; Alveolata_(1)

0.93 XP_008624022.1: Plasmodium_vinckei_vinckei; Alveolata_(1)

XP_016655637.1: Plasmodium_chabaudi_chabaudi; Alveolata_(1)

1 XP_011131581.1: Gregarina_niphandrodes; Alveolata_(1)

XP_027202227.1: Dermatophagoides_pteronyssinus; Arthropoda_(1)

1

1 XP_666187.1: Cryptosporidium_hominis_TU502; Alveolata_(1)

XP_001388282.1: Cryptosporidium_parvum_Iowa_II; Alveolata_(1)

XP_002140201.1: Cryptosporidium_muris_RN66; Alveolata_(1)

0.99

0.99

0.5

1

0.91

0.9 XP_013336347.1: Eimeria_maxima; Alveolata_(1)

XP_013229066.1: Eimeria_tenella, Eimeria_necatrix; Alveolata_(2)

XP_013252163.1: Eimeria_acervulina; Alveolata_(1)

XP_013351336.1: Eimeria_mitis; Alveolata_(1)

XP_022588625.1: Cyclospora_cayetanensis; Alveolata_(1)

XP_002369663.1: Hammondia_hammondi, Toxoplasma_gondii_ME49, Neospora_caninum_Liverpool; Alveolata_(3)

1

XP_730110.1: Alveolata_(4)

XP_001613986.1: Alveolata_(5)

XP_001350847.1: Plasmodium_reichenowi, Plasmodium_falciparum_3D7, Plasmodium_gaboni; Alveolata_(3)

1

1

0.81

0.88

0.89 XP_765471.1: Theileria_parva_strain_Muguga; Alveolata_(1)

XP_951813.1: Theileria_annulata; Alveolata_(1)

XP_009690977.1: Theileria_orientalis_strain_Shintoku; Alveolata_(1)

XP_004832920.1: Theileria_equi_strain_WA; Alveolata_(1)

0.98 XP_001608692.1: Babesia_bovis_T2Bo; Alveolata_(1)

XP_012768357.1: Babesia_bigemina; Alveolata_(1)

XP_012649089.1: Babesia_microti_strain_RI; Alveolata_(1)

0.98 XP_002785686.1: Perkinsus_marinus_ATCC_50983; Alveolata_(1)

XP_002775990.1: Perkinsus_marinus_ATCC_50983; Alveolata_(1)

0.99

0.71

0.93

0.68

0.78

0.98

1 XP_009840723.1: Aphanomyces_astaci; Stramenopiles_(1)

XP_008878861.1: Aphanomyces_invadans; Stramenopiles_(1)

XP_008613070.1: Saprolegnia_parasitica_CBS_223.65, Saprolegnia_diclina_VS20; Stramenopiles_(2)

0.62

XP_008910655.1: Phytophthora_sojae, Phytophthora_parasitica_INRA-310; Stramenopiles_(2)

XP_008897499.1: Phytophthora_parasitica_INRA-310; Stramenopiles_(1)

XP_002898284.1: Phytophthora_infestans_T30-4; Stramenopiles_(1)

0.98 XP_009036992.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_009038528.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_009037302.1: Aureococcus_anophagefferens; Stramenopiles_(1)

XP_005852345.1: Nannochloropsis_gaditana_CCMP526; Stramenopiles_(1)

1

1

1 XP_024576633.1: Plasmopara_halstedii; Stramenopiles_(1)

XP_009538566.1: Phytophthora_sojae; Stramenopiles_(1)

XP_002898250.1: Phytophthora_infestans_T30-4; Stramenopiles_(1)

XP_008910684.1: Phytophthora_parasitica_INRA-310; Stramenopiles_(1)

1

0.58 XP_002294917.1: Thalassiosira_pseudonana_CCMP1335; Stramenopiles_(1)

XP_002182221.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles_(1)

XP_002183295.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles_(1)

1

1 XP_012898236.1: Blastocystis_hominis; Stramenopiles_(1)

XP_014524750.1: Blastocystis_sp._subtype_4; Stramenopiles_(1)

XP_012894417.1: Blastocystis_hominis; Stramenopiles_(1)

0.96

1

1

0.96

0.9 XP_003072256.1: Encephalitozoon_intestinalis_ATCC_50506; Microsporidia_(1)

XP_965880.1: Encephalitozoon_cuniculi_GB-M1; Microsporidia_(1)

XP_003886637.1: Encephalitozoon_hellem_ATCC_50504; Microsporidia_(1)

XP_009263866.1: Encephalitozoon_romaleae_SJ-2008; Microsporidia_(1)

XP_014564422.1: Ordospora_colligata_OC4; Microsporidia_(1)

1 XP_024332002.1: Nosema_ceranae; Microsporidia_(1)

XP_013173657.1: Papilio_xuthus; Arthropoda_(1)

XP_007604706.1: Vittaforma_corneae_ATCC_50505; Microsporidia_(1)

0.56

1

XP_001305234.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

XP_001301893.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

XP_001301717.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

XP_001311201.1: Trichomonas_vaginalis_G3; Parabasalia_(1)

0.73 XP_019880498.1: Aethina_tumida; Arthropoda_(1)

XP_782785.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

1

1 XP_005707846.1: Galdieria_sulphuraria; Rhodophyta_(1)

XP_005709337.1: Galdieria_sulphuraria; Rhodophyta_(1)

1 XP_005717262.1: Chondrus_crispus; Rhodophyta_(1)

XP_005715805.1: Chondrus_crispus; Rhodophyta_(1)

1 XP_005820671.1: Guillardia_theta_CCMP2712; Cryptophyta_(1)

XP_005829666.1: Guillardia_theta_CCMP2712; Cryptophyta_(1)

0.6

1 XP_005707521.1: Galdieria_sulphuraria; Rhodophyta_(1)

XP_005537113.1: Cyanidioschyzon_merolae_strain_10D; Rhodophyta_(1)

XP_011680957.1: Strongylocentrotus_purpuratus; Echinodermata_(1)

1 XP_001699068.1: Chlamydomonas_reinhardtii; Chlorophyta_(1)

XP_002955536.1: Volvox_carteri_f._nagariensis; Chlorophyta_(1)

0.52

0.99

0.91

0.99

0.99

0.99

1

0.97

0.99

1 XP_002034177.1: Drosophila_sechellia; Arthropoda_(1)

XP_016028043.1: Drosophila_simulans; Arthropoda_(1)

NP_477037.2: Drosophila_melanogaster; Arthropoda_(1)

XP_001975310.2: Drosophila_erecta; Arthropoda_(1)

XP_002092163.2: Drosophila_yakuba; Arthropoda_(1)

0.7

1

1 XP_016968248.1: Drosophila_biarmipes; Arthropoda_(1)

XP_016930246.1: Drosophila_suzukii; Arthropoda_(1)

XP_017015662.1: Drosophila_takahashii; Arthropoda_(1)

XP_017078988.1: Drosophila_eugracilis; Arthropoda_(1)

XP_017044659.1: Drosophila_ficusphila; Arthropoda_(1)

1 XP_017108136.1: Drosophila_bipectinata; Arthropoda_(1)

XP_001960623.2: Drosophila_ananassae; Arthropoda_(1)

0.52

1

1

1

1

1 XP_017960246.1: Drosophila_navojoa; Arthropoda_(1)

XP_002006608.1: Drosophila_mojavensis; Arthropoda_(1)

XP_023160594.1: Drosophila_hydei; Arthropoda_(1)

XP_002049004.2: Drosophila_virilis; Arthropoda_(1)

XP_001995312.1: Drosophila_grimshawi; Arthropoda_(1)

XP_017837415.1: Drosophila_busckii; Arthropoda_(2)

XP_023030881.1: Drosophila_willistoni; Arthropoda_(1)

1

1 XP_001362034.3: Drosophila_pseudoobscura_pseudoobscura; Arthropoda_(1)

XP_002026606.2: Drosophila_persimilis; Arthropoda_(1)

XP_022230781.1: Drosophila_obscura; Arthropoda_(1)

XP_003106644.1: Caenorhabditis_remanei; Nematoda_(1)

0.96 XP_002277323.2: Vitis_vinifera; Streptophyta_(1)

XP_001703266.1: Chlamydomonas_reinhardtii; Chlorophyta_(1)

0.95 XP_002649067.1: Caenorhabditis_briggsae; Nematoda_(1)

XP_024348013.1: Echinococcus_granulosus; Platyhelminthes_(1)

XP_020438660.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_646389.1: Dictyostelium_discoideum_AX4; Amoebozoa_(1)

0.71 XP_021964373.1: Folsomia_candida; Arthropoda_(1)

XP_027220757.1: Penaeus_vannamei; Arthropoda_(1)

XP_020427737.1: Heterostelium_album_PN500; Amoebozoa_(1)

1 XP_011448618.1: Crassostrea_gigas; Mollusca_(1)

XP_011448620.1: Crassostrea_gigas; Mollusca_(1)

1 XP_020433297.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_020431739.1: Heterostelium_album_PN500; Amoebozoa_(1)

XP_002590512.1: Branchiostoma_floridae; Cephalochordata_(1)

XP_022096719.1: Acanthaster_planci; Echinodermata_(1)

ACTA1

ACTG2

ACTA2

ACTBL2

ACTB

ACTC1

ACTG1

Fig. S . Cladogram obtained in MrBayes showing relationships between 1441 amino

acid sequences of actins and their relatives. Seven groups of actins homologous to

human sequences:ACTB,ACTG1,ACTA2,ACTA1,ACTC1,ACTG2 andACTBL2 were

indicated in different colours. The human sequences or their identical homologs were

bolded. The affiliation to main taxonomic groups was shown. The number of identical

sequences for those presented in the tree is included in parentheses. Numbers at

nodes correspond to posterior probabilities. Values lower than 0.5 were omitted.
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86/-

94/-

90/-

88/-

53/-

99/-

96/-

95/-

67/-

81/-

95/-

96/-

96/-

100/-

100/-

100/-

76/-

95/-

89/-

81/-

99/-

78/-

92/-

97/-

98/-

61/-

98/-

90/-

97/-

93/-

60/-

74/-

99/-

77/-

81/100

-/100

100/100

87/-

83/-

96/-

90/-

88/-

91/-

96/-

89/-

99/100

99/-

52/-

100/100

87/100 XP_534781.2: Canis_lupus_familiaris; Carnivora

XP_025297204.1: Canis_lupus_dingo; Carnivora

XP_025870568.1: Vulpes_vulpes; Carnivora

100/100 XP_004780822.1: Mustela_putorius_furo; Carnivora

XP_022355059.1: Enhydra_lutris_kenyoni; Carnivora

100/100 XP_008687827.1: Ursus_maritimus, Ursus_arctos_horribilis; Carnivora

XP_011216927.1: Ailuropoda_melanoleuca; Carnivora

97/100

95/100

95/100

-/100

99/100 XP_025706737.1: Callorhinus_ursinus; Carnivora

XP_025706788.1: Callorhinus_ursinus; Carnivora

XP_027960321.1: Eumetopias_jubatus; Carnivora

XP_027452107.1: Zalophus_californianus; Carnivora

XP_004409741.1: Odobenus_rosmarus_divergens; Carnivora

XP_021551808.1: Neomonachus_schauinslandi; Carnivora

100/100

87/100

90/100 XP_007079330.1: Panthera_tigris_altaica; Carnivora

XP_019285594.1: Panthera_pardus; Carnivora

XP_014934552.1: Acinonyx_jubatus; Carnivora

XP_003993920.1: Felis_catus; Carnivora

NP_001158122.1: Sus_scrofa; Cetartiodactyla

93/-

100/100

85/100

88/100 XP_004858412.2: Heterocephalus_glaber; Rodentia

XP_010603312.1: Fukomys_damarensis; Rodentia

XP_004632133.1: Octodon_degus; Rodentia

86/100 XP_003473854.1: Cavia_porcellus; Rodentia

XP_005385916.1: Chinchilla_lanigera; Rodentia

80/-

-/100 XP_006147671.1: Tupaia_chinensis; Scandentia

XP_007537254.1: Erinaceus_europaeus; Eulipotyphla

XP_001506759.1: Ornithorhynchus_anatinus; Monotremata

86/100

91/100

100/100

59/100

85/100

76/100

78/100

99/100 XP_027385272.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_019844282.1: Bos_indicus; Cetartiodactyla

NP_001029674.1: Bos_taurus; Cetartiodactyla

XP_005897776.1: Bos_mutus; Cetartiodactyla

XP_010836805.1: Bison_bison_bison; Cetartiodactyla

-/100

98/100

89/100

97/100 XP_012015818.1: Ovis_aries_musimon; Cetartiodactyla

XP_004020068.2: Ovis_aries; Cetartiodactyla

XP_005698249.1: Capra_hircus; Cetartiodactyla

XP_005969158.1: Pantholops_hodgsonii; Cetartiodactyla

XP_006058509.1: Bubalus_bubalis; Cetartiodactyla

XP_020751485.1: Odocoileus_virginianus_texanus; Cetartiodactyla

98/100

74/100

96/100

-/100

96/100

-/100 XP_004322052.1: Tursiops_truncatus; Cetartiodactyla

XP_026967768.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_004279424.1: Orcinus_orca; Cetartiodactyla

76/100 XP_024600584.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_022425114.1: Delphinapterus_leucas; Cetartiodactyla

XP_007470370.1: Lipotes_vexillifer; Cetartiodactyla

XP_007101043.1: Physeter_catodon; Cetartiodactyla

XP_007179207.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

100/100

98/100

77/100 XP_006188052.1: Camelus_ferus; Cetartiodactyla

XP_010969549.1: Camelus_bactrianus; Cetartiodactyla

XP_010994580.1: Camelus_dromedarius; Cetartiodactyla

XP_006211116.1: Vicugna_pacos; Cetartiodactyla

94/100

95/100

86/100

99/100

76/100

74/100 XP_006096684.1: Myotis_lucifugus; Chiroptera

XP_006765757.1: Myotis_davidii; Chiroptera

XP_005876004.1: Myotis_brandtii; Chiroptera

XP_008151189.1: Eptesicus_fuscus; Chiroptera

XP_016076341.1: Miniopterus_natalensis; Chiroptera

XP_024419184.1: Desmodus_rotundus; Chiroptera

90/100

99/100 XP_006926033.1: Pteropus_alecto; Chiroptera

XP_015984713.1: Rousettus_aegyptiacus; Chiroptera

XP_019489683.1: Hipposideros_armiger; Chiroptera

88/-

88/100

100/100 XP_001503085.1: Equus_caballus, Equus_przewalskii; Perissodactyla

XP_014682725.1: Equus_asinus; Perissodactyla

XP_004440037.1: Ceratotherium_simum_simum; Perissodactyla

XP_017521169.1: Manis_javanica; Pholidota

XP_004607550.1: Sorex_araneus; Eulipotyphla

XP_004680959.1: Condylura_cristata; Eulipotyphla

96/100

94/100

82/100

82/100 XP_003409293.1: Loxodonta_africana; Proboscidea

XP_023595617.1: Trichechus_manatus_latirostris; Sirenia

89/100 XP_004701140.1: Echinops_telfairi; Tenrecidae

XP_006831189.1: Chrysochloris_asiatica; Chrysochloridae

XP_006880384.1: Elephantulus_edwardii; Macroscelidea

XP_004464591.1: Dasypus_novemcinctus; Xenarthra

72/100

80/100

100/100

-/100

96/100

-/100

92/100 NP_001245001.1: Macaca_mulatta; Primates

XP_005565952.1: Macaca_fascicularis, Macaca_nemestrina; Primates

XP_023080957.1: Piliocolobus_tephrosceles; Primates

100/100 XP_010377910.1: Rhinopithecus_roxellana; Primates

XP_017722982.1: Rhinopithecus_bieti; Primates

XP_011803269.1: Colobus_angolensis_palliatus; Primates

78/100

77/100

-/100 XP_025252708.1: Theropithecus_gelada; Primates

XP_003904017.1: Papio_anubis; Primates

XP_011853508.1: Mandrillus_leucophaeus; Primates

XP_011918532.1: Cercocebus_atys; Primates

XP_007961679.1: Chlorocebus_sabaeus; Primates

88/100

94/100

86/100

76/100 XP_001141780.1: Pan_troglodytes; Primates

XP_003810561.1: Pan_paniscus; Primates

NP_001604.1: Homo_sapiens; Primates

XP_004049796.1: Gorilla_gorilla_gorilla; Primates

83/100 NP_001126814.1: Pongo_abelii; Primates

XP_003255231.1: Nomascus_leucogenys; Primates

98/100

79/100

81/100 XP_002756423.1: Callithrix_jacchus; Primates

XP_012310155.1: Aotus_nancymaae; Primates

XP_003922471.1: Saimiri_boliviensis_boliviensis; Primates

XP_017365612.1: Cebus_capucinus_imitator; Primates

XP_008056373.1: Carlito_syrichta; Primates

98/100

XP_003783733.1: Otolemur_garnettii; Primates

XP_012620530.1: Microcebus_murinus; Primates

XP_012515160.1: Propithecus_coquereli; Primates

97/100 NP_001095152.1: Oryctolagus_cuniculus; Lagomorpha

XP_004583430.1: Ochotona_princeps; Lagomorpha

100/100

95/100 XP_005339240.1: Ictidomys_tridecemlineatus; Rodentia

XP_026236885.1: Urocitellus_parryii; Rodentia

XP_015354347.1: Marmota_marmota_marmota, Marmota_flaviventris; Rodentia

100/100 XP_020829261.1: Phascolarctos_cinereus; Metatheria

XP_027711701.1: Vombatus_ursinus; Metatheria

82/- XP_012872651.1: Dipodomys_ordii; Rodentia

XP_020026526.1: Castor_canadensis; Rodentia

90/100

98/100

93/100

98/100 XP_005063733.1: Mesocricetus_auratus; Rodentia

XP_003505997.3: Cricetulus_griseus; Rodentia

XP_006984075.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_005352217.1: Microtus_ochrogaster; Rodentia

XP_021513649.1: Meriones_unguiculatus; Rodentia

100/100

97/100

88/100 NP_031418.1: Mus_musculus; Rodentia

XP_021008231.1: Mus_caroli; Rodentia

XP_021075918.1: Mus_pahari; Rodentia

NP_112266.1: Rattus_norvegicus; Rodentia

XP_008836064.1: Nannospalax_galili; Rodentia

XP_012803105.1: Jaculus_jaculus; Rodentia

99/100

-/100

100/100

81/100

74/-

88/-

74/-

80/-

99/100

86/100

100/100

95/100

76/100

66/100

96/100

86/100 XP_005481298.1: Zonotrichia_albicollis; Aves

XP_005416523.1: Geospiza_fortis; Aves

XP_009085562.1: Serinus_canaria; Aves

XP_005048432.1: Ficedula_albicollis; Aves

XP_021395024.1: Lonchura_striata_domestica; Aves

XP_014730872.1: Sturnus_vulgaris; Aves

99/100

72/100 XP_005520657.1: Pseudopodoces_humilis; Aves

XP_023785371.1: Cyanistes_caeruleus; Aves

XP_015488689.1: Parus_major; Aves

100/100 XP_008642008.1: Corvus_brachyrhynchos; Aves

XP_010409211.1: Corvus_cornix_cornix; Aves

94/100

97/100

82/100

74/100

73/100 XP_027504133.1: Corapipo_altera; Aves

XP_017659360.1: Lepidothrix_coronata; Aves

XP_008928074.1: Manacus_vitellinus; Aves

XP_027574028.1: Pipra_filicauda; Aves

XP_027528216.1: Neopelma_chrysocephalum; Aves

XP_027736289.1: Empidonax_traillii; Aves

XP_009073908.1: Acanthisitta_chloris; Aves

XP_009809748.1: Gavia_stellata; Aves

XP_009896025.1: Picoides_pubescens; Aves

85/-

92/-

78/-

56/-

77/-

75/-

77/-

76/-

80/-

72/-

XP_005503051.1: Columba_livia; Aves

XP_010177330.1: Mesitornis_unicolor; Aves

XP_009568970.1: Cuculus_canorus; Aves

84/-

83/- XP_009998330.1: Chaetura_pelagica; Aves

XP_010171341.1: Antrostomus_carolinensis; Aves

XP_010158063.1: Eurypyga_helias; Aves

XP_009987403.1: Tauraco_erythrolophus; Aves

XP_009463869.1: Nipponia_nippon; Aves

XP_010304122.1: Balearica_regulorum_gibbericeps; Aves

XP_010293551.1: Phaethon_lepturus; Aves

72/-

97/100 XP_009276024.1: Aptenodytes_forsteri; Aves

XP_009318466.1: Pygoscelis_adeliae; Aves

XP_009640362.1: Egretta_garzetta; Aves

XP_009506750.1: Phalacrocorax_carbo; Aves

XP_009574624.1: Fulmarus_glacialis; Aves

XP_009702436.1: Cariama_cristata; Aves

XP_009933962.1: Opisthocomus_hoazin; Aves

100/100 XP_009965062.1: Tyto_alba; Aves

XP_009965061.1: Tyto_alba; Aves

XP_008943301.1: Merops_nubicus; Aves

77/100

-/100

97/100

96/100 XP_009915610.1: Haliaeetus_albicilla; Aves

XP_010563265.1: Haliaeetus_leucocephalus; Aves

XP_011574586.1: Aquila_chrysaetos_canadensis; Aves

XP_010193676.1: Colius_striatus; Aves

82/100 XP_009948459.1: Leptosomus_discolor; Aves

XP_026707085.1: Athene_cunicularia; Aves

78/-

73/-

72/-

86/-

-/100

97/100

98/100

61/100

99/100 XP_015143877.1: Gallus_gallus; Aves

NP_001026400.1: Gallus_gallus; Aves

74/100 XP_015722294.1: Coturnix_japonica; Aves

XP_019473188.1: Meleagris_gallopavo; Aves

XP_021256165.1: Numida_meleagris; Aves

100/100 XP_005029474.1: Anas_platyrhynchos; Aves

XP_013049810.1: Anser_cygnoides_domesticus; Aves

100/100

87/100

97/100 XP_013802088.1: Apteryx_australis_mantelli; Aves

XP_025940818.1: Apteryx_rowi; Aves

XP_009676132.1: Struthio_camelus_australis; Aves

XP_025949962.1: Dromaius_novaehollandiae; Aves

100/100 XP_010225167.1: Tinamus_guttatus; Aves

XP_025906979.1: Nothoprocta_perdicaria; Aves

XP_010081047.1: Pterocles_gutturalis; Aves

85/-

92/100 XP_005144089.1: Melopsittacus_undulatus; Aves

XP_010012945.1: Nestor_notabilis; Aves

XP_008500242.1: Calypte_anna; Aves

100/100 XP_027644642.1: Falco_peregrinus; Aves

XP_027653315.1: Falco_cherrug; Aves

XP_010134435.1: Buceros_rhinoceros_silvestris; Aves

XP_009887004.1: Charadrius_vociferus; Aves

100/100 XP_010124422.1: Chlamydotis_macqueenii; Aves

XP_010124421.1: Chlamydotis_macqueenii; Aves

XP_014811345.1: Calidris_pugnax; Aves

XP_009862748.1: Apaloderma_vittatum; Aves

77/100

95/100

84/100

91/100 XP_005292567.1: Chrysemys_picta_bellii; Testudines

XP_024075357.1: Terrapene_mexicana_triunguis; Testudines

XP_027689513.1: Chelonia_mydas; Testudines

XP_006121509.1: Pelodiscus_sinensis; Testudines

100/100

92/100 XP_006029054.1: Alligator_sinensis; Crocodylia

XP_006269202.1: Alligator_mississippiensis; Crocodylia

89/100 XP_019358123.1: Gavialis_gangeticus; Crocodylia

XP_019411629.1: Crocodylus_porosus; Crocodylia

100/100

100/100

99/100

100/100 XP_026542950.1: Notechis_scutatus; Lepidosauria

XP_026566263.1: Pseudonaja_textilis; Lepidosauria

XP_015687360.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007441220.1: Python_bivittatus; Lepidosauria

89/100 XP_003224414.1: Anolis_carolinensis; Lepidosauria

XP_020656935.1: Pogona_vitticeps; Lepidosauria

XP_015280106.1: Gekko_japonicus; Lepidosauria

90/100

100/100

100/100

100/100 NP_001233231.1: Xenopus_laevis; Amphibia

XP_018082265.1: Xenopus_laevis; Amphibia

NP_001084806.1: Xenopus_laevis; Amphibia

NP_001011250.1: Xenopus_tropicalis; Amphibia

XP_018414264.1: Nanorana_parkeri; Amphibia

100/100 NP_001279898.1: Callorhinchus_milii; Chondrichthyes

XP_020384724.1: Rhincodon_typus; Chondrichthyes

100/100

92/-

97/100

99/100

100/100

56/-

94/100

92/100

72/100 XP_018968551.1: Cyprinus_carpio; Actinopterygii

XP_026132669.1: Carassius_auratus; Actinopterygii

XP_016126105.1: Sinocyclocheilus_grahami; Actinopterygii

NP_997785.2: Danio_rerio; Actinopterygii

96/100 XP_016431660.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016335271.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_026078600.1: Carassius_auratus; Actinopterygii

94/100

75/100

100/100

77/100 XP_017339475.1: Ictalurus_punctatus; Actinopterygii

XP_026993479.1: Tachysurus_fulvidraco; Actinopterygii

XP_026771570.1: Pangasianodon_hypophthalmus; Actinopterygii

94/100 XP_017561077.1: Pygocentrus_nattereri; Actinopterygii

XP_022520514.1: Astyanax_mexicanus; Actinopterygii

XP_026869244.1: Electrophorus_electricus; Actinopterygii

99/100

93/100

97/100

92/100

96/100

88/100 XP_024244208.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_020316156.1: Oncorhynchus_kisutch; Actinopterygii

XP_021431436.1: Oncorhynchus_mykiss; Actinopterygii

XP_023848878.1: Salvelinus_alpinus; Actinopterygii

XP_014034767.1: Salmo_salar; Actinopterygii

100/100

70/100

92/100 XP_020309056.1: Oncorhynchus_kisutch; Actinopterygii

XP_021420460.1: Oncorhynchus_mykiss; Actinopterygii

XP_023863617.1: Salvelinus_alpinus; Actinopterygii

XP_014013765.1: Salmo_salar; Actinopterygii

XP_010863143.1: Esox_lucius; Actinopterygii

XP_012675483.1: Clupea_harengus; Actinopterygii

92/100 XP_018604955.1: Scleropages_formosus; Actinopterygii

XP_023686670.1: Paramormyrops_kingsleyae; Actinopterygii

XP_006630430.1: Lepisosteus_oculatus; Actinopterygii

73/-

100/100

94/100

100/100

92/-

79/-

86/100

-/100

98/100

93/100

69/-

100/100

98/100

84/100

91/100 XP_004006130.1: Ovis_aries; Cetartiodactyla

XP_011978985.1: Ovis_aries_musimon; Cetartiodactyla

XP_005962710.1: Pantholops_hodgsonii; Cetartiodactyla

XP_005686409.1: Capra_hircus; Cetartiodactyla

XP_020751672.1: Odocoileus_virginianus_texanus; Cetartiodactyla

59/100

86/100

78/100 NP_001013610.1: Bos_taurus, Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_010828041.1: Bison_bison_bison; Cetartiodactyla

XP_005897700.1: Bos_mutus; Cetartiodactyla

XP_006046012.1: Bubalus_bubalis; Cetartiodactyla

100/100

61/100 XP_010987230.1: Camelus_dromedarius; Cetartiodactyla

XP_014407364.1: Camelus_ferus; Cetartiodactyla

XP_010950737.1: Camelus_bactrianus; Cetartiodactyla

96/100

76/100

91/100 XP_004277131.1: Orcinus_orca; Cetartiodactyla

XP_024621447.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

-/100 XP_007189067.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

XP_007459448.1: Lipotes_vexillifer; Cetartiodactyla

XP_007120146.1: Physeter_catodon; Cetartiodactyla

XP_020943030.1: Sus_scrofa; Cetartiodactyla

89/100

78/100

85/100

91/100

86/100

93/100

81/100 XP_005869480.1: Myotis_brandtii; Chiroptera

XP_006096839.1: Myotis_lucifugus; Chiroptera

XP_006760090.1: Myotis_davidii; Chiroptera

XP_008145657.1: Eptesicus_fuscus; Chiroptera

XP_016058060.1: Miniopterus_natalensis; Chiroptera

XP_024414201.1: Desmodus_rotundus; Chiroptera

XP_019479066.1: Hipposideros_armiger; Chiroptera

100/100

98/100 XP_006905249.1: Pteropus_alecto; Chiroptera

XP_011356440.1: Pteropus_vampyrus; Chiroptera

XP_015986194.1: Rousettus_aegyptiacus; Chiroptera

91/100

100/100 XP_001487936.1: Equus_caballus, Equus_przewalskii; Perissodactyla

XP_014685310.1: Equus_asinus; Perissodactyla

XP_004435577.1: Ceratotherium_simum_simum; Perissodactyla

74/-

100/100

94/100

85/100

61/100

98/100

63/100

-/100 XP_004398759.1: Odobenus_rosmarus_divergens; Carnivora

XP_025724171.1: Callorhinus_ursinus; Carnivora

87/100 XP_027478826.1: Zalophus_californianus; Carnivora

XP_027971916.1: Eumetopias_jubatus; Carnivora

XP_021554781.1: Neomonachus_schauinslandi; Carnivora

XP_022360031.1: Enhydra_lutris_kenyoni; Carnivora

99/100 XP_002921532.1: Ailuropoda_melanoleuca; Carnivora

XP_008698225.1: Ursus_maritimus, Ursus_arctos_horribilis; Carnivora

100/100 XP_533002.2: Canis_lupus; Carnivora

XP_025850316.1: Vulpes_vulpes; Carnivora

100/100

84/100

79/100 XP_007083507.1: Panthera_tigris_altaica; Carnivora

XP_019297575.1: Panthera_pardus; Carnivora

83/100 XP_014919527.1: Acinonyx_jubatus; Carnivora

XP_025788635.1: Puma_concolor; Carnivora

XP_003984178.1: Felis_catus; Carnivora

XP_007519006.1: Erinaceus_europaeus; Eulipotyphla

XP_017499844.1: Manis_javanica; Pholidota

91/100

95/100

74/100

-/100

90/100 XP_004369249.1: Trichechus_manatus_latirostris; Sirenia

XP_006880916.1: Elephantulus_edwardii; Macroscelidea

XP_003413731.1: Loxodonta_africana; Proboscidea

90/100 XP_004696151.1: Echinops_telfairi; Tenrecidae

XP_006872463.1: Chrysochloris_asiatica; Chrysochloridae

XP_007950812.1: Orycteropus_afer_afer; Tubulidentata

XP_004482119.1: Dasypus_novemcinctus; Xenarthra

90/-

79/-

57/-

97/100

84/100

74/100

78/-

76/-

97/100

99/100

74/-

88/-

100/100

100/100 NP_037025.1: Rattus_norvegicus; Rodentia

XP_006236790.1: Rattus_norvegicus; Rodentia

97/100 NP_033740.2: Mus_musculus; Rodentia

XP_021047426.1: Mus_pahari; Rodentia

XP_005364709.1: Microtus_ochrogaster; Rodentia

XP_007648877.2: Cricetulus_griseus; Rodentia

XP_005071114.1: Mesocricetus_auratus; Rodentia

XP_006994414.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_021497357.1: Meriones_unguiculatus; Rodentia

XP_008851085.1: Nannospalax_galili; Rodentia

XP_012890094.1: Dipodomys_ordii; Rodentia

XP_020022008.1: Castor_canadensis; Rodentia

XP_004668334.1: Jaculus_jaculus; Rodentia

100/100

76/100

71/100 XP_004634153.1: Octodon_degus; Rodentia

XP_005385592.1: Chinchilla_lanigera; Rodentia

XP_003469038.1: Cavia_porcellus; Rodentia

91/100 XP_004844768.1: Heterocephalus_glaber; Rodentia

XP_010629837.1: Fukomys_damarensis; Rodentia

100/100

84/100 XP_005329403.1: Ictidomys_tridecemlineatus; Rodentia

XP_026253217.1: Urocitellus_parryii; Rodentia

91/100 XP_015355281.1: Marmota_marmota_marmota; Rodentia

XP_027799626.1: Marmota_flaviventris; Rodentia

86/100

98/100 XP_004590728.1: Ochotona_princeps; Lagomorpha

XP_017196134.1: Oryctolagus_cuniculus; Lagomorpha

XP_006151301.1: Tupaia_chinensis; Scandentia

XP_008578107.1: Galeopterus_variegatus; Dermoptera

60/100

74/100

96/100

96/100

82/100

100/100

76/-

76/-

96/100

76/100

92/100

-/100

-/100

XP_005575634.1: Macaca_fascicularis; Primates

XP_011711925.1: Macaca_nemestrina; Primates

XP_014968149.1: Macaca_mulatta; Primates

-/100 XP_003908873.1: Papio_anubis; Primates

XP_011836089.1: Mandrillus_leucophaeus; Primates

XP_007968389.1: Chlorocebus_sabaeus; Primates

XP_025261530.1: Theropithecus_gelada; Primates

XP_011939699.1: Cercocebus_atys; Primates

XP_023043738.1: Piliocolobus_tephrosceles; Primates

XP_011801426.1: Colobus_angolensis_palliatus; Primates

77/100 XP_010380028.1: Rhinopithecus_roxellana; Primates

XP_017717342.1: Rhinopithecus_bieti; Primates

83/100 XP_003268722.1: Nomascus_leucogenys; Primates

XP_024097881.1: Pongo_abelii; Primates

NP_001606.1: Homo_sapiens; Primates

XP_001152416.2: Pan_troglodytes, Pan_paniscus; Primates

XP_004029489.1: Gorilla_gorilla_gorilla; Primates

99/100

90/100 XP_010331747.1: Saimiri_boliviensis_boliviensis; Primates

XP_017364173.1: Cebus_capucinus_imitator; Primates

XP_002757651.1: Callithrix_jacchus; Primates

XP_012307626.1: Aotus_nancymaae; Primates

XP_008062575.1: Carlito_syrichta; Primates

93/100

95/100 XP_012513656.1: Propithecus_coquereli; Primates

XP_012644119.2: Microcebus_murinus; Primates

XP_012662864.1: Otolemur_garnettii; Primates

XP_004691592.1: Condylura_cristata; Eulipotyphla

100/100

89/100

99/100 XP_020863400.1: Phascolarctos_cinereus; Metatheria

XP_027711426.1: Vombatus_ursinus; Metatheria

XP_003758769.1: Sarcophilus_harrisii; Metatheria

XP_003339917.1: Monodelphis_domestica; Metatheria

93/100

90/100

98/100

100/100

81/100

91/100 XP_005314164.1: Chrysemys_picta_bellii; Testudines

XP_024067233.1: Terrapene_mexicana_triunguis; Testudines

XP_007067505.1: Chelonia_mydas; Testudines

XP_006129170.1: Pelodiscus_sinensis; Testudines

100/100

76/100 XP_006031213.1: Alligator_sinensis; Crocodylia

XP_006278798.1: Alligator_mississippiensis; Crocodylia

XP_019369925.1: Gavialis_gangeticus; Crocodylia

97/100

100/100

99/100 XP_026571044.1: Pseudonaja_textilis; Lepidosauria

XP_015666627.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007430931.1: Python_bivittatus; Lepidosauria

XP_015278519.1: Gekko_japonicus; Lepidosauria

XP_020635780.1: Pogona_vitticeps; Lepidosauria

91/-

100/100

98/100

99/100

95/100

76/100

100/100

91/100

100/100

53/-

78/-

77/-

61/-

89/-

56/-

68/100

100/100 XP_009284838.1: Aptenodytes_forsteri; Aves

XP_009332820.1: Pygoscelis_adeliae; Aves

-/100 XP_009505459.1: Phalacrocorax_carbo; Aves

XP_009459659.1: Nipponia_nippon; Aves

XP_009586556.1: Fulmarus_glacialis; Aves

XP_010305415.1: Balearica_regulorum_gibbericeps; Aves

77/-

76/-

72/- XP_009482221.1: Pelecanus_crispus; Aves

XP_010080489.1: Pterocles_gutturalis; Aves

XP_009695993.1: Cariama_cristata; Aves

100/100 XP_009920880.1: Haliaeetus_albicilla, Haliaeetus_leucocephalus; Aves

XP_011573791.1: Aquila_chrysaetos_canadensis; Aves

XP_009954986.1: Leptosomus_discolor; Aves

XP_009812739.1: Gavia_stellata; Aves

88/100 XP_027646694.1: Falco_peregrinus, Falco_cherrug; Aves

XP_005154237.1: Melopsittacus_undulatus; Aves

XP_005511104.1: Columba_livia; Aves

66/- XP_026706584.1: Athene_cunicularia; Aves

XP_009968893.1: Tyto_alba; Aves

XP_010156231.1: Eurypyga_helias; Aves

99/100

100/100

65/100

75/100 XP_424279.1: Gallus_gallus; Aves

XP_003206416.1: Meleagris_gallopavo; Aves

XP_015719030.1: Coturnix_japonica; Aves

XP_021258787.1: Numida_meleagris; Aves

98/100 XP_012958134.2: Anas_platyrhynchos; Aves

XP_013050203.1: Anser_cygnoides_domesticus; Aves

93/100

81/100

72/100 XP_009686708.1: Struthio_camelus_australis; Aves

XP_025955729.1: Dromaius_novaehollandiae; Aves

XP_013814831.1: Apteryx_australis_mantelli; Aves

99/100 XP_010213100.1: Tinamus_guttatus; Aves

XP_025890433.1: Nothoprocta_perdicaria; Aves

100/100

90/100 XP_006014733.1: Alligator_sinensis; Crocodylia

XP_006260900.1: Alligator_mississippiensis; Crocodylia

89/100 XP_019374962.1: Gavialis_gangeticus; Crocodylia

XP_019406882.1: Crocodylus_porosus; Crocodylia

98/100

88/100

94/100 XP_005304619.1: Chrysemys_picta_bellii; Testudines

XP_024069636.1: Terrapene_mexicana_triunguis; Testudines

XP_007068018.1: Chelonia_mydas; Testudines

XP_006127365.1: Pelodiscus_sinensis; Testudines

100/100 XP_020638502.1: Pogona_vitticeps; Lepidosauria

XP_003225206.1: Anolis_carolinensis; Lepidosauria

XP_001507188.1: Ornithorhynchus_anatinus; Monotremata

XP_006008197.1: Latimeria_chalumnae; Coelacanthiformes

XP_006642710.1: Lepisosteus_oculatus; Actinopterygii

100/-

90/-

87/100 XP_013407688.1: Lingula_anatina; Brachiopoda

XP_021376587.1: Mizuhopecten_yessoensis; Mollusca

93/- XP_013072528.1: Biomphalaria_glabrata; Mollusca

XP_022093295.1: Acanthaster_planci; Echinodermata

XP_786731.1: Strongylocentrotus_purpuratus; Echinodermata

77/-

94/-

76/100

96/100

100/100

59/-

77/100

92/100

92/100

66/100

88/100

73/100

97/100

54/-

100/100

51/-

94/-

76/-

77/- XP_010842487.1: Bison_bison_bison; Cetartiodactyla

XP_020769969.1: Odocoileus_virginianus_texanus; Cetartiodactyla

XP_005892532.1: Bos_mutus; Cetartiodactyla

XP_027409275.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

83/100 NP_001029757.1: Bos_taurus; Cetartiodactyla

XP_019824031.1: Bos_indicus; Cetartiodactyla

XP_006044050.1: Bubalus_bubalis; Cetartiodactyla

92/100

74/100

96/100 XP_012013662.1: Ovis_aries_musimon; Cetartiodactyla

XP_004011021.4: Ovis_aries; Cetartiodactyla

XP_005968223.1: Pantholops_hodgsonii; Cetartiodactyla

XP_013822406.2: Capra_hircus; Cetartiodactyla

100/100 XP_006201681.1: Vicugna_pacos; Cetartiodactyla

XP_010963405.1: Camelus_bactrianus; Cetartiodactyla

76/100

98/100

75/100

-/100 XP_004274077.1: Orcinus_orca; Cetartiodactyla

XP_026939603.1: Lagenorhynchus_obliquidens; Cetartiodactyla

92/100 XP_022443242.1: Delphinapterus_leucas; Cetartiodactyla

XP_024588231.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

87/100

71/100 XP_007180505.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

XP_007462570.1: Lipotes_vexillifer; Cetartiodactyla

XP_023974092.1: Physeter_catodon; Cetartiodactyla

NP_001163988.1: Sus_scrofa; Cetartiodactyla

83/100

96/100

69/100

99/100 XP_008141189.1: Eptesicus_fuscus; Chiroptera

XP_023608661.1: Myotis_lucifugus; Chiroptera

XP_016075926.1: Miniopterus_natalensis; Chiroptera

XP_024423323.1: Desmodus_rotundus; Chiroptera

60/100

100/100

96/100 XP_011353171.1: Pteropus_vampyrus; Chiroptera

XP_024894723.1: Pteropus_alecto; Chiroptera

XP_015995095.1: Rousettus_aegyptiacus; Chiroptera

XP_019504751.1: Hipposideros_armiger; Chiroptera

88/100

100/100 XP_008515544.1: Equus_przewalskii, Equus_caballus; Perissodactyla

XP_014702795.1: Equus_asinus; Perissodactyla

XP_004421440.1: Ceratotherium_simum_simum; Perissodactyla

75/100

75/100

93/100

94/100

70/100

100/100

90/100

-/100 XP_025740209.1: Callorhinus_ursinus; Carnivora

XP_027975247.1: Eumetopias_jubatus, Zalophus_californianus, Eumetopias_jubatus; Carnivora

XP_004409085.1: Odobenus_rosmarus_divergens; Carnivora

97/100 XP_006730362.1: Leptonychotes_weddellii; Carnivora

XP_021551009.1: Neomonachus_schauinslandi; Carnivora

98/100 XP_019653684.1: Ailuropoda_melanoleuca; Carnivora

XP_026335854.1: Ursus_arctos_horribilis; Carnivora

100/100 XP_004751104.1: Mustela_putorius_furo; Carnivora

XP_022376364.1: Enhydra_lutris_kenyoni; Carnivora

100/100 XP_535424.1: Canis_lupus; Carnivora

XP_025854200.1: Vulpes_vulpes; Carnivora

100/100

-/100

-/100 XP_025775889.1: Puma_concolor; Carnivora

XP_026922685.1: Acinonyx_jubatus; Carnivora

XP_023111296.1: Felis_catus; Carnivora

67/100 XP_015399997.1: Panthera_tigris_altaica; Carnivora

XP_019298190.1: Panthera_pardus; Carnivora

XP_017515153.1: Manis_javanica; Pholidota

95/100

-/100 XP_004687999.1: Condylura_cristata; Eulipotyphla

XP_007521753.1: Erinaceus_europaeus; Eulipotyphla

XP_004609607.1: Sorex_araneus; Eulipotyphla

86/100

96/100

-/100

-/100

85/100 XP_006831863.1: Chrysochloris_asiatica; Chrysochloridae

XP_007938667.1: Orycteropus_afer_afer; Tubulidentata

XP_006883106.1: Elephantulus_edwardii; Macroscelidea

94/100 XP_003418690.1: Loxodonta_africana; Proboscidea

XP_004380657.1: Trichechus_manatus_latirostris; Sirenia

XP_004712740.1: Echinops_telfairi; Tenrecidae

XP_004455418.1: Dasypus_novemcinctus; Xenarthra

XP_006141758.1: Tupaia_chinensis; Scandentia

95/100

98/100

90/100

100/100

54/100

53/100

96/100

97/100

65/100 NP_033738.1: Mus_musculus; Rodentia

XP_021036879.1: Mus_caroli; Rodentia

XP_021047734.1: Mus_pahari; Rodentia

NP_062056.1: Rattus_norvegicus; Rodentia

XP_021505150.1: Meriones_unguiculatus; Rodentia

80/100

90/100

99/100 XP_003499581.1: Cricetulus_griseus; Rodentia

XP_027278064.1: Cricetulus_griseus; Rodentia

XP_012975185.1: Mesocricetus_auratus; Rodentia

XP_006983915.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_005364270.1: Microtus_ochrogaster; Rodentia

XP_008839383.1: Nannospalax_galili; Rodentia

XP_004668258.1: Jaculus_jaculus; Rodentia

100/100

-/100

72/100

92/100 XP_003475712.1: Cavia_porcellus; Rodentia

XP_005381236.1: Chinchilla_lanigera; Rodentia

XP_004643176.1: Octodon_degus; Rodentia

XP_004861564.1: Heterocephalus_glaber; Rodentia

XP_010622925.1: Fukomys_damarensis; Rodentia

100/100

98/100 XP_005337186.1: Ictidomys_tridecemlineatus; Rodentia

XP_026247160.1: Urocitellus_parryii; Rodentia

-/100 XP_015336337.1: Marmota_marmota_marmota; Rodentia

XP_027781627.1: Marmota_flaviventris; Rodentia

67/100 XP_002718044.1: Oryctolagus_cuniculus; Lagomorpha

XP_004578253.1: Ochotona_princeps; Lagomorpha

XP_020009175.1: Castor_canadensis; Rodentia

86/100

86/100

99/100

84/100

96/100

78/100

-/100

86/100

-/100

-/100 XP_003900785.1: Papio_anubis; Primates

XP_011890080.1: Cercocebus_atys; Primates

XP_011848080.1: Mandrillus_leucophaeus; Primates

XP_025245647.1: Theropithecus_gelada; Primates

XP_011758599.1: Macaca_nemestrina; Primates

-/100 XP_005559154.1: Macaca_fascicularis, Macaca_mulatta; Primates

XP_008015319.1: Chlorocebus_sabaeus; Primates

76/100

75/100

93/100 XP_010365837.1: Rhinopithecus_roxellana; Primates

XP_017749776.1: Rhinopithecus_bieti; Primates

XP_011788065.1: Colobus_angolensis_palliatus; Primates

XP_023086041.1: Piliocolobus_tephrosceles; Primates

93/100

87/100

76/100 NP_005150.1: Homo_sapiens; Primates

XP_004055981.1: Gorilla_gorilla_gorilla; Primates

XP_510285.1: Pan_troglodytes; Primates

-/100 XP_003272841.1: Nomascus_leucogenys; Primates

XP_002825309.2: Pongo_abelii; Primates

98/100

86/100 XP_010344561.1: Saimiri_boliviensis_boliviensis; Primates

XP_017395017.1: Cebus_capucinus_imitator; Primates

XP_012320726.1: Aotus_nancymaae; Primates

XP_002753617.1: Callithrix_jacchus; Primates

XP_008064079.1: Carlito_syrichta; Primates

75/100

94/100 XP_012504922.1: Propithecus_coquereli; Primates

XP_012621797.1: Microcebus_murinus; Primates

XP_012661808.1: Otolemur_garnettii; Primates

100/100

60/100

-/100 XP_020850605.1: Phascolarctos_cinereus; Metatheria

XP_027725779.1: Vombatus_ursinus; Metatheria

XP_001370562.1: Monodelphis_domestica; Metatheria

XP_003756019.1: Sarcophilus_harrisii; Metatheria

93/100

-/100

100/100

87/100

-/100

100/100

92/100

89/100

100/100

97/100

94/100

88/100

92/100

98/100 XP_005479935.1: Zonotrichia_albicollis; Aves

XP_005417559.1: Geospiza_fortis; Aves

XP_009100194.1: Serinus_canaria; Aves

95/100 XP_002200536.1: Taeniopygia_guttata; Aves

XP_021394989.1: Lonchura_striata_domestica; Aves

100/100

67/100 XP_005520380.1: Pseudopodoces_humilis; Aves

XP_023801582.1: Cyanistes_caeruleus; Aves

XP_015487537.1: Parus_major; Aves

95/100 XP_005047317.1: Ficedula_albicollis; Aves

XP_014746980.1: Sturnus_vulgaris; Aves

XP_008637780.1: Corvus_brachyrhynchos, Corvus_cornix_cornix; Aves

89/100

91/100

76/-

78/-

XP_017682862.1: Lepidothrix_coronata; Aves

XP_027564992.1: Neopelma_chrysocephalum; Aves

XP_027592276.1: Pipra_filicauda; Aves

XP_017937788.1: Manacus_vitellinus; Aves

XP_027493824.1: Corapipo_altera; Aves

XP_027735069.1: Empidonax_traillii; Aves

74/100

76/100

91/100

-/100

74/100

100/100 XP_010572531.1: Haliaeetus_leucocephalus; Aves

XP_011580668.1: Aquila_chrysaetos_canadensis; Aves

XP_009708793.1: Cariama_cristata; Aves

XP_005149344.1: Melopsittacus_undulatus; Aves

XP_009328260.1: Pygoscelis_adeliae; Aves

XP_010185302.1: Mesitornis_unicolor; Aves

76/100

75/100

-/100 XP_009466971.1: Nipponia_nippon; Aves

XP_010006008.1: Chaetura_pelagica; Aves

XP_009565558.1: Cuculus_canorus; Aves

XP_014797260.1: Calidris_pugnax; Aves

-/100

-/100

88/100 XP_005234669.1: Falco_peregrinus; Aves

XP_009910000.1: Picoides_pubescens; Aves

XP_009959020.1: Leptosomus_discolor; Aves

XP_026705183.1: Athene_cunicularia; Aves

89/100

100/100

82/100

-/100 NP_001072949.1: Gallus_gallus; Aves

XP_010709885.1: Meleagris_gallopavo; Aves

XP_015720396.1: Coturnix_japonica; Aves

XP_021256728.1: Numida_meleagris; Aves

XP_027314512.1: Anas_platyrhynchos; Aves

100/100

91/100 XP_013795910.1: Apteryx_australis_mantelli; Aves

XP_025931574.1: Apteryx_rowi; Aves

XP_025949739.1: Dromaius_novaehollandiae; Aves

100/100 XP_010209372.1: Tinamus_guttatus; Aves

XP_025907675.1: Nothoprocta_perdicaria; Aves

100/100

87/100 XP_019374484.1: Gavialis_gangeticus; Crocodylia

XP_019407850.1: Crocodylus_porosus; Crocodylia

XP_006274042.1: Alligator_mississippiensis; Crocodylia

99/100

96/100 XP_005300031.1: Chrysemys_picta_bellii; Testudines

XP_024056764.1: Terrapene_mexicana_triunguis; Testudines

NP_001277599.1: Chelonia_mydas; Testudines

100/100

-/100

90/100

100/100

96/100

100/100 XP_026520321.1: Notechis_scutatus; Lepidosauria

XP_026566435.1: Pseudonaja_textilis; Lepidosauria

XP_015684708.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007434178.1: Python_bivittatus; Lepidosauria

XP_015280026.1: Gekko_japonicus; Lepidosauria

XP_003214525.3: Anolis_carolinensis; Lepidosauria

XP_020645056.1: Pogona_vitticeps; Lepidosauria

94/100 NP_001279093.1: Callorhinchus_milii; Chondrichthyes

XP_020383124.1: Rhincodon_typus; Chondrichthyes

XP_006004123.1: Latimeria_chalumnae; Coelacanthiformes

100/100

99/100

90/100

98/100 NP_001080060.1: Xenopus_laevis; Amphibia

XP_018084109.1: Xenopus_laevis; Amphibia

XP_018087689.1: Xenopus_laevis; Amphibia

NP_989094.1: Xenopus_tropicalis; Amphibia

XP_018428255.1: Nanorana_parkeri; Amphibia

XP_006632484.1: Lepisosteus_oculatus; Actinopterygii

88/-

100/100

100/100

89/100 NP_989355.1: Xenopus_tropicalis; Amphibia

NP_001079664.1: Xenopus_laevis; Amphibia

NP_001090226.1: Xenopus_laevis; Amphibia

XP_018420349.1: Nanorana_parkeri; Amphibia

100/100

100/100

94/100 NP_001090535.1: Xenopus_laevis; Amphibia

NP_001082366.1: Xenopus_laevis; Amphibia

NP_989076.1: Xenopus_tropicalis; Amphibia

XP_018420963.1: Nanorana_parkeri; Amphibia

79/100

82/100

100/100

-/100 NP_001085220.1: Xenopus_laevis; Amphibia

XP_018118654.1: Xenopus_laevis; Amphibia

NP_001006709.1: Xenopus_tropicalis; Amphibia

XP_005993405.1: Latimeria_chalumnae; Coelacanthiformes

XP_006001208.1: Latimeria_chalumnae; Coelacanthiformes

XP_020380954.1: Rhincodon_typus; Chondrichthyes

95/-

91/-

100/100 XP_026789786.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017331420.1: Ictalurus_punctatus; Actinopterygii

XP_012678780.1: Clupea_harengus; Actinopterygii

XP_018590720.1: Scleropages_formosus; Actinopterygii

98/-

-/100

97/100

100/100

90/-

58/-

89/-

86/-

89/-

83/-

96/-

78/100

86/100

93/100 NP_001026234.1: Gallus_gallus; Aves

XP_015139542.2: Gallus_gallus; Aves

XP_010705319.1: Meleagris_gallopavo; Aves

XP_021248310.1: Numida_meleagris; Aves

XP_015713396.1: Coturnix_japonica; Aves

100/100 XP_027309970.1: Anas_platyrhynchos; Aves

XP_027309971.1: Anas_platyrhynchos; Aves

100/100 XP_025929185.1: Apteryx_rowi; Aves

XP_025973112.1: Dromaius_novaehollandiae; Aves

92/100 XP_009642438.1: Egretta_garzetta; Aves

XP_010118960.1: Chlamydotis_macqueenii; Aves

77/100

-/100 XP_009560413.1: Cuculus_canorus; Aves

XP_010129236.1: Buceros_rhinoceros_silvestris; Aves

52/100 XP_009889441.1: Charadrius_vociferus; Aves

XP_014806516.1: Calidris_pugnax; Aves

99/100 XP_010560960.1: Haliaeetus_leucocephalus; Aves

XP_011573282.1: Aquila_chrysaetos_canadensis; Aves

-/100

98/100

89/100

72/-

94/100 XP_005043503.1: Ficedula_albicollis; Aves

XP_014730651.1: Sturnus_vulgaris; Aves

XP_009091088.1: Serinus_canaria; Aves

98/100 XP_005518602.1: Pseudopodoces_humilis; Aves

XP_015478845.1: Parus_major; Aves

XP_021382807.1: Lonchura_striata_domestica; Aves

XP_008641512.1: Corvus_brachyrhynchos; Aves

93/100

87/100

-/100

88/100

-/100 XP_017932911.1: Manacus_vitellinus; Aves

XP_027577189.1: Pipra_filicauda; Aves

XP_017672946.1: Lepidothrix_coronata; Aves

XP_027513220.1: Corapipo_altera; Aves

XP_027541372.1: Neopelma_chrysocephalum; Aves

XP_027757941.1: Empidonax_traillii; Aves

XP_009899477.1: Picoides_pubescens; Aves

XP_009872744.1: Apaloderma_vittatum; Aves

XP_005146036.1: Melopsittacus_undulatus; Aves

92/100

99/100

92/100

59/100

100/100

97/100

96/100

88/100 XP_026525243.1: Notechis_scutatus; Lepidosauria

XP_026560965.1: Pseudonaja_textilis; Lepidosauria

XP_013915303.1: Thamnophis_sirtalis; Lepidosauria

XP_015679888.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007424890.1: Python_bivittatus; Lepidosauria

XP_003215863.1: Anolis_carolinensis; Lepidosauria

XP_020642229.1: Pogona_vitticeps; Lepidosauria

XP_015276931.1: Gekko_japonicus; Lepidosauria

100/100

96/100

91/100 XP_005291284.1: Chrysemys_picta_bellii; Testudines

XP_024069586.1: Terrapene_mexicana_triunguis; Testudines

XP_007071113.1: Chelonia_mydas; Testudines

XP_006122067.1: Pelodiscus_sinensis; Testudines

100/100

93/100

93/100 XP_020856142.1: Phascolarctos_cinereus; Metatheria

XP_027726662.1: Vombatus_ursinus; Metatheria

XP_003767872.1: Sarcophilus_harrisii; Metatheria

XP_003340224.1: Monodelphis_domestica; Metatheria

XP_004619065.1: Sorex_araneus; Eulipotyphla

90/-

100/100

67/100 XP_003228733.1: Anolis_carolinensis; Lepidosauria

XP_007441739.1: Python_bivittatus; Lepidosauria

XP_015276056.1: Gekko_japonicus; Lepidosauria

XP_005988889.1: Latimeria_chalumnae; Coelacanthiformes

85/-

100/100

85/-

91/100

92/100

100/100

98/100

97/100

79/100

76/100 XP_016133014.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016367037.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016324626.1: Sinocyclocheilus_anshuiensis; Actinopterygii

79/100

100/100 XP_026106284.1: Carassius_auratus; Actinopterygii

XP_026094639.1: Carassius_auratus; Actinopterygii

XP_018925630.1: Cyprinus_carpio; Actinopterygii

93/100

92/100 XP_016114054.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016375276.1: Sinocyclocheilus_rhinocerous; Actinopterygii

83/100 XP_018950687.1: Cyprinus_carpio; Actinopterygii

XP_026101321.1: Carassius_auratus; Actinopterygii

100/100 XP_009296202.1: Danio_rerio; Actinopterygii

XP_021329509.1: Danio_rerio; Actinopterygii

98/100

100/100

72/100 XP_017330730.1: Ictalurus_punctatus; Actinopterygii

XP_026802225.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026991826.1: Tachysurus_fulvidraco; Actinopterygii

98/100 XP_022539577.1: Astyanax_mexicanus; Actinopterygii

XP_017554320.1: Pygocentrus_nattereri; Actinopterygii

66/100

100/100

87/100

100/100

81/100

81/100 XP_020311600.1: Oncorhynchus_kisutch; Actinopterygii

XP_024235880.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_023841832.1: Salvelinus_alpinus; Actinopterygii

73/100 XP_013981207.1: Salmo_salar; Actinopterygii

XP_021432645.1: Oncorhynchus_mykiss; Actinopterygii

99/100

51/100

92/100

94/100 XP_020336804.1: Oncorhynchus_kisutch; Actinopterygii

XP_024279885.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021460013.1: Oncorhynchus_mykiss; Actinopterygii

XP_014003275.1: Salmo_salar; Actinopterygii

XP_023827414.1: Salvelinus_alpinus; Actinopterygii

XP_010881872.1: Esox_lucius; Actinopterygii

XP_012677783.1: Clupea_harengus; Actinopterygii

100/100 XP_018619188.1: Scleropages_formosus; Actinopterygii

XP_023663223.1: Paramormyrops_kingsleyae; Actinopterygii

87/100

99/100

100/100

84/100 XP_026996102.1: Tachysurus_fulvidraco; Actinopterygii

XP_026769518.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017322282.1: Ictalurus_punctatus; Actinopterygii

XP_022535157.1: Astyanax_mexicanus; Actinopterygii

XP_026870248.1: Electrophorus_electricus; Actinopterygii

NP_001296761.1: Clupea_harengus; Actinopterygii

67/-

100/100

94/100

96/100

85/100

95/100

99/100 XP_026147155.1: Carassius_auratus; Actinopterygii

XP_026147242.1: Carassius_auratus; Actinopterygii

XP_018952982.1: Cyprinus_carpio; Actinopterygii

XP_016408163.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016310971.1: Sinocyclocheilus_anshuiensis; Actinopterygii

90/100

98/100

-/100 XP_016086159.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016315415.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016373189.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_026088925.1: Carassius_auratus; Actinopterygii

NP_001002066.1: Danio_rerio; Actinopterygii

XP_012674752.1: Clupea_harengus; Actinopterygii

51/-

100/100

-/100 XP_026766972.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017311100.1: Ictalurus_punctatus; Actinopterygii

XP_027010854.1: Tachysurus_fulvidraco; Actinopterygii

90/100 XP_017542661.1: Pygocentrus_nattereri; Actinopterygii

XP_007252999.1: Astyanax_mexicanus; Actinopterygii

97/-

97/100

90/100

71/100

88/100

82/100

65/100

90/100

71/100

61/100

96/100

81/-

90/100

62/100

100/100

79/100

100/100

68/100

95/100

75/100 XP_007549292.1: Poecilia_formosa; Actinopterygii

XP_014837814.1: Poecilia_mexicana; Actinopterygii

XP_014891145.1: Poecilia_latipinna; Actinopterygii

XP_008397646.1: Poecilia_reticulata; Actinopterygii

93/100 XP_005806208.1: Xiphophorus_maculatus; Actinopterygii

XP_027855962.1: Xiphophorus_couchianus; Actinopterygii

XP_015229196.1: Cyprinodon_variegatus; Actinopterygii

XP_012735552.1: Fundulus_heteroclitus; Actinopterygii

73/100

98/100 XP_013867506.1: Austrofundulus_limnaeus; Actinopterygii

XP_017268342.1: Kryptolebias_marmoratus; Actinopterygii

XP_015825753.1: Nothobranchius_furzeri; Actinopterygii

100/100 XP_004082396.1: Oryzias_latipes; Actinopterygii

XP_024124988.1: Oryzias_melastigma; Actinopterygii

100/100

91/100

59/100

78/100

XP_004540824.1: Maylandia_zebra; Actinopterygii

XP_005742823.1: Pundamilia_nyererei; Actinopterygii

XP_026008768.1: Astatotilapia_calliptera; Actinopterygii

XP_005916970.1: Haplochromis_burtoni; Actinopterygii

XP_006786081.1: Neolamprologus_brichardi; Actinopterygii

XP_003447786.1: Oreochromis_niloticus; Actinopterygii

57/-

55/100 XP_026155891.1: Mastacembelus_armatus; Actinopterygii

XP_026211221.1: Anabas_testudineus; Actinopterygii

XP_020441900.1: Monopterus_albus; Actinopterygii

97/100 XP_022606766.1: Seriola_dumerili; Actinopterygii

XP_023286733.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018545621.1: Lates_calcarifer; Actinopterygii

90/100 XP_010738737.1: Larimichthys_crocea; Actinopterygii

XP_019712963.1: Hippocampus_comes; Actinopterygii

86/100

78/100 XP_008319685.1: Cynoglossus_semilaevis; Actinopterygii

XP_019940472.1: Paralichthys_olivaceus; Actinopterygii

XP_020485655.1: Labrus_bergylta; Actinopterygii

94/100

90/100 XP_022051177.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023116912.1: Amphiprion_ocellaris; Actinopterygii

XP_008293197.1: Stegastes_partitus; Actinopterygii

XP_003962484.1: Takifugu_rubripes; Actinopterygii

XP_020774946.1: Boleophthalmus_pectinirostris; Actinopterygii

100/100

98/100

99/100

90/100

97/100 XP_020356662.1: Oncorhynchus_kisutch; Actinopterygii

XP_024285818.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021440429.1: Oncorhynchus_mykiss; Actinopterygii

XP_023842320.1: Salvelinus_alpinus; Actinopterygii

XP_014065950.1: Salmo_salar; Actinopterygii

99/100

76/100

97/100 XP_020343680.1: Oncorhynchus_kisutch; Actinopterygii

XP_024293216.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_023850398.1: Salvelinus_alpinus; Actinopterygii

NP_001133115.1: Salmo_salar; Actinopterygii

NP_001290839.1: Esox_lucius; Actinopterygii

75/100

88/-

70/-

100/100

99/100

89/100

74/-

87/100 XP_016329630.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016339940.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016144891.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016414710.1: Sinocyclocheilus_rhinocerous; Actinopterygii

65/100

100/100 XP_026096647.1: Carassius_auratus; Actinopterygii

XP_026142522.1: Carassius_auratus; Actinopterygii

XP_018977009.1: Cyprinus_carpio; Actinopterygii

NP_571666.1: Danio_rerio; Actinopterygii

93/100

73/100

100/100

82/100 NP_001188195.1: Ictalurus_punctatus; Actinopterygii

XP_027029480.1: Tachysurus_fulvidraco; Actinopterygii

XP_026774623.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026856022.1: Electrophorus_electricus; Actinopterygii

96/100 XP_015463524.1: Astyanax_mexicanus; Actinopterygii

XP_017558787.1: Pygocentrus_nattereri; Actinopterygii

94/100

XP_023658027.1: Paramormyrops_kingsleyae; Actinopterygii

XP_006632509.1: Lepisosteus_oculatus; Actinopterygii

XP_018597699.1: Scleropages_formosus; Actinopterygii

XP_012692239.1: Clupea_harengus; Actinopterygii

92/100

-/100

65/-

84/-

100/100

98/100

58/-

70/100

56/100 XP_016085532.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016348793.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016384730.1: Sinocyclocheilus_rhinocerous; Actinopterygii

83/100 XP_018981913.1: Cyprinus_carpio; Actinopterygii

XP_026146768.1: Carassius_auratus; Actinopterygii

99/100

94/100 XP_016149729.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016315518.1: Sinocyclocheilus_anshuiensis; Actinopterygii

100/100 XP_026089083.1: Carassius_auratus; Actinopterygii

XP_026089103.1: Carassius_auratus; Actinopterygii

100/100 NP_001001409.2: Danio_rerio; Actinopterygii

XP_002665778.1: Danio_rerio; Actinopterygii

XP_026854779.1: Electrophorus_electricus; Actinopterygii

XP_017537672.1: Pygocentrus_nattereri; Actinopterygii

83/-

100/100

69/100 XP_017311951.1: Ictalurus_punctatus; Actinopterygii

XP_027022169.1: Tachysurus_fulvidraco; Actinopterygii

XP_026778589.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_007235317.1: Astyanax_mexicanus; Actinopterygii

XP_012682079.1: Clupea_harengus; Actinopterygii

85/-

97/100

-/100

86/100

-/100

64/100

82/100

98/100

92/100

100/100

-/100

100/100

84/100 XP_005805222.1: Xiphophorus_maculatus; Actinopterygii

XP_027897081.1: Xiphophorus_couchianus; Actinopterygii

XP_007578907.1: Poecilia_formosa, Poecilia_latipinna, Poecilia_mexicana; Actinopterygii

XP_015245720.1: Cyprinodon_variegatus; Actinopterygii

XP_021178877.1: Fundulus_heteroclitus; Actinopterygii

XP_015803158.1: Nothobranchius_furzeri; Actinopterygii

-/100

100/100 XP_004083945.1: Oryzias_latipes; Actinopterygii

XP_024146383.1: Oryzias_melastigma; Actinopterygii

98/100 XP_013870876.1: Austrofundulus_limnaeus; Actinopterygii

XP_017267449.1: Kryptolebias_marmoratus; Actinopterygii

-/100

100/100

86/100

94/100

77/100 XP_005737344.1: Pundamilia_nyererei; Actinopterygii

XP_005931591.1: Haplochromis_burtoni; Actinopterygii

XP_012774483.1: Maylandia_zebra, Astatotilapia_calliptera; Actinopterygii

XP_006792758.1: Neolamprologus_brichardi; Actinopterygii

XP_019201860.1: Oreochromis_niloticus; Actinopterygii

98/100

98/100 XP_022075440.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023136705.1: Amphiprion_ocellaris; Actinopterygii

XP_008283137.1: Stegastes_partitus; Actinopterygii

70/100

93/100 XP_026175339.1: Mastacembelus_armatus; Actinopterygii

XP_020459739.1: Monopterus_albus; Actinopterygii

XP_026196851.1: Anabas_testudineus; Actinopterygii

XP_019117202.1: Larimichthys_crocea; Actinopterygii

88/100

92/100 XP_018538055.1: Lates_calcarifer; Actinopterygii

XP_019953129.1: Paralichthys_olivaceus; Actinopterygii

99/100 XP_022593737.1: Seriola_dumerili; Actinopterygii

XP_023270799.1: Seriola_lalandi_dorsalis; Actinopterygii

-/100 XP_019726323.1: Hippocampus_comes; Actinopterygii

XP_008311639.1: Cynoglossus_semilaevis; Actinopterygii

XP_003971792.1: Takifugu_rubripes; Actinopterygii

99/100

97/100

95/100

58/100

89/100 XP_014061588.1: Salmo_salar; Actinopterygii

XP_023993640.1: Salvelinus_alpinus; Actinopterygii

XP_021456708.1: Oncorhynchus_mykiss; Actinopterygii

68/100 XP_020329028.1: Oncorhynchus_kisutch; Actinopterygii

XP_024234338.1: Oncorhynchus_tshawytscha; Actinopterygii

97/100

96/100 XP_013999256.1: Salmo_salar; Actinopterygii

XP_023993671.1: Salvelinus_alpinus; Actinopterygii

92/100 XP_021467115.1: Oncorhynchus_mykiss; Actinopterygii

XP_024259889.1: Oncorhynchus_tshawytscha; Actinopterygii

96/-

67/100

96/100

82/100

-/100 XP_020310614.1: Oncorhynchus_kisutch; Actinopterygii

XP_024234289.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021456660.1: Oncorhynchus_mykiss; Actinopterygii

XP_023855960.1: Salvelinus_alpinus; Actinopterygii

XP_014061427.1: Salmo_salar; Actinopterygii

97/100

93/100 XP_014000428.1: Salmo_salar; Actinopterygii

XP_023829874.1: Salvelinus_alpinus; Actinopterygii

XP_010880586.1: Esox_lucius; Actinopterygii

89/-

91/-

97/100

78/-

96/100

92/100

91/100

98/100

86/100

97/100

-/100 XP_020351400.1: Oncorhynchus_kisutch; Actinopterygii

XP_024290181.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021436999.1: Oncorhynchus_mykiss; Actinopterygii

XP_023863360.1: Salvelinus_alpinus; Actinopterygii

XP_014065713.1: Salmo_salar; Actinopterygii

100/100

92/100

91/100

76/100 XP_020316188.1: Oncorhynchus_kisutch; Actinopterygii

XP_024243910.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021431978.1: Oncorhynchus_mykiss; Actinopterygii

XP_023849262.1: Salvelinus_alpinus; Actinopterygii

XP_014035375.1: Salmo_salar; Actinopterygii

XP_010887005.1: Esox_lucius; Actinopterygii

100/100

97/100

89/-

94/100

-/100

78/100

93/100 XP_020335688.1: Oncorhynchus_kisutch; Actinopterygii

XP_024298139.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021423630.1: Oncorhynchus_mykiss; Actinopterygii

XP_013986500.1: Salmo_salar; Actinopterygii

XP_023990763.1: Salvelinus_alpinus; Actinopterygii

86/100 NP_001117011.1: Salmo_salar; Actinopterygii

XP_020309797.1: Oncorhynchus_kisutch, Oncorhynchus_mykiss;, Oncorhynchus_tshawytscha; Actinopterygii

XP_023869733.1: Salvelinus_alpinus; Actinopterygii

XP_010887533.1: Esox_lucius; Actinopterygii

97/100

96/100

60/100

97/100

93/100

100/100

96/100

78/100

76/100

70/100 XP_016149658.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016313252.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016390211.1: Sinocyclocheilus_rhinocerous; Actinopterygii

82/100 XP_018969825.1: Cyprinus_carpio; Actinopterygii

XP_026079778.1: Carassius_auratus; Actinopterygii

-/100 XP_016326646.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_026134245.1: Carassius_auratus; Actinopterygii

NP_999949.2: Danio_rerio; Actinopterygii

100/100

80/100 XP_017319620.1: Ictalurus_punctatus; Actinopterygii

XP_027030872.1: Tachysurus_fulvidraco; Actinopterygii

XP_026794299.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026873400.1: Electrophorus_electricus; Actinopterygii

XP_017552079.1: Pygocentrus_nattereri; Actinopterygii

XP_007248613.1: Astyanax_mexicanus; Actinopterygii

89/100 XP_023689496.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018604990.1: Scleropages_formosus; Actinopterygii

XP_006638465.1: Lepisosteus_oculatus; Actinopterygii

XP_012669772.1: Clupea_harengus; Actinopterygii

NP_001296763.1: Clupea_harengus; Actinopterygii

100/100

86/100

85/100

82/-

76/-

89/-

68/-

65/100

-/100

89/100

92/100

-/100

-/100

76/100 XP_007549823.1: Poecilia_formosa, Poecilia_latipinna; Actinopterygii

XP_014853192.1: Poecilia_mexicana; Actinopterygii

XP_008404028.1: Poecilia_reticulata; Actinopterygii

99/100 XP_005804273.1: Xiphophorus_maculatus; Actinopterygii

XP_027871327.1: Xiphophorus_couchianus; Actinopterygii

XP_015241959.1: Cyprinodon_variegatus; Actinopterygii

XP_012736436.1: Fundulus_heteroclitus; Actinopterygii

84/100

86/100

89/100 XP_013857272.1: Austrofundulus_limnaeus; Actinopterygii

XP_017274199.1: Kryptolebias_marmoratus; Actinopterygii

100/100 NP_001098276.1: Oryzias_latipes; Actinopterygii

XP_020566641.1: Oryzias_latipes; Actinopterygii

XP_015808240.1: Nothobranchius_furzeri; Actinopterygii

XP_020794418.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_024151897.1: Oryzias_melastigma; Actinopterygii

100/100

-/100

XP_004539539.1: Maylandia_zebra; Actinopterygii

XP_006780004.1: Neolamprologus_brichardi; Actinopterygii

XP_005733337.1: Pundamilia_nyererei, Haplochromis_burtoni, Astatotilapia_calliptera; Actinopterygii

XP_003454567.1: Oreochromis_niloticus; Actinopterygii

XP_018522209.1: Lates_calcarifer; Actinopterygii

XP_020445570.1: Monopterus_albus; Actinopterygii

99/100 XP_022595796.1: Seriola_dumerili; Actinopterygii

XP_023280777.1: Seriola_lalandi_dorsalis; Actinopterygii

91/100 XP_011607913.1: Takifugu_rubripes; Actinopterygii

XP_008308108.1: Cynoglossus_semilaevis; Actinopterygii

XP_010730628.1: Larimichthys_crocea; Actinopterygii

XP_026150164.1: Mastacembelus_armatus; Actinopterygii

XP_026234153.1: Anabas_testudineus; Actinopterygii

83/-

97/100

97/100 XP_023128730.1: Amphiprion_ocellaris; Actinopterygii

XP_022049250.1: Acanthochromis_polyacanthus; Actinopterygii

XP_008284968.1: Stegastes_partitus; Actinopterygii

93/100 XP_010781258.1: Notothenia_coriiceps; Actinopterygii

XP_020493899.1: Labrus_bergylta; Actinopterygii

XP_019954365.1: Paralichthys_olivaceus; Actinopterygii

XP_019751440.1: Hippocampus_comes; Actinopterygii

96/100

92/100

84/100

100/100

61/100

87/100

88/100

94/100

78/100 XP_016145353.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016358184.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016395755.1: Sinocyclocheilus_rhinocerous; Actinopterygii

99/100 XP_026105175.1: Carassius_auratus; Actinopterygii

XP_026118623.1: Carassius_auratus; Actinopterygii

XP_026082746.1: Carassius_auratus; Actinopterygii

55/100

92/100

-/100 XP_016139759.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016415680.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016362065.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_018928380.1: Cyprinus_carpio; Actinopterygii

NP_001017750.1: Danio_rerio; Actinopterygii

XP_026869520.1: Electrophorus_electricus; Actinopterygii

100/100

-/100 XP_026787595.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017312868.1: Ictalurus_punctatus; Actinopterygii

XP_027034865.1: Tachysurus_fulvidraco; Actinopterygii

91/100 XP_007238991.1: Astyanax_mexicanus; Actinopterygii

XP_017571971.1: Pygocentrus_nattereri; Actinopterygii

XP_008315424.1: Cynoglossus_semilaevis; Actinopterygii

XP_019129039.1: Larimichthys_crocea; Actinopterygii

78/100

88/100

86/100

92/100

100/100

85/100

94/100

84/100 XP_004562259.1: Maylandia_zebra; Actinopterygii

XP_026027859.1: Astatotilapia_calliptera; Actinopterygii

-/100 XP_005751730.1: Pundamilia_nyererei; Actinopterygii

XP_005944088.1: Haplochromis_burtoni; Actinopterygii

XP_006806186.1: Neolamprologus_brichardi; Actinopterygii

XP_003454155.1: Oreochromis_niloticus; Actinopterygii

XP_003978055.1: Takifugu_rubripes; Actinopterygii

88/100 XP_022070071.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023152504.1: Amphiprion_ocellaris; Actinopterygii

XP_008283196.1: Stegastes_partitus; Actinopterygii

XP_020495256.1: Labrus_bergylta; Actinopterygii

74/-

80/- XP_004065536.1: Oryzias_latipes; Actinopterygii

XP_018530559.1: Lates_calcarifer; Actinopterygii

XP_019968613.1: Paralichthys_olivaceus; Actinopterygii

XP_026215857.1: Anabas_testudineus; Actinopterygii

99/100 XP_022623373.1: Seriola_dumerili; Actinopterygii

XP_023254490.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_020480862.1: Monopterus_albus; Actinopterygii

XP_010793411.1: Notothenia_coriiceps; Actinopterygii

89/-

100/100

58/-

63/-

90/-

-/100

85/100

100/100

64/100

100/100

97/100

53/100 XP_007541050.1: Poecilia_formosa; Actinopterygii

XP_014832568.1: Poecilia_mexicana; Actinopterygii

XP_014880369.1: Poecilia_latipinna; Actinopterygii

92/100 XP_023196928.1: Xiphophorus_maculatus; Actinopterygii

XP_027882937.1: Xiphophorus_couchianus; Actinopterygii

XP_012705364.1: Fundulus_heteroclitus; Actinopterygii

XP_015253608.1: Cyprinodon_variegatus; Actinopterygii

94/100

98/100 XP_013878771.1: Austrofundulus_limnaeus; Actinopterygii

XP_017296243.1: Kryptolebias_marmoratus; Actinopterygii

XP_015817981.1: Nothobranchius_furzeri; Actinopterygii

100/100 XP_004084707.1: Oryzias_latipes; Actinopterygii

XP_024120773.1: Oryzias_melastigma; Actinopterygii

XP_008313267.1: Cynoglossus_semilaevis; Actinopterygii

100/100 XP_022073960.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023125976.1: Amphiprion_ocellaris; Actinopterygii

87/-

82/-

78/-

93/100

92/100 XP_019115366.1: Larimichthys_crocea; Actinopterygii

XP_020513096.1: Labrus_bergylta; Actinopterygii

XP_019968657.1: Paralichthys_olivaceus; Actinopterygii

XP_023262143.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018544120.1: Lates_calcarifer; Actinopterygii

-/100

92/100 XP_026172205.1: Mastacembelus_armatus; Actinopterygii

XP_020472327.1: Monopterus_albus; Actinopterygii

XP_026206388.1: Anabas_testudineus; Actinopterygii

100/100

96/100

-/100

-/100

85/100

92/100 XP_026016315.1: Astatotilapia_calliptera; Actinopterygii

XP_026033522.1: Astatotilapia_calliptera; Actinopterygii

XP_014263807.1: Maylandia_zebra; Actinopterygii

XP_005948558.1: Haplochromis_burtoni; Actinopterygii

XP_005743470.1: Pundamilia_nyererei; Actinopterygii

XP_006793344.1: Neolamprologus_brichardi; Actinopterygii

XP_003449459.1: Oreochromis_niloticus; Actinopterygii

XP_020776256.1: Boleophthalmus_pectinirostris; Actinopterygii

98/-

57/100

88/100

90/-

86/-

97/100

77/100

94/100

100/100

95/100

97/100

-/100 XP_014910662.1: Poecilia_latipinna; Actinopterygii

XP_007576304.1: Poecilia_formosa; Actinopterygii

XP_014827213.1: Poecilia_mexicana; Actinopterygii

XP_008398014.1: Poecilia_reticulata; Actinopterygii

98/100 XP_005798377.1: Xiphophorus_maculatus; Actinopterygii

XP_027856800.1: Xiphophorus_couchianus; Actinopterygii

99/100

80/100 XP_013882652.1: Austrofundulus_limnaeus; Actinopterygii

XP_017271545.1: Kryptolebias_marmoratus; Actinopterygii

XP_015825288.1: Nothobranchius_furzeri; Actinopterygii

100/100

70/100

-/100

50/100 XP_003442991.1: Oreochromis_niloticus; Actinopterygii

XP_005723828.1: Pundamilia_nyererei; Actinopterygii

XP_006798496.1: Neolamprologus_brichardi; Actinopterygii

91/100 XP_004540411.1: Maylandia_zebra; Actinopterygii

XP_026007508.1: Astatotilapia_calliptera; Actinopterygii

XP_005942711.1: Haplochromis_burtoni; Actinopterygii

98/100

99/100 XP_023133099.1: Amphiprion_ocellaris; Actinopterygii

XP_022070659.1: Acanthochromis_polyacanthus; Actinopterygii

XP_008278087.1: Stegastes_partitus; Actinopterygii

81/-

91/-

78/100

100/100 XP_022607047.1: Seriola_dumerili; Actinopterygii

XP_023256375.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018519152.1: Lates_calcarifer; Actinopterygii

XP_019967467.1: Paralichthys_olivaceus; Actinopterygii

XP_024919096.1: Cynoglossus_semilaevis; Actinopterygii

73/100 XP_026160150.1: Mastacembelus_armatus; Actinopterygii

XP_026195842.1: Anabas_testudineus; Actinopterygii

XP_010733530.1: Larimichthys_crocea; Actinopterygii

XP_020494339.1: Labrus_bergylta; Actinopterygii

XP_003962565.1: Takifugu_rubripes; Actinopterygii

XP_008308307.1: Cynoglossus_semilaevis; Actinopterygii

77/-

95/100

100/100

60/100

99/100

75/100 XP_020343427.1: Oncorhynchus_kisutch; Actinopterygii

XP_024292865.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021429777.1: Oncorhynchus_mykiss; Actinopterygii

XP_023850028.1: Salvelinus_alpinus; Actinopterygii

XP_014049334.1: Salmo_salar; Actinopterygii

XP_010876993.1: Esox_lucius; Actinopterygii

XP_023663514.1: Paramormyrops_kingsleyae; Actinopterygii

XP_019728207.1: Hippocampus_comes; Actinopterygii

52/-

98/100

77/-

76/-

100/100

86/100

98/100

74/100

79/100

-/100 XP_002802173.1: Macaca_mulatta, Macaca_fascicularis; Primates

XP_011769915.1: Macaca_nemestrina; Primates

99/100 XP_011891472.1: Cercocebus_atys; Primates

XP_011855241.1: Mandrillus_leucophaeus; Primates

XP_003893841.1: Papio_anubis; Primates

XP_007987936.1: Chlorocebus_sabaeus; Primates

XP_025233066.1: Theropithecus_gelada; Primates

95/100

-/100

97/100 XP_017741094.1: Rhinopithecus_bieti; Primates

XP_010372333.1: Rhinopithecus_roxellana; Primates

XP_023047586.1: Piliocolobus_tephrosceles; Primates

XP_011788721.1: Colobus_angolensis_palliatus; Primates

89/100

-/100

88/100

94/100 XP_003824507.1: Pan_paniscus; Primates

XP_016796083.1: Pan_troglodytes; Primates

NP_001091.1: Homo_sapiens; Primates

NP_001125886.1: Pongo_abelii; Primates

XP_003275203.2: Nomascus_leucogenys; Primates

98/100

71/100 XP_002760614.2: Callithrix_jacchus; Primates

XP_017381981.1: Cebus_capucinus_imitator; Primates

XP_012315269.1: Aotus_nancymaae; Primates

91/100

96/100

100/100

84/-

98/100

97/100

86/100 XP_004021390.1: Ovis_aries; Cetartiodactyla

XP_027818096.1: Ovis_aries; Cetartiodactyla

XP_017897926.1: Capra_hircus; Cetartiodactyla

XP_005982939.1: Pantholops_hodgsonii; Cetartiodactyla

83/100

80/100 XP_005226249.1: Bos_taurus; Cetartiodactyla

NP_776650.1: Bos_taurus; Cetartiodactyla

XP_019809603.1: Bos_indicus; Cetartiodactyla

XP_010836407.1: Bison_bison_bison; Cetartiodactyla

XP_027386501.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_005896764.1: Bos_mutus; Cetartiodactyla

XP_006063116.1: Bubalus_bubalis; Cetartiodactyla

90/100

94/100

69/100

77/100

85/100 XP_004281609.1: Orcinus_orca; Cetartiodactyla

XP_019797173.1: Tursiops_truncatus; Cetartiodactyla

XP_026949946.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_022408879.1: Delphinapterus_leucas; Cetartiodactyla

XP_007446771.1: Lipotes_vexillifer; Cetartiodactyla

XP_023973322.1: Physeter_catodon; Cetartiodactyla

NP_001161267.1: Sus_scrofa; Cetartiodactyla

87/- XP_004588510.1: Ochotona_princeps; Lagomorpha

XP_008583002.1: Galeopterus_variegatus; Dermoptera

89/-

81/-

88/-

74/-

80/-

74/100

92/100

100/100

NP_001304187.1: Equus_caballus; Perissodactyla

XP_008531873.1: Equus_przewalskii; Perissodactyla

XP_014716318.1: Equus_asinus; Perissodactyla

XP_004426937.1: Ceratotherium_simum_simum; Perissodactyla

99/100

78/100 XP_019274619.1: Panthera_pardus; Carnivora

XP_026902734.1: Acinonyx_jubatus; Carnivora

XP_023096213.1: Felis_catus; Carnivora

96/100 XP_004693101.1: Condylura_cristata; Eulipotyphla

XP_007538902.1: Erinaceus_europaeus; Eulipotyphla

75/-

93/100

86/100

98/100

-/100 XP_025706571.1: Callorhinus_ursinus; Carnivora

XP_027960269.1: Eumetopias_jubatus; Carnivora

XP_025706437.1: Callorhinus_ursinus; Carnivora

XP_004404904.1: Odobenus_rosmarus_divergens; Carnivora

XP_021547965.1: Neomonachus_schauinslandi; Carnivora

100/100 XP_025304331.1: Canis_lupus_dingo; Carnivora

XP_005618896.1: Canis_lupus_familiaris; Carnivora

XP_022379329.1: Enhydra_lutris_kenyoni; Carnivora

100/100 XP_012515758.1: Propithecus_coquereli; Primates

XP_012619798.1: Microcebus_murinus; Primates

70/-

100/100

-/100 XP_006868634.1: Chrysochloris_asiatica; Chrysochloridae

XP_007936692.1: Orycteropus_afer_afer; Tubulidentata

XP_004712219.1: Echinops_telfairi; Tenrecidae

XP_004384178.1: Trichechus_manatus_latirostris; Sirenia

XP_003415269.1: Loxodonta_africana; Proboscidea

XP_003791034.1: Otolemur_garnettii; Primates

64/-

78/-

83/100

80/100

-/100

86/100

66/100

99/100

94/100

74/100

99/100

95/100 XP_027241058.1: Cricetulus_griseus; Rodentia

XP_027260663.1: Cricetulus_griseus; Rodentia

XP_005064723.1: Mesocricetus_auratus; Rodentia

XP_005345921.1: Microtus_ochrogaster; Rodentia

XP_006990999.1: Peromyscus_maniculatus_bairdii; Rodentia

100/100

58/100

87/100 NP_033736.1: Mus_musculus; Rodentia

XP_021025154.1: Mus_caroli; Rodentia

XP_021075752.1: Mus_pahari; Rodentia

NP_062085.1: Rattus_norvegicus; Rodentia

XP_008843995.1: Nannospalax_galili; Rodentia

XP_021505805.1: Meriones_unguiculatus; Rodentia

XP_004659738.1: Jaculus_jaculus; Rodentia

86/100

100/100

89/100

-/100

92/100 XP_003473434.1: Cavia_porcellus; Rodentia

XP_004640864.1: Octodon_degus; Rodentia

XP_010620214.1: Fukomys_damarensis; Rodentia

XP_004854746.1: Heterocephalus_glaber; Rodentia

XP_005405065.1: Chinchilla_lanigera; Rodentia

XP_020024418.1: Castor_canadensis; Rodentia

100/100

98/100 XP_005320443.1: Ictidomys_tridecemlineatus; Rodentia

XP_026268236.1: Urocitellus_parryii; Rodentia

XP_027803799.1: Marmota_flaviventris; Rodentia

XP_002722940.1: Oryctolagus_cuniculus; Lagomorpha

95/100 XP_008156849.1: Eptesicus_fuscus; Chiroptera

XP_019481903.1: Hipposideros_armiger; Chiroptera

XP_006146076.1: Tupaia_chinensis; Scandentia

XP_006902127.1: Elephantulus_edwardii; Macroscelidea

100/100

XP_006269914.1: Alligator_mississippiensis; Crocodylia

XP_019405417.1: Crocodylus_porosus; Crocodylia

XP_019383121.1: Gavialis_gangeticus; Crocodylia

100/100 XP_020823844.1: Phascolarctos_cinereus; Metatheria

XP_027711812.1: Vombatus_ursinus; Metatheria

XP_010892484.1: Esox_lucius; Actinopterygii

95/100

68/100

97/100

82/100

93/100

98/100

91/100

87/-

84/-

81/-

99/100

100/100 XP_010002223.1: Chaetura_pelagica; Aves

XP_010002224.1: Chaetura_pelagica; Aves

XP_008498953.1: Calypte_anna; Aves

90/100 XP_010561162.1: Haliaeetus_leucocephalus; Aves

XP_011573592.1: Aquila_chrysaetos_canadensis; Aves

86/100

75/100 XP_005505301.1: Columba_livia; Aves

XP_009566086.1: Cuculus_canorus; Aves

XP_019326185.1: Aptenodytes_forsteri; Aves

XP_009878393.1: Charadrius_vociferus; Aves

XP_014800963.1: Calidris_pugnax; Aves

100/100 XP_005234290.1: Falco_peregrinus; Aves

XP_014134630.2: Falco_cherrug; Aves

91/-

97/100

82/100

-/100 NP_990503.1: Gallus_gallus; Aves

XP_010726469.1: Meleagris_gallopavo; Aves

XP_015738454.1: Coturnix_japonica; Aves

XP_021230591.1: Numida_meleagris; Aves

XP_013054702.1: Anser_cygnoides_domesticus; Aves

100/100

93/100

75/100 XP_027487319.1: Corapipo_altera; Aves

XP_027592440.1: Pipra_filicauda; Aves

XP_008924542.2: Manacus_vitellinus; Aves

XP_027557368.1: Neopelma_chrysocephalum; Aves

XP_014747597.1: Sturnus_vulgaris; Aves

XP_005533023.2: Pseudopodoces_humilis; Aves

XP_021403622.1: Lonchura_striata_domestica; Aves

50/100 XP_003228277.1: Anolis_carolinensis; Lepidosauria

XP_025898553.1: Nothoprocta_perdicaria; Aves

XP_019136248.1: Corvus_cornix_cornix; Aves

90/100

79/100

96/100

96/100

81/100

76/100 XP_002195916.1: Taeniopygia_guttata; Aves

XP_021402926.1: Lonchura_striata_domestica; Aves

95/100 XP_005430102.1: Geospiza_fortis; Aves

XP_009096494.1: Serinus_canaria; Aves

98/100 XP_005521426.1: Pseudopodoces_humilis; Aves

XP_015493946.1: Parus_major; Aves

XP_014744747.1: Sturnus_vulgaris; Aves

XP_005051641.1: Ficedula_albicollis; Aves

XP_008640153.1: Corvus_brachyrhynchos; Aves

98/100

100/100

80/100

87/100

-/100 XP_017672400.1: Lepidothrix_coronata; Aves

XP_027567959.1: Pipra_filicauda; Aves

XP_017936928.1: Manacus_vitellinus; Aves

XP_027513407.1: Corapipo_altera; Aves

XP_027553799.1: Neopelma_chrysocephalum; Aves

XP_027744386.1: Empidonax_traillii; Aves

100/100 XP_010223399.1: Tinamus_guttatus; Aves

XP_025899408.1: Nothoprocta_perdicaria; Aves

90/-

89/-

100/100

72/100

100/100

100/100 XP_023604686.1: Myotis_lucifugus; Chiroptera

XP_023604685.1: Myotis_lucifugus; Chiroptera

XP_008158516.1: Eptesicus_fuscus; Chiroptera

99/100 XP_016051520.1: Miniopterus_natalensis; Chiroptera

XP_016055259.1: Miniopterus_natalensis; Chiroptera

100/100 XP_024427708.1: Desmodus_rotundus; Chiroptera

XP_024427710.1: Desmodus_rotundus; Chiroptera

79/-

100/100

100/100 XP_008172650.1: Chrysemys_picta_bellii; Testudines

XP_007065908.1: Chelonia_mydas; Testudines

XP_006128091.1: Pelodiscus_sinensis; Testudines

XP_001515149.1: Ornithorhynchus_anatinus; Monotremata

94/- XP_009999633.1: Chaetura_pelagica; Aves

XP_008496816.1: Calypte_anna; Aves

XP_003228820.1: Anolis_carolinensis; Lepidosauria

85/-

99/-

89/-

80/-

70/-

100/-

99/-

93/-

83/-

89/-

67/-

80/-

66/-

85/-

77/-

82/-

69/-

84/-

95/-

87/-

84/-

76/-

91/-

100/-

99/-

95/-

99/100

94/100

99/100

94/100

60/100

79/100

85/-

75/-

74/-

83/-

76/-

83/-

86/100

82/100

100/100 XP_009972363.1: Tyto_alba; Aves

XP_009972340.1: Tyto_alba; Aves

XP_010305896.1: Balearica_regulorum_gibbericeps; Aves

XP_010120024.1: Chlamydotis_macqueenii; Aves

83/- XP_009934044.1: Opisthocomus_hoazin; Aves

XP_009644204.1: Egretta_garzetta; Aves

XP_009957959.1: Leptosomus_discolor; Aves

XP_010568622.1: Haliaeetus_leucocephalus; Aves

91/-

76/100

100/100 XP_009562875.1: Cuculus_canorus; Aves

XP_009562878.1: Cuculus_canorus; Aves

XP_010295608.1: Phaethon_lepturus; Aves

97/100

86/100 XP_009284687.1: Aptenodytes_forsteri; Aves

XP_009284688.1: Aptenodytes_forsteri; Aves

XP_009318317.1: Pygoscelis_adeliae; Aves

76/-

74/-

89/-

76/-

XP_010181524.1: Mesitornis_unicolor; Aves

XP_009476550.1: Pelecanus_crispus; Aves

XP_009511564.1: Phalacrocorax_carbo; Aves

74/- XP_009466076.1: Nipponia_nippon; Aves

XP_009582089.1: Fulmarus_glacialis; Aves

XP_009869802.1: Apaloderma_vittatum; Aves

XP_010082493.1: Pterocles_gutturalis; Aves

XP_011577511.1: Aquila_chrysaetos_canadensis; Aves

95/100

70/100

100/100

98/100

-/100 XP_008941321.1: Merops_nubicus; Aves

XP_008941322.1: Merops_nubicus; Aves

XP_008941323.1: Merops_nubicus; Aves

XP_008941320.1: Merops_nubicus; Aves

XP_014791720.1: Calidris_pugnax; Aves

XP_009887518.1: Charadrius_vociferus; Aves

75/-

87/100

89/100

75/100

79/100

-/100 XP_008926299.2: Manacus_vitellinus; Aves

XP_027569030.1: Pipra_filicauda; Aves

XP_017668911.1: Lepidothrix_coronata; Aves

XP_027512476.1: Corapipo_altera; Aves

XP_027539553.1: Neopelma_chrysocephalum; Aves

88/100 XP_009076921.1: Acanthisitta_chloris; Aves

XP_009991994.1: Chaetura_pelagica; Aves

XP_027745291.1: Empidonax_traillii; Aves

XP_026714658.1: Athene_cunicularia; Aves

83/100

100/100 XP_005229046.1: Falco_peregrinus; Aves

XP_005435706.1: Falco_cherrug; Aves

XP_009984545.1: Tauraco_erythrolophus; Aves

52/100 XP_010012315.1: Nestor_notabilis; Aves

XP_010195714.1: Colius_striatus; Aves

XP_008496755.1: Calypte_anna; Aves

XP_009695577.1: Cariama_cristata; Aves

XP_005504559.1: Columba_livia; Aves

78/100

95/100

-/100

-/100

55/100

79/100

85/100

-/100

95/100 XP_018771392.1: Serinus_canaria; Aves

XP_018771391.1: Serinus_canaria; Aves

XP_005420398.1: Geospiza_fortis; Aves

XP_005487470.1: Zonotrichia_albicollis; Aves

XP_021405229.1: Lonchura_striata_domestica; Aves

XP_014726150.1: Sturnus_vulgaris; Aves

XP_005054472.1: Ficedula_albicollis; Aves

99/100

-/100 XP_005523079.1: Pseudopodoces_humilis; Aves

XP_015498358.1: Parus_major; Aves

XP_023792613.1: Cyanistes_caeruleus; Aves

99/100 XP_008631680.1: Corvus_brachyrhynchos; Aves

XP_010390671.1: Corvus_cornix_cornix; Aves

100/100 XP_009895235.1: Picoides_pubescens; Aves

XP_009895225.1: Picoides_pubescens; Aves

-/100

96/100

80/100

68/100 NP_001290102.1: Meleagris_gallopavo; Aves

XP_021267960.1: Numida_meleagris; Aves

XP_015732105.1: Coturnix_japonica; Aves

NP_990849.1: Gallus_gallus; Aves

99/100 NP_001297350.1: Anas_platyrhynchos; Aves

XP_013030340.1: Anser_cygnoides_domesticus; Aves

82/100

90/100

88/100

97/100 XP_013814428.1: Apteryx_australis_mantelli; Aves

XP_025938772.1: Apteryx_rowi; Aves

XP_025968258.1: Dromaius_novaehollandiae; Aves

XP_009688348.1: Struthio_camelus_australis; Aves

90/100 XP_010219456.1: Tinamus_guttatus; Aves

XP_025909888.1: Nothoprocta_perdicaria; Aves

79/100

90/100

100/100

87/100 NP_001273776.1: Alligator_sinensis; Crocodylia

XP_014466124.1: Alligator_mississippiensis; Crocodylia

61/100 XP_019368539.1: Gavialis_gangeticus; Crocodylia

XP_019397543.1: Crocodylus_porosus; Crocodylia

99/100

87/100

87/100 XP_005289125.1: Chrysemys_picta_bellii; Testudines

XP_026506370.1: Terrapene_mexicana_triunguis; Testudines

XP_007062784.1: Chelonia_mydas; Testudines

XP_006112977.1: Pelodiscus_sinensis; Testudines

100/100

-/100

100/100

98/100

100/100 XP_026560125.1: Pseudonaja_textilis; Lepidosauria

XP_026547382.1: Notechis_scutatus; Lepidosauria

XP_015682953.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007436312.1: Python_bivittatus; Lepidosauria

76/100 XP_008122082.2: Anolis_carolinensis; Lepidosauria

XP_015261900.1: Gekko_japonicus; Lepidosauria

XP_020658070.1: Pogona_vitticeps; Lepidosauria

66/100

100/100

92/100

89/100

74/100

73/- XP_016286160.1: Monodelphis_domestica; Metatheria

XP_016280458.1: Monodelphis_domestica; Metatheria

XP_001363482.1: Monodelphis_domestica; Metatheria

67/100 XP_016284704.1: Monodelphis_domestica; Metatheria

XP_016287838.1: Monodelphis_domestica; Metatheria

XP_016284236.1: Monodelphis_domestica; Metatheria

-/100

95/100

83/100 XP_020864101.1: Phascolarctos_cinereus; Metatheria

XP_020837991.1: Phascolarctos_cinereus; Metatheria

XP_027730641.1: Vombatus_ursinus; Metatheria

XP_003761602.1: Sarcophilus_harrisii; Metatheria

XP_001512727.3: Ornithorhynchus_anatinus; Monotremata

96/-

90/-

82/-

58/-

99/100

52/100

100/100

95/100

51/100

100/100

98/100

68/100

87/100 XP_026531551.1: Notechis_scutatus; Lepidosauria

XP_026557543.1: Pseudonaja_textilis; Lepidosauria

XP_013921350.1: Thamnophis_sirtalis; Lepidosauria

XP_015670662.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007419915.2: Python_bivittatus; Lepidosauria

XP_020669001.1: Pogona_vitticeps; Lepidosauria

XP_008102340.2: Anolis_carolinensis; Lepidosauria

XP_015264215.1: Gekko_japonicus; Lepidosauria

99/100

92/100

100/100 XP_008165885.2: Chrysemys_picta_bellii; Testudines

XP_024068143.1: Terrapene_mexicana_triunguis; Testudines

XP_006134922.1: Pelodiscus_sinensis; Testudines

XP_007070993.1: Chelonia_mydas; Testudines

100/100

81/100 XP_001370868.3: Monodelphis_domestica; Metatheria

XP_027705927.1: Vombatus_ursinus; Metatheria

XP_020856456.1: Phascolarctos_cinereus; Metatheria

100/100 XP_014350131.1: Latimeria_chalumnae; Coelacanthiformes

XP_014350135.1: Latimeria_chalumnae; Coelacanthiformes

94/100

100/100

92/100 NP_001165634.1: Xenopus_laevis; Amphibia

NP_001089852.1: Xenopus_laevis; Amphibia

NP_989332.1: Xenopus_tropicalis; Amphibia

XP_018423728.1: Nanorana_parkeri; Amphibia

58/-

80/-

93/-

99/-

100/100 XP_015926744.1: Parasteatoda_tepidariorum; Arthropoda

XP_015926753.1: Parasteatoda_tepidariorum; Arthropoda

100/100 XP_014771927.1: Octopus_bimaculoides; Mollusca

XP_014779484.1: Octopus_bimaculoides; Mollusca

95/100 XP_020366648.1: Rhincodon_typus; Chondrichthyes

NP_001279247.1: Callorhinchus_milii; Chondrichthyes

100/100 XP_020376146.1: Rhincodon_typus; Chondrichthyes

NP_001279672.1: Callorhinchus_milii; Chondrichthyes

100/100

100/100

90/100 NP_998884.1: Xenopus_tropicalis; Amphibia

NP_001082422.1: Xenopus_laevis; Amphibia

XP_018094537.1: Xenopus_laevis; Amphibia

XP_018427227.1: Nanorana_parkeri; Amphibia

XP_005992382.1: Latimeria_chalumnae; Coelacanthiformes

96/100

83/100

63/-

100/100

88/100

74/100

90/100 XP_026106155.1: Carassius_auratus; Actinopterygii

XP_026067183.1: Carassius_auratus; Actinopterygii

XP_016361526.1: Sinocyclocheilus_anshuiensis; Actinopterygii

92/100 XP_016136449.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016324144.1: Sinocyclocheilus_anshuiensis; Actinopterygii

NP_853632.3: Danio_rerio; Actinopterygii

XP_012682616.1: Clupea_harengus; Actinopterygii

98/100

88/100

81/100 XP_007247883.1: Astyanax_mexicanus; Actinopterygii

XP_017558662.1: Pygocentrus_nattereri; Actinopterygii

XP_026879329.1: Electrophorus_electricus; Actinopterygii

98/100

85/100 XP_026785415.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_027004264.1: Tachysurus_fulvidraco; Actinopterygii

XP_017310157.1: Ictalurus_punctatus; Actinopterygii

84/100

86/100

98/100 XP_023670662.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018595388.1: Scleropages_formosus; Actinopterygii

XP_023687434.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018588245.1: Scleropages_formosus; Actinopterygii

XP_006637184.1: Lepisosteus_oculatus; Actinopterygii

80/-

100/100

92/-

86/-

91/-

81/-

71/-

74/-

93/-

85/-

100/100

100/100

73/100

75/100

91/100

-/100 XP_021451454.1: Oncorhynchus_mykiss; Actinopterygii

XP_021451455.1: Oncorhynchus_mykiss; Actinopterygii

NP_001117707.1: Oncorhynchus_mykiss; Actinopterygii

XP_020327314.1: Oncorhynchus_kisutch; Actinopterygii

100/100

94/100 XP_021448349.1: Oncorhynchus_mykiss; Actinopterygii

XP_021448752.1: Oncorhynchus_mykiss; Actinopterygii

XP_024264891.1: Oncorhynchus_tshawytscha; Actinopterygii

99/100

93/100 NP_001116997.1: Salmo_salar; Actinopterygii

XP_014050011.1: Salmo_salar; Actinopterygii

100/100 XP_014042641.1: Salmo_salar; Actinopterygii

XP_013985441.1: Salmo_salar; Actinopterygii

83/100 XP_010903576.1: Esox_lucius; Actinopterygii

XP_010901423.1: Esox_lucius; Actinopterygii

86/100 XP_017272165.1: Kryptolebias_marmoratus; Actinopterygii

XP_013887800.1: Austrofundulus_limnaeus; Actinopterygii

100/100 NP_001098278.1: Oryzias_latipes; Actinopterygii

XP_024128556.1: Oryzias_melastigma; Actinopterygii

97/100

82/100

93/100

-/100

95/100

88/100 XP_007574424.1: Poecilia_formosa; Actinopterygii

XP_014902936.1: Poecilia_latipinna; Actinopterygii

XP_014859441.1: Poecilia_mexicana; Actinopterygii

98/100 XP_005806106.1: Xiphophorus_maculatus; Actinopterygii

XP_027897695.1: Xiphophorus_couchianus; Actinopterygii

NP_001284404.1: Poecilia_reticulata; Actinopterygii

XP_012705818.1: Fundulus_heteroclitus; Actinopterygii

XP_015234082.1: Cyprinodon_variegatus; Actinopterygii

72/-

99/100

97/100 XP_022063516.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023150299.1: Amphiprion_ocellaris; Actinopterygii

XP_008300333.1: Stegastes_partitus; Actinopterygii

86/-

100/100 NP_001295108.1: Cynoglossus_semilaevis; Actinopterygii

XP_008328443.1: Cynoglossus_semilaevis; Actinopterygii

XP_020506963.1: Labrus_bergylta; Actinopterygii

70/-

62/-

82/-

97/100

86/100

88/100

-/100 XP_005743534.1: Pundamilia_nyererei, Astatotilapia_calliptera; Actinopterygii

XP_005946270.1: Haplochromis_burtoni; Actinopterygii

XP_004560794.1: Maylandia_zebra; Actinopterygii

XP_006798048.1: Neolamprologus_brichardi; Actinopterygii

XP_003443175.1: Oreochromis_niloticus; Actinopterygii

XP_019732902.1: Hippocampus_comes; Actinopterygii

XP_026218662.1: Anabas_testudineus; Actinopterygii

XP_027140724.1: Larimichthys_crocea; Actinopterygii

84/100

92/100 XP_022612776.1: Seriola_dumerili; Actinopterygii

XP_023252974.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018523182.1: Lates_calcarifer; Actinopterygii

XP_019965179.1: Paralichthys_olivaceus; Actinopterygii

XP_003964470.1: Takifugu_rubripes; Actinopterygii

100/100 XP_020782947.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_020782948.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_026180539.1: Mastacembelus_armatus; Actinopterygii

XP_015800880.1: Nothobranchius_furzeri; Actinopterygii

XP_020476920.1: Monopterus_albus; Actinopterygii

100/100

87/-

86/100

82/-

96/-

75/-

52/-

100/100

88/100

94/100

77/-

100/100

95/100 XP_026027378.1: Astatotilapia_calliptera; Actinopterygii

XP_004568349.2: Maylandia_zebra; Actinopterygii

XP_005952745.1: Haplochromis_burtoni; Actinopterygii

XP_005929392.1: Haplochromis_burtoni; Actinopterygii

74/-

76/100 XP_026027377.1: Astatotilapia_calliptera; Actinopterygii

XP_004568354.1: Maylandia_zebra; Actinopterygii

XP_005750241.1: Pundamilia_nyererei; Actinopterygii

XP_006796239.1: Neolamprologus_brichardi; Actinopterygii

83/- XP_003455997.3: Oreochromis_niloticus; Actinopterygii

XP_003455994.1: Oreochromis_niloticus; Actinopterygii

100/100

100/100 XP_013770640.1: Pundamilia_nyererei; Actinopterygii

XP_012779335.1: Maylandia_zebra; Actinopterygii

XP_003455995.1: Oreochromis_niloticus; Actinopterygii

XP_003972351.1: Takifugu_rubripes; Actinopterygii

95/100

88/100

99/100

94/100

100/100

89/100

98/100

87/100 XP_007549631.1: Poecilia_formosa; Actinopterygii

XP_014829602.1: Poecilia_mexicana; Actinopterygii

XP_014889429.1: Poecilia_latipinna; Actinopterygii

XP_008402967.1: Poecilia_reticulata; Actinopterygii

98/100 XP_005812013.1: Xiphophorus_maculatus; Actinopterygii

XP_027872882.1: Xiphophorus_couchianus; Actinopterygii

XP_012737914.1: Fundulus_heteroclitus; Actinopterygii

XP_015248684.1: Cyprinodon_variegatus; Actinopterygii

91/100

80/100 XP_013866827.1: Austrofundulus_limnaeus; Actinopterygii

XP_017286391.1: Kryptolebias_marmoratus; Actinopterygii

XP_015821675.1: Nothobranchius_furzeri; Actinopterygii

100/100 XP_024115147.1: Oryzias_melastigma; Actinopterygii

XP_004066026.1: Oryzias_latipes; Actinopterygii

XP_026214890.1: Anabas_testudineus; Actinopterygii

66/100 XP_026158521.1: Mastacembelus_armatus; Actinopterygii

XP_020478403.1: Monopterus_albus; Actinopterygii

100/100 XP_022594077.1: Seriola_dumerili; Actinopterygii

XP_023286381.1: Seriola_lalandi_dorsalis; Actinopterygii

99/100

97/100 XP_022053963.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023122558.1: Amphiprion_ocellaris; Actinopterygii

XP_008290663.1: Stegastes_partitus; Actinopterygii

XP_018555290.1: Lates_calcarifer; Actinopterygii

54/-

92/100 XP_008314854.1: Cynoglossus_semilaevis; Actinopterygii

XP_019958658.1: Paralichthys_olivaceus; Actinopterygii

XP_010776110.1: Notothenia_coriiceps; Actinopterygii

XP_010731935.1: Larimichthys_crocea; Actinopterygii

XP_020498794.1: Labrus_bergylta; Actinopterygii

100/100

71/100

100/100 XP_020389083.1: Rhincodon_typus; Chondrichthyes

XP_020389073.1: Rhincodon_typus; Chondrichthyes

XP_020371093.1: Rhincodon_typus; Chondrichthyes

XP_006007852.1: Latimeria_chalumnae; Coelacanthiformes

100/100

100/100

94/100

91/100

87/100

74/-

86/- XP_016105203.1: Sinocyclocheilus_grahami; Actinopterygii

XP_026060405.1: Carassius_auratus; Actinopterygii

98/100 XP_016390096.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016390097.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016347318.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_018944977.1: Cyprinus_carpio; Actinopterygii

99/100

70/100

90/100

-/100

91/100 XP_016135098.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016135099.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016386928.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016360370.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_018924920.1: Cyprinus_carpio; Actinopterygii

XP_026114193.1: Carassius_auratus; Actinopterygii

NP_571106.2: Danio_rerio; Actinopterygii

85/100

80/100 XP_007260329.1: Astyanax_mexicanus; Actinopterygii

XP_017572763.1: Pygocentrus_nattereri; Actinopterygii

XP_026871542.1: Electrophorus_electricus; Actinopterygii

99/100

50/100 XP_017312989.1: Ictalurus_punctatus; Actinopterygii

XP_026784633.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026998742.1: Tachysurus_fulvidraco; Actinopterygii

95/-

79/-

83/-

84/-

61/-

100/100

94/-

79/-

73/-

92/-

95/-

83/-

88/100

90/100

96/100

100/100

94/100

94/100

98/100

-/100

-/100

-/100 XP_027376274.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_019838715.1: Bos_indicus; Cetartiodactyla

XP_005897526.1: Bos_mutus; Cetartiodactyla

XP_010851791.1: Bison_bison_bison; Cetartiodactyla

XP_010815069.1: Bos_taurus; Cetartiodactyla

XP_006055669.1: Bubalus_bubalis; Cetartiodactyla

92/100

79/100

76/100 XP_011979743.1: Ovis_aries_musimon; Cetartiodactyla

XP_027835866.1: Ovis_aries; Cetartiodactyla

XP_005979202.1: Pantholops_hodgsonii; Cetartiodactyla

XP_005694740.2: Capra_hircus; Cetartiodactyla

XP_020772145.1: Odocoileus_virginianus_texanus; Cetartiodactyla

XP_005674537.3: Sus_scrofa; Cetartiodactyla

-/100

100/100

91/100

53/100 XP_006180417.1: Camelus_ferus; Cetartiodactyla

XP_010976055.1: Camelus_dromedarius; Cetartiodactyla

XP_010964576.1: Camelus_bactrianus; Cetartiodactyla

XP_006206084.1: Vicugna_pacos; Cetartiodactyla

100/100

100/100

98/100 XP_004286825.1: Orcinus_orca; Cetartiodactyla

XP_026956880.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_024621149.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007198472.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

-/100

100/100

76/-

95/100 XP_004380544.1: Trichechus_manatus_latirostris; Sirenia

XP_003408097.1: Loxodonta_africana; Proboscidea

XP_007942345.1: Orycteropus_afer_afer; Tubulidentata

XP_006875399.1: Chrysochloris_asiatica; Chrysochloridae

84/100 XP_006891587.1: Elephantulus_edwardii; Macroscelidea

XP_004703656.1: Echinops_telfairi; Tenrecidae

94/100

78/100 XP_004608506.1: Sorex_araneus; Eulipotyphla

XP_007516954.1: Erinaceus_europaeus; Eulipotyphla

XP_004678356.1: Condylura_cristata; Eulipotyphla

-/100

100/100

95/100

95/100

-/100

89/100

86/100

97/100

-/100 XP_025748229.1: Callorhinus_ursinus; Carnivora

XP_027462374.1: Zalophus_californianus; Carnivora

XP_027974944.1: Eumetopias_jubatus; Carnivora

XP_004408809.1: Odobenus_rosmarus_divergens; Carnivora

84/100 XP_006744460.1: Leptonychotes_weddellii; Carnivora

XP_021557855.1: Neomonachus_schauinslandi; Carnivora

100/100 XP_004744680.1: Mustela_putorius_furo; Carnivora

XP_022373839.1: Enhydra_lutris_kenyoni; Carnivora

100/100

73/100 XP_008689619.1: Ursus_maritimus; Carnivora

XP_026354718.1: Ursus_arctos_horribilis; Carnivora

XP_002926113.1: Ailuropoda_melanoleuca; Carnivora

100/100

94/100 XP_544346.1: Canis_lupus_familiaris; Carnivora

XP_025303751.1: Canis_lupus_dingo; Carnivora

XP_025874737.1: Vulpes_vulpes; Carnivora

100/100

80/100

75/100 XP_014928053.1: Acinonyx_jubatus; Carnivora

XP_025779472.1: Puma_concolor; Carnivora

XP_003981025.1: Felis_catus; Carnivora

88/100 XP_019269845.1: Panthera_pardus; Carnivora

XP_007079984.1: Panthera_tigris_altaica; Carnivora

86/100

98/100

100/100

98/100 XP_006912538.1: Pteropus_alecto; Chiroptera

XP_011369340.1: Pteropus_vampyrus; Chiroptera

XP_016015952.1: Rousettus_aegyptiacus; Chiroptera

XP_019503746.1: Hipposideros_armiger; Chiroptera

97/100

100/100

75/100 XP_001495371.3: Equus_caballus; Perissodactyla

XP_008539290.1: Equus_przewalskii; Perissodactyla

XP_014715865.1: Equus_asinus; Perissodactyla

XP_004422895.1: Ceratotherium_simum_simum; Perissodactyla

100/100

96/100

94/100 XP_027719296.1: Vombatus_ursinus; Metatheria

XP_020853218.1: Phascolarctos_cinereus; Metatheria

XP_003759426.1: Sarcophilus_harrisii; Metatheria

XP_001365902.1: Monodelphis_domestica; Metatheria

XP_008567459.1: Galeopterus_variegatus; Dermoptera

-/100

60/100

100/100

96/100

99/100

76/100

90/100

75/100

87/100 XP_021795069.1: Papio_anubis; Primates

XP_025244749.1: Theropithecus_gelada; Primates

XP_011945406.1: Cercocebus_atys; Primates

XP_011823246.1: Mandrillus_leucophaeus; Primates

92/100

88/100 XP_005557001.1: Macaca_fascicularis; Primates

XP_001101792.1: Macaca_mulatta; Primates

XP_011770276.1: Macaca_nemestrina; Primates

75/100

88/100

-/100 XP_010355119.1: Rhinopithecus_roxellana, Rhinopithecus_bieti; Primates

XP_023066201.1: Piliocolobus_tephrosceles; Primates

XP_011798304.1: Colobus_angolensis_palliatus; Primates

XP_007971336.1: Chlorocebus_sabaeus; Primates

74/100

-/100

95/100

86/100

92/100 XP_001140995.1: Pan_troglodytes; Primates

XP_003827439.1: Pan_paniscus; Primates

NP_001017992.1: Homo_sapiens; Primates

XP_004058870.1: Gorilla_gorilla_gorilla; Primates

XP_003265997.1: Nomascus_leucogenys; Primates

XP_002815623.1: Pongo_abelii; Primates

98/100

87/100

XP_017404191.1: Cebus_capucinus_imitator; Primates

XP_003925881.1: Saimiri_boliviensis_boliviensis; Primates

XP_008990277.1: Callithrix_jacchus; Primates

XP_012312674.1: Aotus_nancymaae; Primates

-/100

71/100

100/100 XP_012631175.1: Microcebus_murinus; Primates

XP_012510729.1: Propithecus_coquereli; Primates

XP_003782795.1: Otolemur_garnettii; Primates

XP_008054464.1: Carlito_syrichta; Primates

98/100 XP_017200220.1: Oryctolagus_cuniculus; Lagomorpha

XP_004583769.1: Ochotona_princeps; Lagomorpha

XP_006149032.1: Tupaia_chinensis; Scandentia

-/100

100/100

88/100

92/100 XP_004623136.1: Octodon_degus; Rodentia

XP_005392734.1: Chinchilla_lanigera; Rodentia

XP_003470290.1: Cavia_porcellus; Rodentia

100/100 XP_010625210.1: Fukomys_damarensis; Rodentia

XP_004848555.1: Heterocephalus_glaber; Rodentia

100/100

51/100 XP_005319663.1: Ictidomys_tridecemlineatus; Rodentia

XP_026241721.1: Urocitellus_parryii; Rodentia

86/100 XP_027793963.1: Marmota_flaviventris; Rodentia

XP_015352856.1: Marmota_marmota_marmota; Rodentia

XP_020009888.1: Castor_canadensis; Rodentia

XP_012880760.1: Dipodomys_ordii; Rodentia

96/100

99/100

56/100

98/100

100/100

98/100 NP_780706.1: Mus_musculus; Rodentia

XP_021036415.1: Mus_caroli; Rodentia

XP_021064122.1: Mus_pahari; Rodentia

NP_001099879.1: Rattus_norvegicus; Rodentia

XP_021489292.1: Meriones_unguiculatus; Rodentia

95/100

75/100

95/100

100/100 XP_003512854.1: Cricetulus_griseus; Rodentia

XP_003512853.1: Cricetulus_griseus; Rodentia

XP_005065601.1: Mesocricetus_auratus; Rodentia

XP_005356846.1: Microtus_ochrogaster; Rodentia

XP_006981724.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_008830814.1: Nannospalax_galili; Rodentia

XP_004664980.1: Jaculus_jaculus; Rodentia

100/100

100/100

96/100 XP_027714056.1: Vombatus_ursinus; Metatheria

XP_020850325.1: Phascolarctos_cinereus; Metatheria

XP_001379436.1: Monodelphis_domestica; Metatheria

XP_012402194.2: Sarcophilus_harrisii; Metatheria

98/-

79/100

91/-

94/-

80/-

86/-

58/-

58/-

70/-

67/-

77/-

57/100

-/100

100/100 XP_010130388.1: Buceros_rhinoceros_silvestris; Aves

XP_010130387.1: Buceros_rhinoceros_silvestris; Aves

XP_005515487.1: Columba_livia; Aves

91/100 XP_014812171.1: Calidris_pugnax; Aves

XP_009909897.1: Picoides_pubescens; Aves

XP_010085288.1: Pterocles_gutturalis; Aves

100/100 XP_005145792.1: Melopsittacus_undulatus; Aves

XP_010012889.1: Nestor_notabilis; Aves

XP_010196911.1: Colius_striatus; Aves

XP_009934170.1: Opisthocomus_hoazin; Aves

XP_009870298.1: Apaloderma_vittatum; Aves

XP_010161954.1: Antrostomus_carolinensis; Aves

XP_010283823.1: Phaethon_lepturus; Aves

89/-

87/-

88/-

85/-

56/-

99/100 XP_009922437.1: Haliaeetus_albicilla, Haliaeetus_leucocephalus; Aves

XP_011588368.1: Aquila_chrysaetos_canadensis; Aves

XP_010297260.1: Balearica_regulorum_gibbericeps; Aves

XP_009964367.1: Tyto_alba; Aves

52/100 XP_009573992.1: Fulmarus_glacialis; Aves

XP_009277128.1: Aptenodytes_forsteri; Aves

XP_009979092.1: Tauraco_erythrolophus; Aves

XP_009467921.1: Nipponia_nippon; Aves

73/100 XP_009512649.1: Phalacrocorax_carbo; Aves

XP_010146290.1: Eurypyga_helias; Aves

XP_009956530.1: Leptosomus_discolor; Aves

-/100 XP_009703264.1: Cariama_cristata; Aves

XP_026711631.1: Athene_cunicularia; Aves

64/-

100/100

64/100 XP_009680943.1: Struthio_camelus_australis; Aves

XP_025971064.1: Dromaius_novaehollandiae; Aves

96/100 XP_013814215.1: Apteryx_australis_mantelli; Aves

XP_025924220.1: Apteryx_rowi; Aves

81/100

100/100 XP_005239451.1: Falco_peregrinus; Aves

XP_005437512.1: Falco_cherrug; Aves

XP_009488701.1: Pelecanus_crispus; Aves

XP_009642204.1: Egretta_garzetta; Aves

100/100

87/-

66/- NP_001007825.1: Gallus_gallus; Aves

XP_015728172.1: Coturnix_japonica; Aves

XP_003209375.1: Meleagris_gallopavo; Aves

XP_021262847.1: Numida_meleagris; Aves

XP_010187462.1: Mesitornis_unicolor; Aves

XP_009567156.1: Cuculus_canorus; Aves

100/100

100/100 XP_006020346.1: Alligator_sinensis; Crocodylia

XP_006273214.1: Alligator_mississippiensis; Crocodylia

82/100 XP_019360001.1: Gavialis_gangeticus; Crocodylia

XP_019388863.1: Crocodylus_porosus; Crocodylia

87/100

100/100

100/100

88/100 XP_019373377.1: Gavialis_gangeticus; Crocodylia

XP_019387646.1: Crocodylus_porosus; Crocodylia

94/100 XP_006021319.1: Alligator_sinensis; Crocodylia

XP_006277779.1: Alligator_mississippiensis; Crocodylia

XP_024057676.1: Terrapene_mexicana_triunguis; Testudines

99/100

100/100

68/- XP_020659504.1: Pogona_vitticeps; Lepidosauria

XP_003228823.1: Anolis_carolinensis; Lepidosauria

XP_020659503.1: Pogona_vitticeps; Lepidosauria

XP_015275502.1: Gekko_japonicus; Lepidosauria

85/-

100/100

57/100 XP_019389370.1: Crocodylus_porosus; Crocodylia

XP_019359521.1: Gavialis_gangeticus; Crocodylia

XP_006275176.2: Alligator_mississippiensis; Crocodylia

98/100 XP_018588225.1: Scleropages_formosus; Actinopterygii

XP_017569539.1: Pygocentrus_nattereri; Actinopterygii

77/-

100/100

87/100 XP_008172938.1: Chrysemys_picta_bellii; Testudines

XP_024063690.1: Terrapene_mexicana_triunguis; Testudines

XP_027687213.1: Chelonia_mydas; Testudines

XP_018588221.1: Scleropages_formosus; Actinopterygii

XP_012878920.1: Dipodomys_ordii; Rodentia

XP_006143676.1: Tupaia_chinensis; Scandentia

XP_008574178.1: Galeopterus_variegatus; Dermoptera

100/100 XP_003795487.1: Otolemur_garnettii; Primates

XP_012658062.1: Otolemur_garnettii; Primates

97/100

79/100

91/100

80/100

96/100

82/100

87/100

-/100

87/100

-/100

88/100

-/100

92/100 XP_025257369.1: Theropithecus_gelada; Primates

XP_025257367.1: Theropithecus_gelada; Primates

XP_003895737.1: Papio_anubis, Theropithecus_gelada; Primates

XP_025221047.1: Theropithecus_gelada; Primates

XP_011942892.1: Cercocebus_atys; Primates

XP_011851632.1: Mandrillus_leucophaeus; Primates

NP_001028256.1: Macaca_mulatta; Primates

86/100

XP_011766668.1: Macaca_nemestrina; Primates

XP_014985863.1: Macaca_mulatta; Primates

NP_001271954.1: Macaca_fascicularis; Primates

NP_001317202.1: Chlorocebus_sabaeus; Primates

85/100

-/100

-/100 XP_010379963.1: Rhinopithecus_roxellana; Primates

XP_010355321.1: Rhinopithecus_roxellana; Primates

XP_010365296.1: Rhinopithecus_roxellana; Primates

XP_017741684.1: Rhinopithecus_bieti; Primates

98/100

72/100 XP_023053640.1: Piliocolobus_tephrosceles; Primates

XP_023073333.1: Piliocolobus_tephrosceles; Primates

XP_023056025.2: Piliocolobus_tephrosceles; Primates

96/100

92/100

86/100

88/100

77/100 XP_008961539.1: Pan_paniscus; Primates

XP_008971426.1: Pan_paniscus; Primates

NP_001009945.1: Pan_troglodytes; Primates

NP_001092.1: Homo_sapiens; Primates

XP_018886164.1: Gorilla_gorilla_gorilla; Primates

NP_001126826.1: Pongo_abelii; Primates

100/100

93/100

99/100

81/100

82/100

95/100

-/100

93/100

97/100 XP_016860232.1: Homo_sapiens; Primates

XP_016860222.1: Homo_sapiens; Primates

76/100 XP_016859648.1: Homo_sapiens; Primates

NP_001093241.1: Homo_sapiens; Primates

88/100 XP_024210566.1: Pan_troglodytes; Primates

XP_024210561.1: Pan_troglodytes; Primates

XP_018877231.1: Gorilla_gorilla_gorilla; Primates

XP_024210583.1: Pan_troglodytes; Primates

XP_024099453.1: Pongo_abelii; Primates

XP_024095167.1: Pongo_abelii; Primates

100/100

94/100

80/100 XP_011797114.1: Colobus_angolensis_palliatus; Primates

XP_017738014.1: Rhinopithecus_bieti; Primates

-/100 XP_026305545.1: Piliocolobus_tephrosceles; Primates

XP_011797688.1: Colobus_angolensis_palliatus; Primates

-/100

91/100 XP_008017958.1: Chlorocebus_sabaeus; Primates

XP_007960619.1: Chlorocebus_sabaeus; Primates

XP_021789415.1: Papio_anubis; Primates

XP_024097462.1: Pongo_abelii; Primates

67/100

90/-

77/-

100/100

-/100

75/100 XP_002749016.3: Callithrix_jacchus; Primates

XP_002763052.3: Callithrix_jacchus; Primates

XP_008981959.1: Callithrix_jacchus; Primates

XP_002751826.1: Callithrix_jacchus; Primates

90/-

XP_021524930.1: Aotus_nancymaae; Primates

XP_012301888.1: Aotus_nancymaae; Primates

XP_017399630.1: Cebus_capucinus_imitator; Primates

XP_012310998.1: Aotus_nancymaae; Primates

77/100 XP_010343671.1: Saimiri_boliviensis_boliviensis; Primates

XP_017389318.1: Cebus_capucinus_imitator; Primates

XP_021533064.1: Aotus_nancymaae; Primates

XP_010338649.1: Saimiri_boliviensis_boliviensis; Primates

XP_020041566.1: Castor_canadensis; Rodentia

100/100 XP_012614407.1: Microcebus_murinus; Primates

XP_012494379.1: Propithecus_coquereli; Primates

XP_004691980.1: Condylura_cristata; Eulipotyphla

XP_016069128.1: Miniopterus_natalensis; Chiroptera

93/-

84/-

63/-

98/100

98/100

52/100

-/100

-/100 XP_015357507.1: Marmota_marmota_marmota; Rodentia

XP_015333278.1: Marmota_marmota_marmota; Rodentia

XP_027782642.1: Marmota_flaviventris; Rodentia

XP_005340095.1: Ictidomys_tridecemlineatus; Rodentia

XP_027775535.1: Marmota_flaviventris; Rodentia

100/100

98/100 XP_027785968.1: Marmota_flaviventris; Rodentia

XP_015350350.1: Marmota_marmota_marmota; Rodentia

97/100 XP_026268287.1: Urocitellus_parryii; Rodentia

XP_005340212.1: Ictidomys_tridecemlineatus; Rodentia

XP_004671363.1: Jaculus_jaculus; Rodentia

99/100

80/100

70/100

99/100 XP_004647790.1: Octodon_degus; Rodentia

XP_004636475.1: Octodon_degus; Rodentia

XP_005397899.1: Chinchilla_lanigera; Rodentia

NP_001166380.1: Cavia_porcellus; Rodentia

94/100 XP_010641141.1: Fukomys_damarensis; Rodentia

XP_004840438.1: Heterocephalus_glaber; Rodentia

91/100

100/100

62/-

80/100

93/100

96/100 XP_007646855.1: Cricetulus_griseus; Rodentia

NP_001231504.1: Cricetulus_griseus; Rodentia

NP_001268524.1: Mesocricetus_auratus; Rodentia

XP_005368059.1: Microtus_ochrogaster; Rodentia

100/100 XP_006992734.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_006992733.1: Peromyscus_maniculatus_bairdii; Rodentia

-/100

98/100

93/100

97/100 NP_031419.1: Mus_musculus; Rodentia

XP_021019553.1: Mus_caroli; Rodentia

XP_021042765.1: Mus_pahari; Rodentia

NP_112406.1: Rattus_norvegicus; Rodentia

XP_021508648.1: Meriones_unguiculatus; Rodentia

XP_008849594.1: Nannospalax_galili; Rodentia

XP_017519674.1: Manis_javanica; Pholidota

XP_024432502.1: Desmodus_rotundus; Chiroptera

100/100 NP_001182774.2: Canis_lupus; Carnivora

XP_025867157.1: Vulpes_vulpes; Carnivora

XP_004440930.1: Ceratotherium_simum_simum; Perissodactyla

100/100

74/100 XP_006906625.1: Pteropus_alecto; Chiroptera

XP_011362131.1: Pteropus_vampyrus; Chiroptera

XP_016010695.1: Rousettus_aegyptiacus; Chiroptera

100/100

98/100

91/100

-/100 XP_005870268.1: Myotis_brandtii; Chiroptera

XP_006093229.1: Myotis_lucifugus; Chiroptera

XP_005879009.1: Myotis_brandtii; Chiroptera

XP_006765504.1: Myotis_davidii; Chiroptera

XP_008154229.1: Eptesicus_fuscus; Chiroptera

XP_019493102.1: Hipposideros_armiger; Chiroptera

78/-

96/-

82/-

98/100

71/-

76/- XP_006889170.1: Elephantulus_edwardii; Macroscelidea

XP_006891919.1: Elephantulus_edwardii; Macroscelidea

XP_006885108.1: Elephantulus_edwardii; Macroscelidea

XP_006899107.1: Elephantulus_edwardii; Macroscelidea

XP_006903006.1: Elephantulus_edwardii; Macroscelidea

XP_012373767.1: Dasypus_novemcinctus; Xenarthra

-/100

97/100 XP_010594571.1: Loxodonta_africana; Proboscidea

XP_004380888.1: Trichechus_manatus_latirostris; Sirenia

XP_007939296.1: Orycteropus_afer_afer; Tubulidentata

100/100

97/100

90/100

92/100 XP_014713867.1: Equus_asinus; Perissodactyla

XP_014690583.1: Equus_asinus; Perissodactyla

XP_014711001.1: Equus_asinus; Perissodactyla

-/100 XP_023510770.1: Equus_caballus; Perissodactyla

XP_008513609.1: Equus_przewalskii; Perissodactyla

NP_001075307.1: Equus_caballus; Perissodactyla

-/100

71/100

100/100

88/100

50/100

100/100

82/100

100/100 XP_025130274.1: Bubalus_bubalis; Cetartiodactyla

NP_001277861.1: Bubalus_bubalis; Cetartiodactyla

XP_010844072.1: Bison_bison_bison; Cetartiodactyla

NP_776404.2: Bos_taurus; Cetartiodactyla

XP_027383816.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_019843421.1: Bos_indicus; Cetartiodactyla

XP_005887384.1: Bos_mutus; Cetartiodactyla

XP_005982179.1: Pantholops_hodgsonii; Cetartiodactyla

74/100

96/100 XP_017895320.1: Capra_hircus; Cetartiodactyla

NP_001301271.1: Capra_hircus; Cetartiodactyla

NP_001009784.1: Ovis_aries; Cetartiodactyla

XP_020730372.1: Odocoileus_virginianus_texanus; Cetartiodactyla

98/100

-/100

94/100

64/100

96/100 XP_004269004.1: Orcinus_orca; Cetartiodactyla

XP_026981497.1: Lagenorhynchus_obliquidens; Cetartiodactyla

-/100 XP_022421129.1: Delphinapterus_leucas; Cetartiodactyla

XP_024619220.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007447141.1: Lipotes_vexillifer; Cetartiodactyla

100/100 XP_023974866.1: Physeter_catodon; Cetartiodactyla

XP_007129366.1: Physeter_catodon; Cetartiodactyla

XP_007186830.2: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

-/100

100/100

93/100

98/100

92/100

99/100 XP_010961755.1: Camelus_bactrianus; Cetartiodactyla

XP_014420309.1: Camelus_ferus; Cetartiodactyla

XP_015095676.1: Vicugna_pacos; Cetartiodactyla

XP_006195376.2: Camelus_ferus; Cetartiodactyla

100/100

97/100 XP_014413755.1: Camelus_ferus; Cetartiodactyla

XP_010981715.1: Camelus_dromedarius; Cetartiodactyla

XP_015107789.1: Vicugna_pacos; Cetartiodactyla

100/100

90/-

89/- XP_010990806.1: Camelus_dromedarius; Cetartiodactyla

XP_010964501.1: Camelus_bactrianus; Cetartiodactyla

XP_015107926.1: Vicugna_pacos; Cetartiodactyla

100/100 XP_010948284.1: Camelus_bactrianus; Cetartiodactyla

XP_014422586.1: Camelus_ferus; Cetartiodactyla

96/100

97/100 XP_006176156.1: Camelus_ferus, Camelus_bactrianus; Cetartiodactyla

XP_010996228.1: Camelus_dromedarius; Cetartiodactyla

XP_006210450.1: Vicugna_pacos; Cetartiodactyla

99/100

96/100

97/100

90/100

88/100 XP_025719592.1: Callorhinus_ursinus; Carnivora

XP_025738472.1: Callorhinus_ursinus; Carnivora

89/100 XP_027468103.1: Zalophus_californianus; Carnivora

XP_027944334.1: Eumetopias_jubatus; Carnivora

XP_004394207.1: Odobenus_rosmarus_divergens; Carnivora

90/100 XP_006734419.1: Leptonychotes_weddellii; Carnivora

XP_021535924.1: Neomonachus_schauinslandi; Carnivora

100/100 XP_004775070.1: Mustela_putorius_furo; Carnivora

XP_022356605.1: Enhydra_lutris_kenyoni; Carnivora

95/100 XP_026372117.1: Ursus_arctos_horribilis; Carnivora

XP_002916509.1: Ailuropoda_melanoleuca; Carnivora

100/100 XP_006941961.2: Felis_catus; Carnivora

XP_026898110.1: Acinonyx_jubatus; Carnivora

XP_003124328.1: Sus_scrofa; Cetartiodactyla

96/-

97/-

92/-

100/-

83/-

100/100

-/100

99/100

83/100

74/100 XP_005784943.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005786438.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005784939.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005782432.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

97/100

100/100 XP_005758142.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005766800.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005768436.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

64/-

-/100

83/100 XP_005766765.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005785139.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005785137.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005766767.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

94/- XP_005770739.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_023256295.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_017489411.1: Rhagoletis_zephyria; Arthropoda

100/100 XP_001699068.1: Chlamydomonas_reinhardtii; Chlorophyta

XP_002955536.1: Volvox_carteri_f._nagariensis; Chlorophyta

93/- XP_004695563.1: Condylura_cristata; Eulipotyphla

XP_007957779.1: Orycteropus_afer_afer; Tubulidentata

NP_001095153.1: Oryctolagus_cuniculus; Lagomorpha

92/100 XP_004617406.1: Sorex_araneus; Eulipotyphla

XP_004603876.1: Sorex_araneus; Eulipotyphla

XP_007525116.1: Erinaceus_europaeus; Eulipotyphla

94/100

85/100

77/100

99/100

96/100

100/100

92/100

-/100

-/100

86/100

99/100 XP_025218402.1: Theropithecus_gelada; Primates

XP_025218401.1: Theropithecus_gelada; Primates

XP_003913607.1: Papio_anubis; Primates

88/100

74/100 XP_014976066.1: Macaca_mulatta; Primates

NP_001271653.1: Macaca_fascicularis; Primates

XP_011718490.1: Macaca_nemestrina; Primates

XP_011848881.1: Mandrillus_leucophaeus; Primates

74/100

100/100

74/100 XP_008011433.1: Chlorocebus_sabaeus; Primates

XP_007963439.1: Chlorocebus_sabaeus; Primates

XP_007959428.1: Chlorocebus_sabaeus; Primates

XP_011921552.1: Cercocebus_atys; Primates

94/100

75/100

87/100

69/100

87/100 XP_010352583.1: Rhinopithecus_roxellana; Primates

XP_017734769.1: Rhinopithecus_bieti; Primates

XP_010386608.1: Rhinopithecus_roxellana; Primates

XP_010369252.1: Rhinopithecus_roxellana; Primates

100/100 XP_011815535.1: Colobus_angolensis_palliatus; Primates

XP_011815463.1: Colobus_angolensis_palliatus; Primates

76/100 XP_023067340.1: Piliocolobus_tephrosceles; Primates

XP_023047466.2: Piliocolobus_tephrosceles; Primates

64/100

89/100

90/100

-/100 NP_001605.1: Homo_sapiens; Primates

XP_004040872.1: Gorilla_gorilla_gorilla; Primates

93/100 XP_003831173.1: Pan_paniscus; Primates

XP_016786157.1: Pan_troglodytes; Primates

XP_009250409.1: Pongo_abelii; Primates

100/100 XP_012367864.1: Nomascus_leucogenys; Primates

XP_003274870.1: Nomascus_leucogenys; Primates

100/100

94/100

100/100

83/-

XP_008987529.1: Callithrix_jacchus; Primates

XP_002757742.1: Callithrix_jacchus; Primates

XP_017821891.1: Callithrix_jacchus; Primates

64/- XP_002758560.1: Callithrix_jacchus; Primates

XP_002748261.1: Callithrix_jacchus; Primates

61/100 XP_017380370.1: Cebus_capucinus_imitator; Primates

XP_010349143.1: Saimiri_boliviensis_boliviensis; Primates

73/100

88/100 XP_012308165.1: Aotus_nancymaae; Primates

XP_012315401.1: Aotus_nancymaae; Primates

XP_012292253.1: Aotus_nancymaae; Primates

52/100

91/100

-/100

97/100

87/100

-/100

96/100

83/100

51/100

86/100

100/100

94/-

95/100 NP_033739.1: Mus_musculus; Rodentia

XP_021031208.1: Mus_caroli; Rodentia

XP_021067147.1: Mus_pahari; Rodentia

XP_027260561.1: Cricetulus_griseus; Rodentia

100/100 NP_001120921.1: Rattus_norvegicus; Rodentia

XP_002728578.2: Rattus_norvegicus; Rodentia

XP_006984899.1: Peromyscus_maniculatus_bairdii; Rodentia

99/100 XP_003496930.2: Cricetulus_griseus; Rodentia

XP_027284381.1: Cricetulus_griseus; Rodentia

XP_005350909.1: Microtus_ochrogaster; Rodentia

XP_021493060.1: Meriones_unguiculatus; Rodentia

XP_004655321.1: Jaculus_jaculus; Rodentia

XP_008826829.1: Nannospalax_galili; Rodentia

XP_020043675.1: Castor_canadensis; Rodentia

98/100

67/100

98/100

-/100

100/100

86/100 XP_004627171.1: Octodon_degus; Rodentia

XP_023578688.1: Octodon_degus; Rodentia

XP_012370642.1: Octodon_degus; Rodentia

XP_013361520.1: Chinchilla_lanigera; Rodentia

XP_003464851.1: Cavia_porcellus; Rodentia

XP_012933617.1: Heterocephalus_glaber; Rodentia

XP_010616920.1: Fukomys_damarensis; Rodentia

XP_005332707.2: Ictidomys_tridecemlineatus; Rodentia

XP_008567052.1: Galeopterus_variegatus; Dermoptera

79/100

74/100 XP_012511818.1: Propithecus_coquereli; Primates

XP_012644914.1: Microcebus_murinus; Primates

XP_003786113.1: Otolemur_garnettii; Primates

XP_006172147.2: Tupaia_chinensis; Scandentia

100/100

92/100

82/100

87/100

100/100

97/100 XP_027482209.1: Zalophus_californianus; Carnivora

XP_027968116.1: Eumetopias_jubatus; Carnivora

XP_025715375.1: Callorhinus_ursinus; Carnivora

100/100 XP_021536589.1: Neomonachus_schauinslandi; Carnivora

XP_006752408.1: Leptonychotes_weddellii; Carnivora

82/100

100/100 XP_008692076.1: Ursus_maritimus; Carnivora

XP_026339692.1: Ursus_arctos_horribilis; Carnivora

XP_011216383.1: Ailuropoda_melanoleuca; Carnivora

100/100

98/100 XP_025324074.1: Canis_lupus_dingo; Carnivora

NP_001003349.2: Canis_lupus_familiaris; Carnivora

XP_025855715.1: Vulpes_vulpes; Carnivora

100/100

79/100 XP_007099147.2: Panthera_tigris_altaica; Carnivora

XP_019321482.1: Panthera_pardus; Carnivora

54/100 XP_023100072.1: Felis_catus; Carnivora

XP_026907943.1: Acinonyx_jubatus; Carnivora

99/100 XP_012909756.1: Mustela_putorius_furo; Carnivora

XP_022378881.1: Enhydra_lutris_kenyoni; Carnivora

XP_003357976.1: Sus_scrofa; Cetartiodactyla

91/-

92/-

55/100

64/-

91/100

96/100

100/100

82/100

74/100

96/100

86/100

-/100 NP_001028790.1: Bos_taurus; Cetartiodactyla

XP_019837062.1: Bos_indicus; Cetartiodactyla

XP_027373774.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

-/100 XP_005905452.1: Bos_mutus; Cetartiodactyla

XP_010854616.1: Bison_bison_bison; Cetartiodactyla

XP_025135478.1: Bubalus_bubalis; Cetartiodactyla

97/100

75/100 XP_011964823.2: Ovis_aries; Cetartiodactyla

XP_017919092.1: Capra_hircus; Cetartiodactyla

XP_005963829.1: Pantholops_hodgsonii; Cetartiodactyla

XP_020762125.1: Odocoileus_virginianus_texanus; Cetartiodactyla

100/100

86/100

-/100

99/100

-/100 XP_019796283.1: Tursiops_truncatus; Cetartiodactyla

XP_026936802.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_004275611.1: Orcinus_orca; Cetartiodactyla

-/100 XP_022445051.1: Delphinapterus_leucas; Cetartiodactyla

XP_024616427.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007462391.1: Lipotes_vexillifer; Cetartiodactyla

74/100 XP_007125705.1: Physeter_catodon; Cetartiodactyla

XP_007185913.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

99/100

100/100

93/100 XP_023507564.1: Equus_caballus; Perissodactyla

XP_008518606.1: Equus_przewalskii; Perissodactyla

XP_014719674.1: Equus_asinus; Perissodactyla

XP_004432908.1: Ceratotherium_simum_simum; Perissodactyla

68/100 XP_019517489.1: Hipposideros_armiger; Chiroptera

XP_024409556.1: Desmodus_rotundus; Chiroptera

100/100

99/100 XP_006926969.2: Pteropus_alecto; Chiroptera

XP_023394379.1: Pteropus_vampyrus; Chiroptera

XP_016019318.1: Rousettus_aegyptiacus; Chiroptera

100/100

88/100 XP_010948971.1: Camelus_bactrianus; Cetartiodactyla

XP_010997836.1: Camelus_dromedarius; Cetartiodactyla

XP_006199509.1: Vicugna_pacos; Cetartiodactyla

XP_017536125.1: Manis_javanica; Pholidota

89/100

95/100

87/100

100/100 XP_006753072.1: Myotis_davidii; Chiroptera

XP_015415449.1: Myotis_davidii; Chiroptera

XP_014386747.1: Myotis_brandtii; Chiroptera

XP_027986231.1: Eptesicus_fuscus; Chiroptera

XP_016070943.1: Miniopterus_natalensis; Chiroptera

100/100 XP_016048746.1: Erinaceus_europaeus; Eulipotyphla

XP_007534802.1: Erinaceus_europaeus; Eulipotyphla

97/100

100/100 XP_003417431.1: Loxodonta_africana; Proboscidea

XP_004374150.1: Trichechus_manatus_latirostris; Sirenia

XP_006869574.1: Chrysochloris_asiatica; Chrysochloridae

99/-

86/-

100/-

97/-

100/-

100/100

85/100

96/100 XP_014380747.1: Alligator_sinensis; Crocodylia

XP_014380746.1: Alligator_sinensis; Crocodylia

XP_019342030.1: Alligator_mississippiensis; Crocodylia

91/100 XP_019371339.1: Gavialis_gangeticus; Crocodylia

XP_019397841.1: Crocodylus_porosus; Crocodylia

100/100

97/100 XP_010226323.1: Tinamus_guttatus; Aves

XP_025892612.1: Nothoprocta_perdicaria; Aves

95/100 XP_013806576.1: Apteryx_australis_mantelli, Apteryx_rowi; Aves

XP_025978707.1: Dromaius_novaehollandiae; Aves

-/100

100/100 XP_010576860.1: Haliaeetus_leucocephalus; Aves

XP_011585049.1: Aquila_chrysaetos_canadensis; Aves

XP_009281779.2: Aptenodytes_forsteri; Aves

XP_014806967.1: Calidris_pugnax; Aves

100/100

97/100 XP_015735544.1: Coturnix_japonica; Aves

NP_001295542.1: Gallus_gallus; Aves

XP_021270110.1: Numida_meleagris; Aves

100/100

98/100

83/100

95/100

59/- XP_027510214.1: Corapipo_altera; Aves

XP_027581203.1: Pipra_filicauda; Aves

XP_017667527.1: Lepidothrix_coronata; Aves

XP_027547492.1: Neopelma_chrysocephalum; Aves

XP_027759931.1: Empidonax_traillii; Aves

98/100

50/100

60/100 XP_015501205.1: Parus_major; Aves

XP_005530730.1: Pseudopodoces_humilis; Aves

XP_021389849.1: Lonchura_striata_domestica; Aves

XP_014742958.1: Sturnus_vulgaris; Aves

98/-

100/100

100/100

-/100

98/100

83/100

76/100 XP_021413118.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413122.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413121.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413116.1: Oncorhynchus_mykiss; Actinopterygii

XP_023997352.1: Salvelinus_alpinus; Actinopterygii

81/100

95/100 XP_014057797.1: Salmo_salar; Actinopterygii

XP_014057876.1: Salmo_salar; Actinopterygii

XP_014049876.1: Salmo_salar; Actinopterygii

XP_010872256.1: Esox_lucius; Actinopterygii

XP_006635223.2: Lepisosteus_oculatus; Actinopterygii

XP_012694728.1: Clupea_harengus; Actinopterygii

64/- XP_019717809.1: Hippocampus_comes; Actinopterygii

XP_020773086.1: Boleophthalmus_pectinirostris; Actinopterygii

100/-

98/-

95/-

70/-

88/-

64/-

88/100

-/100

90/100

70/100

-/100

94/100

99/100

92/100

99/100

97/100

86/100 XP_014885421.1: Poecilia_latipinna; Actinopterygii

XP_014830807.1: Poecilia_mexicana; Actinopterygii

XP_007573219.1: Poecilia_formosa; Actinopterygii

XP_008417682.1: Poecilia_reticulata; Actinopterygii

98/100 XP_005809780.1: Xiphophorus_maculatus; Actinopterygii

XP_027874023.1: Xiphophorus_couchianus; Actinopterygii

100/100 XP_014881363.1: Poecilia_latipinna; Actinopterygii

XP_014833705.1: Poecilia_mexicana; Actinopterygii

98/100 XP_015229703.1: Cyprinodon_variegatus; Actinopterygii

XP_012712601.1: Fundulus_heteroclitus; Actinopterygii

98/100 XP_017288572.1: Kryptolebias_marmoratus; Actinopterygii

XP_013882805.1: Austrofundulus_limnaeus; Actinopterygii

97/100

100/100

100/100

100/100 XP_014885420.1: Poecilia_latipinna; Actinopterygii

XP_007573220.1: Poecilia_formosa; Actinopterygii

97/100 XP_005809779.1: Xiphophorus_maculatus; Actinopterygii

XP_027874026.1: Xiphophorus_couchianus; Actinopterygii

XP_015229704.1: Cyprinodon_variegatus; Actinopterygii

XP_017288573.1: Kryptolebias_marmoratus; Actinopterygii

XP_015229708.1: Cyprinodon_variegatus; Actinopterygii

XP_012714522.1: Fundulus_heteroclitus; Actinopterygii

XP_015815812.1: Nothobranchius_furzeri; Actinopterygii

100/100

76/100

99/100

94/100

100/100 XP_023814601.1: Oryzias_latipes; Actinopterygii

XP_023814600.1: Oryzias_latipes; Actinopterygii

XP_004072874.1: Oryzias_latipes; Actinopterygii

XP_020561954.1: Oryzias_latipes; Actinopterygii

XP_011477986.1: Oryzias_latipes; Actinopterygii

97/100 XP_024116512.1: Oryzias_melastigma; Actinopterygii

XP_024116514.1: Oryzias_melastigma; Actinopterygii

100/100

99/100

87/100 XP_014269710.2: Maylandia_zebra; Actinopterygii

XP_026044701.1: Astatotilapia_calliptera; Actinopterygii

XP_005754021.1: Pundamilia_nyererei; Actinopterygii

XP_005949198.1: Haplochromis_burtoni; Actinopterygii

XP_003444532.1: Oreochromis_niloticus; Actinopterygii

90/-

92/-

89/-

94/- XP_017485285.1: Rhagoletis_zephyria; Arthropoda

XP_027220757.1: Penaeus_vannamei; Arthropoda

XP_026198285.1: Anabas_testudineus; Actinopterygii

XP_026198258.1: Anabas_testudineus; Actinopterygii

XP_011616661.1: Takifugu_rubripes; Actinopterygii

XP_010792310.1: Notothenia_coriiceps; Actinopterygii

XP_019966803.1: Paralichthys_olivaceus; Actinopterygii

89/-

100/100 XP_022624940.1: Seriola_dumerili; Actinopterygii

XP_023257111.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_027133335.1: Larimichthys_crocea; Actinopterygii

XP_018519362.1: Lates_calcarifer; Actinopterygii

-/100 XP_020450872.1: Monopterus_albus; Actinopterygii

XP_026177115.1: Mastacembelus_armatus; Actinopterygii

XP_023143074.1: Amphiprion_ocellaris; Actinopterygii

99/-

95/-

87/-

98/100

88/100

98/100

100/100

100/100

100/100

78/100

98/100

99/100 XP_002610800.1: Branchiostoma_floridae; Cephalochordata

XP_002610801.1: Branchiostoma_floridae; Cephalochordata

XP_002610799.1: Branchiostoma_floridae; Cephalochordata

XP_002610798.1: Branchiostoma_floridae; Cephalochordata

XP_002610797.1: Branchiostoma_floridae; Cephalochordata

XP_019637201.1: Branchiostoma_belcheri; Cephalochordata

XP_019637338.1: Branchiostoma_belcheri; Cephalochordata

98/100

88/100

100/100 XP_002610803.1: Branchiostoma_floridae; Cephalochordata

XP_002610802.1: Branchiostoma_floridae; Cephalochordata

XP_019637393.1: Branchiostoma_belcheri; Cephalochordata

XP_019637200.1: Branchiostoma_belcheri; Cephalochordata

99/100

100/100 XP_002601937.1: Branchiostoma_floridae; Cephalochordata

XP_019639517.1: Branchiostoma_belcheri; Cephalochordata

XP_019635371.1: Branchiostoma_belcheri; Cephalochordata

100/100

62/100

93/100 XP_019637340.1: Branchiostoma_belcheri; Cephalochordata

XP_019637343.1: Branchiostoma_belcheri; Cephalochordata

XP_019637339.1: Branchiostoma_belcheri; Cephalochordata

-/100 XP_002610809.1: Branchiostoma_floridae; Cephalochordata

XP_002610808.1: Branchiostoma_floridae; Cephalochordata

100/100 XP_019637346.1: Branchiostoma_belcheri; Cephalochordata

XP_019637347.1: Branchiostoma_belcheri; Cephalochordata

100/100

99/100

87/100

XP_002610567.1: Branchiostoma_floridae; Cephalochordata

XP_002603133.1: Branchiostoma_floridae; Cephalochordata

XP_002590525.1: Branchiostoma_floridae; Cephalochordata

90/100 XP_019637248.1: Branchiostoma_belcheri; Cephalochordata

XP_019637761.1: Branchiostoma_belcheri; Cephalochordata

XP_019647614.1: Branchiostoma_belcheri; Cephalochordata

100/-

90/-

98/-

99/-

99/100

74/100

77/100

100/100

100/100 XP_005105689.1: Aplysia_californica; Mollusca

XP_005105684.1: Aplysia_californica; Mollusca

XP_005103138.1: Aplysia_californica; Mollusca

XP_013067610.1: Biomphalaria_glabrata; Mollusca

XP_005092009.1: Aplysia_californica; Mollusca

XP_019922877.1: Crassostrea_gigas; Mollusca

XP_021346449.1: Mizuhopecten_yessoensis; Mollusca

XP_022103903.1: Acanthaster_planci; Echinodermata

92/100

92/100

100/100 XP_002590163.1: Branchiostoma_floridae; Cephalochordata

XP_002588006.1: Branchiostoma_floridae; Cephalochordata

XP_002590161.1: Branchiostoma_floridae; Cephalochordata

XP_002588007.1: Branchiostoma_floridae; Cephalochordata

XP_002590512.1: Branchiostoma_floridae; Cephalochordata

XP_019640346.1: Branchiostoma_belcheri; Cephalochordata

XP_002590158.1: Branchiostoma_floridae; Cephalochordata

80/-

64/100

100/100 XP_002606072.1: Branchiostoma_floridae; Cephalochordata

XP_019641989.1: Branchiostoma_belcheri; Cephalochordata

100/100 XP_002592016.1: Branchiostoma_floridae; Cephalochordata

XP_002592018.1: Branchiostoma_floridae; Cephalochordata

91/- XP_022103479.1: Acanthaster_planci; Echinodermata

XP_002610810.1: Branchiostoma_floridae; Cephalochordata

83/-

93/-

95/100

100/100

94/100

82/100

99/100 XP_796638.3: Strongylocentrotus_purpuratus; Echinodermata

XP_796654.2: Strongylocentrotus_purpuratus; Echinodermata

XP_797655.1: Strongylocentrotus_purpuratus; Echinodermata

XP_794999.1: Strongylocentrotus_purpuratus; Echinodermata

100/100 XP_011670747.1: Strongylocentrotus_purpuratus; Echinodermata

XP_011670748.1: Strongylocentrotus_purpuratus; Echinodermata

XP_797504.1: Strongylocentrotus_purpuratus; Echinodermata

XP_011680957.1: Strongylocentrotus_purpuratus; Echinodermata

100/100

100/100 XP_009027497.1: Helobdella_robusta; Annelida

XP_009027498.1: Helobdella_robusta; Annelida

XP_009024738.1: Helobdella_robusta; Annelida

100/100

96/100

91/100 XP_014669034.1: Priapulus_caudatus; Priapulida

XP_014662266.1: Priapulus_caudatus; Priapulida

XP_014662277.1: Priapulus_caudatus; Priapulida

XP_014676452.1: Priapulus_caudatus; Priapulida

85/-

78/-

100/-

77/100 XP_025112942.1: Pomacea_canaliculata; Mollusca

XP_025110090.1: Pomacea_canaliculata; Mollusca

XP_013071866.1: Biomphalaria_glabrata; Mollusca

XP_025112424.1: Pomacea_canaliculata; Mollusca

82/- XP_013070997.1: Biomphalaria_glabrata; Mollusca

NP_001191580.1: Aplysia_californica; Mollusca

100/100

99/100

XP_024348028.1: Echinococcus_granulosus; Platyhelminthes

XP_024347274.1: Echinococcus_granulosus; Platyhelminthes

XP_024347275.1: Echinococcus_granulosus; Platyhelminthes

100/100 XP_024345678.1: Echinococcus_granulosus; Platyhelminthes

XP_024350533.1: Echinococcus_granulosus; Platyhelminthes

99/-

79/-

100/-

54/-

92/-

90/-

98/-

100/-

57/-

68/-

94/-

99/-

100/-

66/-

82/-

99/-

97/-

67/-

78/-

87/-

80/-

94/100

97/100 NP_524367.1: Drosophila_melanogaster; Arthropoda

XP_016034553.1: Drosophila_simulans; Arthropoda

-/100 XP_002097730.1: Drosophila_yakuba; Arthropoda

XP_026831618.1: Drosophila_erecta; Arthropoda

100/100 XP_016925443.1: Drosophila_suzukii; Arthropoda

XP_016952383.1: Drosophila_biarmipes; Arthropoda

82/100 XP_017053452.1: Drosophila_ficusphila; Arthropoda

XP_017008988.1: Drosophila_takahashii; Arthropoda

-/100 XP_016979269.1: Drosophila_rhopaloa; Arthropoda

XP_017118708.1: Drosophila_elegans; Arthropoda

93/100 XP_020818633.1: Drosophila_serrata; Arthropoda

XP_017031544.1: Drosophila_kikkawai; Arthropoda

98/100 XP_001954513.1: Drosophila_ananassae; Arthropoda

XP_017101869.1: Drosophila_bipectinata; Arthropoda

XP_017067677.1: Drosophila_eugracilis; Arthropoda

98/100

96/100

50/100 XP_002137155.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_026840230.1: Drosophila_persimilis; Arthropoda

XP_017143475.1: Drosophila_miranda; Arthropoda

XP_022221246.1: Drosophila_obscura; Arthropoda

98/100

58/100

99/100 XP_001999160.1: Drosophila_mojavensis; Arthropoda

XP_017869752.1: Drosophila_arizonae; Arthropoda

XP_023164600.1: Drosophila_hydei; Arthropoda

84/100 XP_001989952.1: Drosophila_grimshawi; Arthropoda

XP_002054294.1: Drosophila_virilis; Arthropoda

92/-

99/100

100/100

96/100

99/100

100/100

99/100 XP_011208262.1: Bactrocera_dorsalis; Arthropoda

XP_018797621.1: Bactrocera_latifrons; Arthropoda

XP_014087796.1: Bactrocera_oleae; Arthropoda

XP_011196917.1: Zeugodacus_cucurbitae; Arthropoda

XP_004518136.1: Ceratitis_capitata; Arthropoda

XP_017483891.1: Rhagoletis_zephyria; Arthropoda

100/100

96/-

90/-

100/100

99/100 XP_005182555.1: Musca_domestica; Arthropoda

XP_013100389.1: Stomoxys_calcitrans; Arthropoda

XP_023304278.1: Lucilia_cuprina; Arthropoda

XP_023291988.1: Lucilia_cuprina; Arthropoda

XP_013098905.1: Stomoxys_calcitrans; Arthropoda

XP_005181411.1: Musca_domestica; Arthropoda

XP_002069647.1: Drosophila_willistoni; Arthropoda

XP_017845028.1: Drosophila_busckii; Arthropoda

100/-

96/100

89/100

-/100

93/100

100/100

85/100 XP_002008570.1: Drosophila_mojavensis; Arthropoda

XP_017863548.1: Drosophila_arizonae; Arthropoda

XP_017957133.1: Drosophila_navojoa; Arthropoda

XP_023170599.1: Drosophila_hydei; Arthropoda

XP_002048319.1: Drosophila_virilis; Arthropoda

XP_001985560.1: Drosophila_grimshawi; Arthropoda

100/100 XP_017842136.1: Drosophila_busckii; Arthropoda

XP_017842156.1: Drosophila_busckii; Arthropoda

73/100

99/100

-/100

100/100

100/100

97/100 XP_011206241.1: Bactrocera_dorsalis; Arthropoda

XP_018782531.1: Bactrocera_latifrons; Arthropoda

XP_014093464.1: Bactrocera_oleae; Arthropoda

XP_011183279.1: Zeugodacus_cucurbitae; Arthropoda

XP_004518901.1: Ceratitis_capitata; Arthropoda

XP_017480986.1: Rhagoletis_zephyria; Arthropoda

XP_002068049.1: Drosophila_willistoni; Arthropoda

XP_017846884.1: Drosophila_busckii; Arthropoda

98/100

90/100

99/100 XP_001999127.1: Drosophila_mojavensis; Arthropoda

XP_017873822.1: Drosophila_arizonae; Arthropoda

XP_023179814.1: Drosophila_hydei; Arthropoda

XP_002056070.1: Drosophila_virilis; Arthropoda

XP_001989898.1: Drosophila_grimshawi; Arthropoda

100/100

99/100

89/-

XP_004530029.1: Ceratitis_capitata; Arthropoda

XP_018786741.1: Bactrocera_latifrons; Arthropoda

XP_011208683.2: Bactrocera_dorsalis; Arthropoda

84/- XP_011181929.1: Zeugodacus_cucurbitae; Arthropoda

XP_014090630.1: Bactrocera_oleae; Arthropoda

XP_017478230.1: Rhagoletis_zephyria; Arthropoda

XP_002073085.1: Drosophila_willistoni; Arthropoda

99/100

100/100

75/100 XP_017142762.1: Drosophila_miranda; Arthropoda

XP_002013173.2: Drosophila_persimilis; Arthropoda

XP_001359004.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_022221945.1: Drosophila_obscura; Arthropoda

-/100

62/100

86/100

57/100

-/100

62/100

100/100

95/100

53/100 XP_016034853.1: Drosophila_simulans; Arthropoda

XP_002031326.1: Drosophila_sechellia; Arthropoda

NP_477091.1: Drosophila_melanogaster; Arthropoda

83/100 XP_001980267.1: Drosophila_erecta; Arthropoda

XP_002097534.1: Drosophila_yakuba; Arthropoda

66/100

99/100 XP_016942724.1: Drosophila_suzukii; Arthropoda

XP_016960465.1: Drosophila_biarmipes; Arthropoda

80/100 XP_016970812.1: Drosophila_rhopaloa; Arthropoda

XP_017117379.1: Drosophila_elegans; Arthropoda

XP_017084468.1: Drosophila_eugracilis; Arthropoda

XP_017001287.1: Drosophila_takahashii; Arthropoda

100/100 XP_001953106.1: Drosophila_ananassae; Arthropoda

XP_017104502.1: Drosophila_bipectinata; Arthropoda

100/100 XP_017021434.1: Drosophila_kikkawai; Arthropoda

XP_020809466.1: Drosophila_serrata; Arthropoda

XP_017046435.1: Drosophila_ficusphila; Arthropoda

97/100

92/100

98/100

96/100

100/100

87/-

-/100

87/100

96/100

-/100 XP_002004255.1: Drosophila_mojavensis; Arthropoda

XP_017868271.1: Drosophila_arizonae; Arthropoda

XP_017961306.1: Drosophila_navojoa; Arthropoda

XP_023174795.1: Drosophila_hydei; Arthropoda

XP_001987596.1: Drosophila_grimshawi; Arthropoda

XP_002059414.1: Drosophila_virilis; Arthropoda

50/-

99/100

95/100 XP_002017890.1: Drosophila_persimilis, Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017149703.1: Drosophila_miranda; Arthropoda

XP_022227989.1: Drosophila_obscura; Arthropoda

XP_017837026.1: Drosophila_busckii; Arthropoda

XP_002074960.1: Drosophila_willistoni; Arthropoda

97/100 XP_001959144.1: Drosophila_ananassae; Arthropoda

XP_017093596.1: Drosophila_bipectinata; Arthropoda

XP_020806826.1: Drosophila_serrata; Arthropoda

XP_017027246.1: Drosophila_kikkawai; Arthropoda

94/100

91/100

86/-

52/- XP_002091621.1: Drosophila_yakuba; Arthropoda

XP_017072885.1: Drosophila_eugracilis; Arthropoda

XP_001974973.1: Drosophila_erecta; Arthropoda

NP_523800.1: Drosophila_melanogaster; Arthropoda

XP_002082396.1: Drosophila_simulans; Arthropoda

-/100 XP_016929004.1: Drosophila_suzukii; Arthropoda

XP_016946968.1: Drosophila_biarmipes; Arthropoda

83/100

88/100 XP_016979549.1: Drosophila_rhopaloa; Arthropoda

XP_017126326.1: Drosophila_elegans; Arthropoda

XP_017002078.1: Drosophila_takahashii; Arthropoda

XP_017051608.1: Drosophila_ficusphila; Arthropoda

98/100

92/100

99/100

98/100

83/100

100/100

-/100

100/100 XP_019541796.1: Aedes_albopictus; Arthropoda

XP_019529660.1: Aedes_albopictus; Arthropoda

97/100 XP_019541792.1: Aedes_albopictus; Arthropoda

XP_019529658.1: Aedes_albopictus; Arthropoda

100/100 XP_001654313.1: Aedes_aegypti; Arthropoda

XP_001651745.1: Aedes_aegypti; Arthropoda

92/-

73/-

100/100

100/100 XP_001651744.2: Aedes_aegypti; Arthropoda

XP_019541793.1: Aedes_albopictus; Arthropoda

XP_001862810.1: Culex_quinquefasciatus; Arthropoda

XP_001862809.1: Culex_quinquefasciatus; Arthropoda

XP_001862806.1: Culex_quinquefasciatus; Arthropoda

100/100

96/100

99/100

97/100

98/100 XP_019537677.1: Aedes_albopictus; Arthropoda

XP_019564645.1: Aedes_albopictus; Arthropoda

XP_001660073.1: Aedes_aegypti; Arthropoda

98/100 XP_321420.4: Anopheles_gambiae_str._PEST; Arthropoda

XP_001862348.1: Culex_quinquefasciatus; Arthropoda

XP_001862808.1: Culex_quinquefasciatus; Arthropoda

98/100

100/100 XP_019541795.1: Aedes_albopictus; Arthropoda

XP_019529662.1: Aedes_albopictus; Arthropoda

XP_001654312.1: Aedes_aegypti; Arthropoda

XP_315269.4: Anopheles_gambiae_str._PEST; Arthropoda

91/100

50/100

100/100 XP_001659963.1: Aedes_aegypti; Arthropoda

XP_019557748.1: Aedes_albopictus; Arthropoda

XP_001866863.1: Culex_quinquefasciatus; Arthropoda

XP_313971.4: Anopheles_gambiae_str._PEST; Arthropoda

99/100

98/100

88/100

100/100

95/100

100/100 XP_019563902.1: Aedes_albopictus; Arthropoda

XP_019532411.1: Aedes_albopictus; Arthropoda

XP_001649531.1: Aedes_aegypti; Arthropoda

XP_001847270.1: Culex_quinquefasciatus; Arthropoda

90/100 XP_019563901.1: Aedes_albopictus; Arthropoda

XP_019532410.1: Aedes_albopictus; Arthropoda

XP_001649530.1: Aedes_aegypti; Arthropoda

XP_001847269.1: Culex_quinquefasciatus; Arthropoda

100/100

94/100

95/100

95/-

80/-

97/100

94/100

97/100 XP_002040890.1: Drosophila_sechellia; Arthropoda

XP_016032930.1: Drosophila_simulans; Arthropoda

NP_524210.1: Drosophila_melanogaster; Arthropoda

XP_001973711.1: Drosophila_erecta; Arthropoda

XP_017072348.1: Drosophila_eugracilis; Arthropoda

65/-

78/100 XP_016927008.1: Drosophila_suzukii; Arthropoda

XP_016959429.1: Drosophila_biarmipes; Arthropoda

76/- XP_016977036.1: Drosophila_rhopaloa; Arthropoda

XP_017123005.1: Drosophila_elegans; Arthropoda

XP_017013515.1: Drosophila_takahashii; Arthropoda

XP_017049197.1: Drosophila_ficusphila; Arthropoda

99/100 XP_001958475.1: Drosophila_ananassae; Arthropoda

XP_017102542.1: Drosophila_bipectinata; Arthropoda

99/100 XP_017023019.1: Drosophila_kikkawai; Arthropoda

XP_020803110.1: Drosophila_serrata; Arthropoda

100/100

99/100

89/100 XP_001352883.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_026848039.1: Drosophila_persimilis; Arthropoda

XP_017134834.1: Drosophila_miranda; Arthropoda

XP_022216953.1: Drosophila_obscura; Arthropoda

99/-

90/-

100/-

84/-

91/100

92/-

57/100

59/-

96/100

95/100

100/100

100/100

92/100 XP_002043384.1: Drosophila_sechellia; Arthropoda

XP_016026067.1: Drosophila_simulans; Arthropoda

NP_523625.1: Drosophila_melanogaster; Arthropoda

-/100 XP_026835446.1: Drosophila_erecta; Arthropoda

XP_002090100.1: Drosophila_yakuba; Arthropoda

-/100

100/100 XP_016931470.1: Drosophila_suzukii; Arthropoda

XP_016949648.1: Drosophila_biarmipes; Arthropoda

XP_017074869.1: Drosophila_eugracilis; Arthropoda

XP_017000542.1: Drosophila_takahashii; Arthropoda

XP_017045658.1: Drosophila_ficusphila; Arthropoda

78/100 XP_016977046.1: Drosophila_rhopaloa; Arthropoda

XP_016991777.1: Drosophila_rhopaloa; Arthropoda

XP_017110539.1: Drosophila_elegans; Arthropoda

95/100

51/-

90/100

100/100

100/100 XP_002020732.2: Drosophila_persimilis; Arthropoda

XP_002132912.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_022228946.1: Drosophila_obscura; Arthropoda

100/100 XP_020803338.1: Drosophila_serrata; Arthropoda

XP_017019781.1: Drosophila_kikkawai; Arthropoda

62/100

100/100 XP_020813027.1: Drosophila_serrata; Arthropoda

XP_017036305.1: Drosophila_kikkawai; Arthropoda

100/100 XP_020805744.1: Drosophila_serrata; Arthropoda

XP_017035270.1: Drosophila_kikkawai; Arthropoda

100/100

100/100

87/100 XP_002021770.1: Drosophila_persimilis; Arthropoda

XP_015036728.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017152507.1: Drosophila_miranda; Arthropoda

XP_022232920.1: Drosophila_obscura; Arthropoda

100/100 XP_017017603.1: Drosophila_kikkawai; Arthropoda

XP_020815315.1: Drosophila_serrata; Arthropoda

100/100 XP_001961354.1: Drosophila_ananassae; Arthropoda

XP_017104090.1: Drosophila_bipectinata; Arthropoda

100/100

97/100

84/100 XP_002018578.1: Drosophila_persimilis; Arthropoda

XP_004444310.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017147821.1: Drosophila_miranda; Arthropoda

XP_022230218.1: Drosophila_obscura; Arthropoda

92/100

100/100

76/100

100/100

99/100

83/100 XP_002004473.1: Drosophila_mojavensis; Arthropoda

XP_017866202.1: Drosophila_arizonae; Arthropoda

XP_017960857.1: Drosophila_navojoa; Arthropoda

XP_023176475.1: Drosophila_hydei; Arthropoda

XP_002059335.1: Drosophila_virilis; Arthropoda

XP_001986647.1: Drosophila_grimshawi; Arthropoda

XP_017837194.1: Drosophila_busckii; Arthropoda

XP_002063119.1: Drosophila_willistoni; Arthropoda

82/-

89/-

98/-

96/-

55/100

100/100

93/100

98/100

-/100 XP_002036849.1: Drosophila_sechellia; Arthropoda

XP_016038239.1: Drosophila_simulans; Arthropoda

NP_511052.1: Drosophila_melanogaster; Arthropoda

XP_001977029.1: Drosophila_erecta; Arthropoda

XP_002101323.1: Drosophila_yakuba; Arthropoda

XP_017064088.1: Drosophila_eugracilis; Arthropoda

90/-

-/100 XP_016931695.1: Drosophila_suzukii; Arthropoda

XP_016960277.1: Drosophila_biarmipes; Arthropoda

XP_017009086.1: Drosophila_takahashii; Arthropoda

XP_017003262.1: Drosophila_takahashii; Arthropoda

90/100

98/100 XP_017119405.1: Drosophila_elegans; Arthropoda

XP_016981149.1: Drosophila_rhopaloa; Arthropoda

XP_017048224.1: Drosophila_ficusphila; Arthropoda

100/-

78/- XP_017036167.1: Drosophila_kikkawai; Arthropoda

XP_001628180.1: Nematostella_vectensis; Cnidaria

XP_020804920.1: Drosophila_serrata; Arthropoda

94/100

96/100

52/100

96/100

97/100

90/100

77/100 XP_002009370.1: Drosophila_mojavensis; Arthropoda

XP_017871938.1: Drosophila_arizonae; Arthropoda

XP_017964908.1: Drosophila_navojoa; Arthropoda

XP_023167768.1: Drosophila_hydei; Arthropoda

83/100 XP_001992145.1: Drosophila_grimshawi; Arthropoda

XP_002059576.1: Drosophila_virilis; Arthropoda

XP_017851714.1: Drosophila_busckii; Arthropoda

XP_002064370.1: Drosophila_willistoni; Arthropoda

72/100 XP_014759795.1: Drosophila_ananassae; Arthropoda

XP_017088022.1: Drosophila_bipectinata; Arthropoda

100/100

77/- XP_002024300.1: Drosophila_persimilis; Arthropoda

XP_022226648.1: Drosophila_obscura; Arthropoda

XP_001354857.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017140118.1: Drosophila_miranda; Arthropoda

100/-

80/100

100/100

100/100 XP_019525667.1: Aedes_albopictus; Arthropoda

XP_019533942.1: Aedes_albopictus; Arthropoda

XP_001655175.1: Aedes_aegypti; Arthropoda

XP_001870756.1: Culex_quinquefasciatus; Arthropoda

100/-

100/100 XP_003375861.1: Trichinella_spiralis; Nematoda

XP_003376375.1: Trichinella_spiralis; Nematoda

XP_001230772.1: Anopheles_gambiae_str._PEST; Arthropoda

94/-

97/-

81/-

98/-

88/-

94/-

100/-

55/-

92/-

98/-

99/-

50/-

99/-

57/-

98/-

100/100

83/-

82/-

100/100

-/100

68/100

75/100

73/100 XP_011202215.1: Bactrocera_dorsalis; Arthropoda

XP_018796894.1: Bactrocera_latifrons; Arthropoda

XP_014098836.1: Bactrocera_oleae; Arthropoda

XP_011196319.1: Zeugodacus_cucurbitae; Arthropoda

XP_004526477.1: Ceratitis_capitata; Arthropoda

XP_017486102.1: Rhagoletis_zephyria; Arthropoda

XP_013114010.1: Stomoxys_calcitrans; Arthropoda

86/100 XP_005178998.1: Musca_domestica; Arthropoda

XP_023308445.1: Lucilia_cuprina; Arthropoda

-/100

88/100 XP_005180578.1: Musca_domestica; Arthropoda

XP_013102502.1: Stomoxys_calcitrans; Arthropoda

XP_023292241.1: Lucilia_cuprina; Arthropoda

100/100

-/100

100/100 XP_026467263.1: Ctenocephalides_felis; Arthropoda

XP_026461908.1: Ctenocephalides_felis; Arthropoda

XP_026471974.1: Ctenocephalides_felis; Arthropoda

92/100 XP_026467283.1: Ctenocephalides_felis; Arthropoda

XP_026472989.1: Ctenocephalides_felis; Arthropoda

100/100

64/100

94/100

95/100

NP_001136108.1: Acyrthosiphon_pisum; Arthropoda

XP_015365036.1: Diuraphis_noxia; Arthropoda

XP_022165489.1: Myzus_persicae; Arthropoda

91/100

68/100 XP_025192902.1: Melanaphis_sacchari; Arthropoda

XP_027841315.1: Aphis_gossypii; Arthropoda

XP_026806363.1: Rhopalosiphum_maidis; Arthropoda

100/100

97/100

-/100 XP_001948457.2: Acyrthosiphon_pisum; Arthropoda

XP_015366322.1: Diuraphis_noxia; Arthropoda

XP_022176786.1: Myzus_persicae; Arthropoda

100/100

87/100 XP_025206156.1: Melanaphis_sacchari; Arthropoda

XP_026806827.1: Rhopalosiphum_maidis; Arthropoda

XP_027839590.1: Aphis_gossypii; Arthropoda

91/100 XP_025425635.1: Sipha_flava; Arthropoda

XP_025421026.1: Sipha_flava; Arthropoda

99/-

79/- XP_021948872.1: Folsomia_candida; Arthropoda

XP_017786311.1: Nicrophorus_vespilloides; Arthropoda

XP_017779394.1: Nicrophorus_vespilloides; Arthropoda

80/100

100/100 XP_018336773.1: Agrilus_planipennis; Arthropoda

XP_018335426.1: Agrilus_planipennis; Arthropoda

XP_022910575.1: Onthophagus_taurus; Arthropoda

XP_019877817.1: Aethina_tumida; Arthropoda

XP_019870671.1: Aethina_tumida; Arthropoda

85/100

77/100 XP_019755691.1: Dendroctonus_ponderosae; Arthropoda

XP_023024442.1: Leptinotarsa_decemlineata; Arthropoda

XP_018577421.1: Anoplophora_glabripennis; Arthropoda
100

XP_966495.1: Tribolium_castaneum; Arthropoda

XP_018898263.1: Bemisia_tabaci; Arthropoda

100/100

92/-

96/100 NP_001165843.1: Tribolium_castaneum; Arthropoda

XP_019880418.1: Aethina_tumida; Arthropoda

XP_017768895.1: Nicrophorus_vespilloides; Arthropoda

XP_018561158.1: Anoplophora_glabripennis; Arthropoda

XP_018567750.1: Anoplophora_glabripennis; Arthropoda

96/100

90/-

90/100

99/100

96/100

90/100

56/-

93/100

73/100

90/100

76/100

57/100

-/100

96/100

97/100

100/100

100/100

80/100

-/100 XP_018342370.1: Trachymyrmex_septentrionalis; Arthropoda

XP_011055426.1: Acromyrmex_echinatior; Arthropoda

XP_018357405.1: Trachymyrmex_cornetzi; Arthropoda

XP_018046363.1: Atta_colombica; Arthropoda

98/100

-/100

64/100 XP_018046365.1: Atta_colombica; Arthropoda

XP_018342358.1: Trachymyrmex_septentrionalis; Arthropoda

XP_018357406.1: Trachymyrmex_cornetzi; Arthropoda

XP_011055428.1: Acromyrmex_echinatior; Arthropoda

100/100 XP_018403559.1: Cyphomyrmex_costatus; Arthropoda

XP_018403560.1: Cyphomyrmex_costatus; Arthropoda

XP_011698151.1: Wasmannia_auropunctata; Arthropoda

-/100 XP_024871731.1: Temnothorax_curvispinosus; Arthropoda

XP_024871733.1: Temnothorax_curvispinosus; Arthropoda

98/100

95/100 XP_012532732.1: Monomorium_pharaonis; Arthropoda

XP_012534723.1: Monomorium_pharaonis; Arthropoda

92/100 XP_011173634.1: Solenopsis_invicta; Arthropoda

XP_011173641.1: Solenopsis_invicta; Arthropoda

89/100 XP_011874560.1: Vollenhovia_emeryi; Arthropoda

XP_011874562.1: Vollenhovia_emeryi; Arthropoda

100/100 XP_011631851.1: Pogonomyrmex_barbatus; Arthropoda

XP_011631852.1: Pogonomyrmex_barbatus; Arthropoda

100/100 XP_011267531.1: Camponotus_floridanus; Arthropoda

XP_011267533.1: Camponotus_floridanus; Arthropoda

97/100

100/100 XP_020279210.1: Pseudomyrmex_gracilis; Arthropoda

XP_020279211.1: Pseudomyrmex_gracilis; Arthropoda

99/100 XP_011334617.2: Ooceraea_biroi; Arthropoda

XP_019886119.2: Ooceraea_biroi; Arthropoda

98/-

98/- XP_014468465.1: Dinoponera_quadriceps; Arthropoda

XP_014468377.1: Dinoponera_quadriceps; Arthropoda

100/100 XP_011148680.1: Harpegnathos_saltator; Arthropoda

XP_011148681.1: Harpegnathos_saltator; Arthropoda

100/100 XP_012231851.1: Linepithema_humile; Arthropoda

XP_012231852.1: Linepithema_humile; Arthropoda

100/-

77/-

74/-

94/100

89/100

88/100

100/100

96/100

100/100 XP_012062350.1: Atta_cephalotes; Arthropoda

XP_018046364.1: Atta_colombica; Arthropoda

XP_018357403.1: Trachymyrmex_cornetzi; Arthropoda

XP_018342345.1: Trachymyrmex_septentrionalis; Arthropoda

XP_018314396.1: Trachymyrmex_zeteki; Arthropoda

XP_018403647.1: Cyphomyrmex_costatus; Arthropoda

75/100 XP_011173639.1: Solenopsis_invicta; Arthropoda

XP_011631853.1: Pogonomyrmex_barbatus; Arthropoda

XP_011874563.1: Vollenhovia_emeryi; Arthropoda

XP_011334490.1: Ooceraea_biroi; Arthropoda

XP_011267534.2: Camponotus_floridanus; Arthropoda

62/-

100/100

88/100

89/100

100/100

93/- XP_012345682.1: Apis_florea; Arthropoda

XP_026296530.1: Apis_mellifera; Arthropoda

XP_006607782.1: Apis_dorsata; Arthropoda

XP_017759621.1: Eufriesea_mexicana; Arthropoda

100/100 XP_003394488.1: Bombus_terrestris; Arthropoda

XP_003486568.1: Bombus_impatiens; Arthropoda

XP_015434640.1: Dufourea_novaeangliae; Arthropoda

80/100 XP_003706099.1: Megachile_rotundata; Arthropoda

XP_017796748.1: Habropoda_laboriosa; Arthropoda

XP_020279208.1: Pseudomyrmex_gracilis; Arthropoda

52/-

90/100

100/100

74/100

100/100 XP_014603494.1: Polistes_canadensis; Arthropoda

XP_014603495.1: Polistes_canadensis; Arthropoda

XP_015179142.1: Polistes_dominula; Arthropoda

100/100 XP_015179139.1: Polistes_dominula; Arthropoda

XP_015179141.1: Polistes_dominula; Arthropoda

XP_025156255.1: Harpegnathos_saltator; Arthropoda

XP_012231849.1: Linepithema_humile; Arthropoda

100/100

-/100 XP_017880124.1: Ceratina_calcarata; Arthropoda

XP_017880123.1: Ceratina_calcarata; Arthropoda

XP_017880121.1: Ceratina_calcarata; Arthropoda

-/100

97/100

100/100

56/100

98/100

100/100 XP_003251464.1: Apis_mellifera; Arthropoda

XP_016767697.1: Apis_mellifera; Arthropoda

XP_012345672.1: Apis_florea; Arthropoda

100/100 XP_006607783.1: Apis_dorsata; Arthropoda

XP_006607784.1: Apis_dorsata; Arthropoda

90/100 XP_016920952.1: Apis_cerana; Arthropoda

XP_016920953.1: Apis_cerana; Arthropoda

100/100 XP_003394490.1: Bombus_terrestris; Arthropoda

XP_012236309.1: Bombus_impatiens; Arthropoda

99/100 XP_017759619.1: Eufriesea_mexicana; Arthropoda

XP_017759620.1: Eufriesea_mexicana; Arthropoda

52/100

100/100 XP_015434651.1: Dufourea_novaeangliae; Arthropoda

XP_015434661.1: Dufourea_novaeangliae; Arthropoda

XP_003706097.1: Megachile_rotundata; Arthropoda

100/100 XP_014237692.1: Trichogramma_pretiosum; Arthropoda

XP_014234490.1: Trichogramma_pretiosum; Arthropoda

100/100

100/100 XP_014298694.1: Microplitis_demolitor; Arthropoda

XP_014298695.1: Microplitis_demolitor; Arthropoda

98/100 XP_015116369.1: Diachasma_alloeum; Arthropoda

XP_015116368.1: Diachasma_alloeum; Arthropoda

100/100

100/100 XP_015606245.1: Cephus_cinctus; Arthropoda

XP_024946047.1: Cephus_cinctus; Arthropoda

XP_015606244.1: Cephus_cinctus; Arthropoda

98/100

97/100

100/100

51/100 XP_015515538.1: Neodiprion_lecontei; Arthropoda

XP_015515539.1: Neodiprion_lecontei; Arthropoda

XP_015515540.1: Neodiprion_lecontei; Arthropoda

100/100 XP_012263514.1: Athalia_rosae; Arthropoda

XP_012263513.1: Athalia_rosae; Arthropoda

100/100

98/100 XP_012276300.1: Orussus_abietinus; Arthropoda

XP_012276304.1: Orussus_abietinus; Arthropoda

66/100 XP_012276302.1: Orussus_abietinus; Arthropoda

XP_023290538.1: Orussus_abietinus; Arthropoda

92/-

100/100

94/-

70/100

92/100

66/-

90/100

54/-

74/100

90/100 XP_013195106.1: Amyelois_transitella; Arthropoda

XP_026760150.1: Galleria_mellonella; Arthropoda

XP_022114279.1: Pieris_rapae; Arthropoda

68/100 XP_021192787.1: Helicoverpa_armigera; Arthropoda

XP_022837265.1: Spodoptera_litura; Arthropoda

XP_026730392.1: Trichoplusia_ni; Arthropoda

100/100 XP_028039980.1: Bombyx_mandarina; Arthropoda

NP_001119724.1: Bombyx_mori; Arthropoda

XP_026500081.1: Vanessa_tameamea; Arthropoda

99/100 NP_001299379.1: Papilio_xuthus; Arthropoda

XP_014358050.1: Papilio_machaon; Arthropoda

92/-

100/100

80/100

98/100

-/100

100/100 XP_021196684.1: Helicoverpa_armigera; Arthropoda

XP_022837900.1: Spodoptera_litura; Arthropoda

XP_026738711.1: Trichoplusia_ni; Arthropoda

XP_013199497.1: Amyelois_transitella; Arthropoda

100/100

82/100 XP_028030073.1: Bombyx_mandarina; Arthropoda

XP_028030081.1: Bombyx_mandarina; Arthropoda

NP_001119725.1: Bombyx_mori; Arthropoda

XP_026314060.1: Hyposmocoma_kahamanoa; Arthropoda

XP_026315955.1: Hyposmocoma_kahamanoa; Arthropoda

XP_023947168.1: Bicyclus_anynana; Arthropoda

100/100 NP_001296055.1: Plutella_xylostella; Arthropoda

NP_001296030.1: Plutella_xylostella; Arthropoda

53/-

100/100

XP_026287856.1: Frankliniella_occidentalis; Arthropoda

XP_026287921.1: Frankliniella_occidentalis; Arthropoda

99/100 XP_026287922.1: Frankliniella_occidentalis; Arthropoda

XP_026287923.1: Frankliniella_occidentalis; Arthropoda

99/100

100/100 XP_021937347.1: Zootermopsis_nevadensis; Arthropoda

XP_023727685.1: Cryptotermes_secundus; Arthropoda

XP_022201109.1: Nilaparvata_lugens; Arthropoda

80/-

89/-

100/100 XP_014262001.1: Cimex_lectularius; Arthropoda

XP_014279601.1: Halyomorpha_halys; Arthropoda

XP_008468689.1: Diaphorina_citri; Arthropoda

XP_966415.1: Tribolium_castaneum; Arthropoda

100/100

62/100

96/-

92/-

98/-

65/-

64/-

96/-

92/-

58/-

94/-

74/-

96/100

79/100

71/-

90/100

97/100

92/100

83/100

93/100

99/100

92/-

74/-

90/100

83/- XP_027223040.1: Penaeus_vannamei; Arthropoda

XP_027223041.1: Penaeus_vannamei; Arthropoda

XP_027223042.1: Penaeus_vannamei; Arthropoda

XP_027223048.1: Penaeus_vannamei; Arthropoda

88/- XP_027223044.1: Penaeus_vannamei; Arthropoda

XP_027223043.1: Penaeus_vannamei; Arthropoda

68/100 XP_027223046.1: Penaeus_vannamei; Arthropoda

XP_027223047.1: Penaeus_vannamei; Arthropoda

79/100

92/100

94/100

94/100

98/100 XP_027227289.1: Penaeus_vannamei; Arthropoda

XP_027227288.1: Penaeus_vannamei; Arthropoda

XP_027227293.1: Penaeus_vannamei; Arthropoda

XP_027227291.1: Penaeus_vannamei; Arthropoda

XP_027223037.1: Penaeus_vannamei; Arthropoda

XP_027214687.1: Penaeus_vannamei; Arthropoda

XP_027223035.1: Penaeus_vannamei; Arthropoda

XP_027227294.1: Penaeus_vannamei; Arthropoda

92/100

95/-

89/-

96/100

XP_027227301.1: Penaeus_vannamei; Arthropoda

XP_027227302.1: Penaeus_vannamei; Arthropoda

100/100 XP_027227299.1: Penaeus_vannamei; Arthropoda

XP_027227298.1: Penaeus_vannamei; Arthropoda

XP_027227300.1: Penaeus_vannamei; Arthropoda

96/100 XP_027227304.1: Penaeus_vannamei; Arthropoda

XP_027227303.1: Penaeus_vannamei; Arthropoda

95/- XP_027223034.1: Penaeus_vannamei; Arthropoda

XP_027227290.1: Penaeus_vannamei; Arthropoda

XP_027227296.1: Penaeus_vannamei; Arthropoda

XP_027227306.1: Penaeus_vannamei; Arthropoda

100/100

85/100

91/100

53/100 XP_027209934.1: Penaeus_vannamei; Arthropoda

XP_027209936.1: Penaeus_vannamei; Arthropoda

XP_027209938.1: Penaeus_vannamei; Arthropoda

XP_027218507.1: Penaeus_vannamei; Arthropoda

XP_027209933.1: Penaeus_vannamei; Arthropoda

XP_027226732.1: Penaeus_vannamei; Arthropoda

90/100

94/100 XP_027226731.1: Penaeus_vannamei; Arthropoda

XP_027226730.1: Penaeus_vannamei; Arthropoda

XP_027218506.1: Penaeus_vannamei; Arthropoda

XP_027223032.1: Penaeus_vannamei; Arthropoda

98/100

100/100 XP_027236900.1: Penaeus_vannamei; Arthropoda

XP_027226729.1: Penaeus_vannamei; Arthropoda

XP_027224003.1: Penaeus_vannamei; Arthropoda

XP_027223006.1: Penaeus_vannamei; Arthropoda

73/-

82/-

84/100

91/100

97/100

83/100

89/100

XP_027220859.1: Penaeus_vannamei; Arthropoda

XP_027220903.1: Penaeus_vannamei; Arthropoda

XP_027220893.1: Penaeus_vannamei; Arthropoda

94/100 XP_027220882.1: Penaeus_vannamei; Arthropoda

XP_027220869.1: Penaeus_vannamei; Arthropoda

82/100 XP_027220928.1: Penaeus_vannamei; Arthropoda

XP_027220939.1: Penaeus_vannamei; Arthropoda

99/100

XP_027223027.1: Penaeus_vannamei; Arthropoda

XP_027223033.1: Penaeus_vannamei; Arthropoda

XP_027223004.1: Penaeus_vannamei; Arthropoda

100/100 XP_027223030.1: Penaeus_vannamei; Arthropoda

XP_027223031.1: Penaeus_vannamei; Arthropoda

100/100 XP_018017254.1: Hyalella_azteca; Arthropoda

XP_018017253.1: Hyalella_azteca; Arthropoda

XP_027223028.1: Penaeus_vannamei; Arthropoda

XP_027223022.1: Penaeus_vannamei; Arthropoda

XP_027223008.1: Penaeus_vannamei; Arthropoda

XP_027220951.1: Penaeus_vannamei; Arthropoda

XP_027223021.1: Penaeus_vannamei; Arthropoda

98/100

100/100 XP_027223017.1: Penaeus_vannamei; Arthropoda

XP_027223018.1: Penaeus_vannamei; Arthropoda

95/100 XP_027223020.1: Penaeus_vannamei; Arthropoda

XP_027223016.1: Penaeus_vannamei; Arthropoda

XP_027223009.1: Penaeus_vannamei; Arthropoda

XP_027223012.1: Penaeus_vannamei; Arthropoda

84/100 XP_027223011.1: Penaeus_vannamei; Arthropoda

XP_027223013.1: Penaeus_vannamei; Arthropoda

XP_027214688.1: Penaeus_vannamei; Arthropoda

XP_010378728.1: Rhinopithecus_roxellana; Primates

97/- XP_027223005.1: Penaeus_vannamei; Arthropoda

XP_027223023.1: Penaeus_vannamei; Arthropoda

99/100

69/100

100/100 XP_018017255.1: Hyalella_azteca; Arthropoda

XP_018017256.1: Hyalella_azteca; Arthropoda

XP_018017257.1: Hyalella_azteca; Arthropoda

100/100

84/100 XP_018017259.1: Hyalella_azteca; Arthropoda

XP_018017258.1: Hyalella_azteca; Arthropoda

XP_018017260.1: Hyalella_azteca; Arthropoda

84/-

55/-

50/-

97/-

100/-

81/-

98/-

88/-

58/-

61/-

88/-

92/-

76/-

91/-

68/-

100/-

97/-

80/-

99/-

-/100

100/100

53/100

100/100

87/100

95/100

73/100

67/100 XP_012338237.1: Plasmodium_fragile; Alveolata

XP_001616829.1: Plasmodium_vivax; Alveolata

XP_008817554.1: Plasmodium_inui_San_Antonio_1; Alveolata

XP_004224515.1: Plasmodium_cynomolgi_strain_B; Alveolata

XP_019917469.1: Plasmodium_coatneyi; Alveolata

XP_002260872.1: Plasmodium_knowlesi_strain_H; Alveolata

-/100

100/100

100/100 XP_001348297.1: Plasmodium_falciparum_3D7; Alveolata

XP_012765189.1: Plasmodium_reichenowi; Alveolata

XP_018639204.1: Plasmodium_gaboni; Alveolata

XP_023052504.1: Piliocolobus_tephrosceles; Primates

100/100

100/100 XP_680164.1: Plasmodium_berghei_ANKA; Alveolata

XP_729324.1: Plasmodium_yoelii; Alveolata

XP_008624022.1: Plasmodium_vinckei_vinckei; Alveolata

XP_016655637.1: Plasmodium_chabaudi_chabaudi; Alveolata

94/100

100/100 XP_666187.1: Cryptosporidium_hominis_TU502; Alveolata

XP_001388282.1: Cryptosporidium_parvum_Iowa_II; Alveolata

XP_002140201.1: Cryptosporidium_muris_RN66; Alveolata

97/-

100/100

-/100

100/100

87/100

88/100

86/100 XP_001613986.1: Plasmodium_vivax; Alveolata

XP_008818523.1: Plasmodium_inui_San_Antonio_1; Alveolata

XP_012335839.1: Plasmodium_fragile; Alveolata

XP_002262534.1: Plasmodium_knowlesi_strain_H; Alveolata

XP_019917543.1: Plasmodium_coatneyi; Alveolata

94/100

94/100 XP_730110.1: Plasmodium_yoelii; Alveolata

XP_022714161.1: Plasmodium_berghei_ANKA; Alveolata

99/100 XP_008622642.1: Plasmodium_vinckei_vinckei; Alveolata

XP_740220.2: Plasmodium_chabaudi_chabaudi; Alveolata

98/100

98/100 XP_001350847.1: Plasmodium_falciparum_3D7; Alveolata

XP_012764321.1: Plasmodium_reichenowi; Alveolata

XP_018640881.1: Plasmodium_gaboni; Alveolata

XP_012649089.1: Babesia_microti_strain_RI; Alveolata

100/100

100/100

52/100

98/100 XP_001459509.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001426299.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001458174.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

99/100 XP_001429791.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001443621.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

100/100 XP_001016672.1: Tetrahymena_thermophila_SB210; Alveolata

XP_004029994.1: Ichthyophthirius_multifiliis; Alveolata

97/100

100/100

74/-

88/100

97/100

91/100

95/100

92/100

-/100

98/100

100/100 XP_002677318.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002679406.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002670573.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

100/100

100/100 XP_002678295.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002672124.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002676311.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002677561.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002680634.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002671345.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002682379.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

84/100 XP_002678480.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002678593.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002669273.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002670099.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002679433.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

80/100

93/100

69/-

66/-

86/-

75/-

68/-

100/100

-/100

75/100

77/-

76/-

61/-

100/100

-/100

88/100

-/100 XP_001735761.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001739953.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734478.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734818.1: Entamoeba_dispar_SAW760; Amoebozoa

90/100 XP_001735889.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734132.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_655490.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_001913786.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_001913457.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_656738.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

67/100 XP_648054.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_648828.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_655156.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_004182796.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004182803.1: Entamoeba_invadens_IP1; Amoebozoa

98/100

66/100

92/100

99/100 XP_004254367.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004258978.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259919.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259583.1: Entamoeba_invadens_IP1; Amoebozoa

82/100

83/100 XP_004259439.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259497.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259414.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004184309.1: Entamoeba_invadens_IP1; Amoebozoa

99/100 XP_004182843.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004182834.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004257073.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004258916.1: Entamoeba_invadens_IP1; Amoebozoa

100/100 XP_005707846.1: Galdieria_sulphuraria; Rhodophyta

XP_005709337.1: Galdieria_sulphuraria; Rhodophyta

99/100

96/100

99/100

100/100

95/-

80/- XP_014564422.1: Ordospora_colligata_OC4; Microsporidia

XP_965880.1: Encephalitozoon_cuniculi_GB-M1; Microsporidia

64/100 XP_003886637.1: Encephalitozoon_hellem_ATCC_50504; Microsporidia

XP_009263866.1: Encephalitozoon_romaleae_SJ-2008; Microsporidia

XP_003072256.1: Encephalitozoon_intestinalis_ATCC_50506; Microsporidia

100/100

100/100

XP_013182697.1: Papilio_xuthus; Arthropoda

XP_013175546.1: Papilio_xuthus; Arthropoda

XP_013173657.1: Papilio_xuthus; Arthropoda

XP_024332002.1: Nosema_ceranae; Microsporidia

XP_007604706.1: Vittaforma_corneae_ATCC_50505; Microsporidia

XP_013059056.1: Nematocida_parisii_ERTm1; Microsporidia

XP_008073227.1: Vavraia_culicis_subsp._floridensis; Microsporidia

XP_005707521.1: Galdieria_sulphuraria; Rhodophyta

65/-

87/-

100/100

90/100

62/-

96/100

94/100

92/100

93/100

87/100

100/100 XP_002417908.1: Candida_dubliniensis_CD36; Ascomycota

XP_019330727.1: Candida_albicans_SC5314; Ascomycota

XP_002549329.1: Candida_tropicalis_MYA-3404; Ascomycota

100/100 XP_026594214.1: Candida_viswanathii; Ascomycota

XP_026593564.1: Candida_viswanathii; Ascomycota

96/100 XP_003869147.1: Candida_orthopsilosis_Co_90-125; Ascomycota

XP_001525621.1: Lodderomyces_elongisporus_NRRL_YB-4239; Ascomycota

XP_007375872.1: Spathaspora_passalidarum_NRRL_Y-27907; Ascomycota

77/100

92/100

100/100 XP_458703.2: Debaryomyces_hansenii_CBS767; Ascomycota

XP_015465902.1: Debaryomyces_fabryi; Ascomycota

XP_020078961.1: Hyphopichia_burtonii_NRRL_Y-1933; Ascomycota

93/100 XP_001386952.1: Scheffersomyces_stipitis_CBS_6054; Ascomycota

XP_018709471.1: Metschnikowia_bicuspidata_var._bicuspidata_NRRL_YB-4993; Ascomycota

100/100

71/100

100/100 XP_013936258.1: Ogataea_parapolymorpha_DL-1; Ascomycota

XP_018210233.1: Ogataea_polymorpha; Ascomycota

XP_002492446.1: Komagataella_phaffii_GS115; Ascomycota

93/100 XP_018984743.1: Babjeviella_inositovora_NRRL_Y-12698; Ascomycota

XP_020069746.1: Cyberlindnera_jadinii_NRRL_Y-1542; Ascomycota

99/100

53/-

98/100 XP_020050402.1: Ascoidea_rubescens_DSM_1968; Ascomycota

XP_019037652.1: Wickerhamomyces_anomalus_NRRL_Y-366-8; Ascomycota

XP_020545162.1: Pichia_kudriavzevii; Ascomycota

XP_019018800.1: Pichia_membranifaciens_NRRL_Y-2026; Ascomycota

98/100

53/100 NP_983171.1: Eremothecium_gossypii_ATCC_10895; Ascomycota

XP_003644559.1: Eremothecium_cymbalariae_DBVPG#7215; Ascomycota

XP_017987198.1: Eremothecium_sinecaudum; Ascomycota

92/100

96/100

91/100

87/100

58/100

-/100

83/100

XP_003675725.1: Naumovozyma_castellii_CBS_4309; Ascomycota

XP_003671324.2: Naumovozyma_dairenensis_CBS_421; Ascomycota

XP_003956876.1: Kazachstania_africana_CBS_2517; Ascomycota

XP_001645336.1: Vanderwaltozyma_polyspora_DSM_70294; Ascomycota

XP_003685103.1: Tetrapisispora_phaffii_CBS_4417; Ascomycota

XP_004179379.1: Tetrapisispora_blattae_CBS_6284; Ascomycota

NP_116614.1: Saccharomyces_cerevisiae_S288C; Ascomycota

93/100

89/-

98/100

100/100 XP_002555845.1: Lachancea_thermotolerans_CBS_6340; Ascomycota

XP_022631144.1: Lachancea_lanzarotensis; Ascomycota

XP_022466893.1: Kazachstania_naganishii_CBS_8797; Ascomycota

XP_448768.2: Candida_glabrata; Ascomycota

XP_003680147.1: Torulaspora_delbrueckii; Ascomycota

XP_002497318.1: Zygosaccharomyces_rouxii; Ascomycota

100/100 XP_453299.1: Kluyveromyces_lactis; Ascomycota

XP_022677670.1: Kluyveromyces_marxianus_DMKU3-1042; Ascomycota

99/-

81/-

100/100

XP_019048200.1: Kwoniella_bestiolae_CBS_10118; Basidiomycota

XP_019006017.1: Kwoniella_mangroviensis_CBS_8507; Basidiomycota

XP_019014031.1: Kwoniella_pini_CBS_10737; Basidiomycota

100/100 XP_006960573.1: Wallemia_mellicola_CBS_633.66; Basidiomycota

XP_009268595.1: Wallemia_ichthyophaga_EXF-994; Basidiomycota

99/-

76/100 XP_007416800.1: Melampsora_larici-populina_98AG31; Basidiomycota

XP_003323586.1: Puccinia_graminis_f._sp._tritici_CRL_75-36-700-3; Basidiomycota

XP_027202227.1: Dermatophagoides_pteronyssinus; Arthropoda

XP_025354585.1: Meira_miltonrushii; Basidiomycota

XP_013393874.1: Lingula_anatina; Brachiopoda

84/-

-/100

100/100

-/100 XP_009043797.1: Lottia_gigantea; Mollusca

XP_009065998.1: Lottia_gigantea; Mollusca

66/100 XP_009043798.1: Lottia_gigantea; Mollusca

XP_009043796.1: Lottia_gigantea; Mollusca

XP_009054813.1: Lottia_gigantea; Mollusca

XP_014775203.1: Octopus_bimaculoides; Mollusca

XP_009060604.1: Lottia_gigantea; Mollusca

96/-

57/- XP_008551509.1: Microplitis_demolitor; Arthropoda

XP_015795605.1: Tetranychus_urticae; Arthropoda

100/100 XP_015785616.1: Tetranychus_urticae; Arthropoda

XP_015785619.1: Tetranychus_urticae; Arthropoda

100/-

97/-

100/-

98/-

93/-

99/-

98/-

94/-

100/100

76/100

95/100

74/-

95/100

50/100

82/-

50/-

64/-

80/100 XP_003286041.1: Dictyostelium_purpureum; Amoebozoa

XP_003292274.1: Dictyostelium_purpureum; Amoebozoa

XP_003285742.1: Dictyostelium_purpureum; Amoebozoa

XP_003286053.1: Dictyostelium_purpureum; Amoebozoa

86/-

99/100 XP_003283397.1: Dictyostelium_purpureum; Amoebozoa

XP_003283398.1: Dictyostelium_purpureum; Amoebozoa

XP_003283774.1: Dictyostelium_purpureum; Amoebozoa

XP_003292014.1: Dictyostelium_purpureum; Amoebozoa

74/100

98/100 XP_003289998.1: Dictyostelium_purpureum; Amoebozoa

XP_003290005.1: Dictyostelium_purpureum; Amoebozoa

XP_003287782.1: Dictyostelium_purpureum; Amoebozoa

XP_003289403.1: Dictyostelium_purpureum; Amoebozoa

XP_003283290.1: Dictyostelium_purpureum; Amoebozoa

76/100 XP_003289213.1: Dictyostelium_purpureum; Amoebozoa

XP_003292893.1: Dictyostelium_purpureum; Amoebozoa

XP_003284815.1: Dictyostelium_purpureum; Amoebozoa

XP_003292121.1: Dictyostelium_purpureum; Amoebozoa

80/-

70/100

97/100

69/100 XP_644146.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644157.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644132.1: Dictyostelium_discoideum_AX4; Amoebozoa

93/100 XP_636425.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636507.1: Dictyostelium_discoideum_AX4; Amoebozoa

84/-

98/100 XP_636030.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636088.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_646688.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_645099.1: Dictyostelium_discoideum_AX4; Amoebozoa

98/100

66/-

51/- XP_643986.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643989.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643990.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643988.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_645262.1: Dictyostelium_discoideum_AX4; Amoebozoa

86/-

52/-

80/100

88/100

100/100

99/100

97/100

100/100 XP_636188.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636187.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636193.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636192.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636169.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643865.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_641146.1: Dictyostelium_discoideum_AX4; Amoebozoa

81/- XP_644247.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_646389.1: Dictyostelium_discoideum_AX4; Amoebozoa

98/100 XP_644244.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644246.1: Dictyostelium_discoideum_AX4; Amoebozoa

89/-

100/100

100/100 XP_004362157.1: Cavenderia_fasciculata; Amoebozoa

XP_004362156.1: Cavenderia_fasciculata; Amoebozoa

XP_004362155.1: Cavenderia_fasciculata; Amoebozoa

100/100 XP_020433297.1: Heterostelium_album_PN500; Amoebozoa

XP_020431739.1: Heterostelium_album_PN500; Amoebozoa

59/-

96/-

100/100

97/100 XP_007874173.1: Pneumocystis_murina_B123; Ascomycota

XP_018225256.1: Pneumocystis_carinii_B80; Ascomycota

XP_018230204.1: Pneumocystis_jirovecii_RU7; Ascomycota

100/100 XP_017779406.1: Nicrophorus_vespilloides; Arthropoda

XP_022907432.1: Onthophagus_taurus; Arthropoda

XP_027206362.1: Dermatophagoides_pteronyssinus; Arthropoda

92/-

80/-

86/-

99/-

93/-

100/100 XP_009056592.1: Lottia_gigantea; Mollusca

XP_009056593.1: Lottia_gigantea; Mollusca

90/- XP_013778575.1: Limulus_polyphemus; Arthropoda

XP_020438660.1: Heterostelium_album_PN500; Amoebozoa

XP_023242384.1: Centruroides_sculpturatus; Arthropoda

78/100 XP_023234840.1: Centruroides_sculpturatus; Arthropoda

XP_023244322.1: Centruroides_sculpturatus; Arthropoda

100/100

72/-

100/100 XP_001600960.1: Nasonia_vitripennis; Arthropoda

XP_001601342.1: Nasonia_vitripennis; Arthropoda

62/- XP_014205744.1: Copidosoma_floridanum; Arthropoda

XP_014206033.1: Copidosoma_floridanum; Arthropoda

100/100 XP_011496266.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_011496265.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_018652985.1: Schistosoma_mansoni; Platyhelminthes

100/100

97/100 XP_002112714.1: Trichoplax_adhaerens; Placozoa

XP_002112712.1: Trichoplax_adhaerens; Placozoa

-/100 XP_002115540.1: Trichoplax_adhaerens; Placozoa

XP_002107828.1: Trichoplax_adhaerens; Placozoa

98/-

77/-

100/100

100/100

XP_006825589.1: Saccoglossus_kowalevskii; Hemichordata

XP_002742033.2: Saccoglossus_kowalevskii; Hemichordata

XP_006825588.1: Saccoglossus_kowalevskii; Hemichordata

XP_002740362.1: Saccoglossus_kowalevskii; Hemichordata

XP_002125803.1: Ciona_intestinalis; Tunicata

XP_003373575.1: Trichinella_spiralis; Nematoda

100/100 XP_002154696.1: Hydra_vulgaris; Cnidaria

XP_002154462.1: Hydra_vulgaris; Cnidaria

63/-

99/100

100/100

98/100

94/-

100/100 XP_001898433.1: Brugia_malayi; Nematoda

XP_001895799.1: Brugia_malayi; Nematoda

XP_001895795.1: Brugia_malayi; Nematoda

XP_001898431.1: Brugia_malayi; Nematoda

XP_020306735.1: Loa_loa; Nematoda

96/100 XP_001894819.1: Brugia_malayi; Nematoda

XP_003146852.1: Loa_loa; Nematoda

XP_013298257.1: Necator_americanus; Nematoda

99/100

95/100 XP_024508692.1: Strongyloides_ratti; Nematoda

XP_024506242.1: Strongyloides_ratti; Nematoda

XP_024502396.1: Strongyloides_ratti; Nematoda

87/100 XP_002426688.1: Pediculus_humanus_corporis; Arthropoda

XP_002429368.1: Pediculus_humanus_corporis; Arthropoda

67/-

68/100

99/100

51/100

-/100

99/100

82/100 XP_015373182.1: Diuraphis_noxia; Arthropoda

XP_022162864.1: Myzus_persicae; Arthropoda

NP_001119672.1: Acyrthosiphon_pisum; Arthropoda

XP_027853848.1: Aphis_gossypii; Arthropoda

XP_025194710.1: Melanaphis_sacchari; Arthropoda

XP_026804898.1: Rhopalosiphum_maidis; Arthropoda

XP_025410470.1: Sipha_flava; Arthropoda

100/100 XP_021922874.1: Zootermopsis_nevadensis; Arthropoda

XP_023707613.1: Cryptotermes_secundus; Arthropoda

XP_018899710.1: Bemisia_tabaci; Arthropoda

99/100

100/100 XP_026463152.1: Ctenocephalides_felis; Arthropoda

XP_026463176.1: Ctenocephalides_felis; Arthropoda

XP_014288699.1: Halyomorpha_halys; Arthropoda

68/-

86/-

73/-

99/-

95/100

100/100

53/-

98/100

86/100 XP_011198527.1: Bactrocera_dorsalis; Arthropoda

XP_018800860.1: Bactrocera_latifrons; Arthropoda

XP_014098863.1: Bactrocera_oleae; Arthropoda

98/100 XP_004527412.1: Ceratitis_capitata; Arthropoda

XP_017486053.1: Rhagoletis_zephyria; Arthropoda

XP_011179934.1: Zeugodacus_cucurbitae; Arthropoda

100/100

98/100

100/100 XP_013100818.1: Stomoxys_calcitrans; Arthropoda

XP_013108459.1: Stomoxys_calcitrans; Arthropoda

XP_005189249.1: Musca_domestica; Arthropoda

XP_023296114.1: Lucilia_cuprina; Arthropoda

100/100

88/-

98/100 XP_006821144.1: Saccoglossus_kowalevskii; Hemichordata

NP_001158422.1: Saccoglossus_kowalevskii; Hemichordata

85/- XP_006821145.1: Saccoglossus_kowalevskii; Hemichordata

XP_006821151.1: Saccoglossus_kowalevskii; Hemichordata

NP_001158423.1: Saccoglossus_kowalevskii; Hemichordata

100/100 XP_019760672.1: Dendroctonus_ponderosae; Arthropoda

XP_022904150.1: Onthophagus_taurus; Arthropoda

73/-

94/-

92/-

100/100

100/100 XP_021951797.1: Folsomia_candida; Arthropoda

XP_021951861.1: Folsomia_candida; Arthropoda

XP_021956177.1: Folsomia_candida; Arthropoda

XP_019758487.1: Dendroctonus_ponderosae; Arthropoda

100/100 XP_023013426.1: Leptinotarsa_decemlineata; Arthropoda

XP_023028518.1: Leptinotarsa_decemlineata; Arthropoda

88/- XP_022916310.1: Onthophagus_taurus; Arthropoda

XP_018322631.1: Agrilus_planipennis; Arthropoda

XP_026468341.1: Ctenocephalides_felis; Arthropoda

XP_014255022.1: Cimex_lectularius; Arthropoda

98/100 XP_015912859.1: Parasteatoda_tepidariorum; Arthropoda

XP_023215218.1: Centruroides_sculpturatus; Arthropoda

84/-

87/-

91/-

97/100

100/100 XP_009025437.1: Helobdella_robusta; Annelida

XP_009025436.1: Helobdella_robusta; Annelida

XP_009030330.1: Helobdella_robusta; Annelida

92/100 XP_014784116.1: Octopus_bimaculoides; Mollusca

NP_001134991.1: Salmo_salar; Actinopterygii

96/-

73/-

100/100 XP_013083930.1: Biomphalaria_glabrata; Mollusca

XP_013069898.1: Biomphalaria_glabrata; Mollusca

XP_009173982.1: Opisthorchis_viverrini; Platyhelminthes

97/100 XP_013083929.1: Biomphalaria_glabrata; Mollusca

XP_013083901.1: Biomphalaria_glabrata; Mollusca

99/100

100/100

89/100 XP_013773443.1: Limulus_polyphemus; Arthropoda

XP_013772932.1: Limulus_polyphemus; Arthropoda

XP_013773637.1: Limulus_polyphemus; Arthropoda

100/100 NP_001301091.1: Limulus_polyphemus; Arthropoda

NP_001301052.1: Limulus_polyphemus; Arthropoda

100/100 XP_021915301.1: Zootermopsis_nevadensis; Arthropoda

XP_023723341.1: Cryptotermes_secundus; Arthropoda

57/-

100/100

85/100

-/100 XP_013790276.1: Limulus_polyphemus; Arthropoda

XP_022243699.1: Limulus_polyphemus; Arthropoda

XP_013788449.1: Limulus_polyphemus; Arthropoda

XP_013788450.1: Limulus_polyphemus; Arthropoda

98/100 XP_015926735.1: Parasteatoda_tepidariorum; Arthropoda

XP_015919216.1: Parasteatoda_tepidariorum; Arthropoda

XP_026281658.1: Frankliniella_occidentalis; Arthropoda

100/100

98/100

100/100

93/100

88/100

77/100

98/100

98/100 XP_023320545.1: Eurytemora_affinis; Arthropoda

XP_023320551.1: Eurytemora_affinis; Arthropoda

XP_023321319.1: Eurytemora_affinis; Arthropoda

XP_023344265.1: Eurytemora_affinis; Arthropoda

100/100 XP_023344974.1: Eurytemora_affinis; Arthropoda

XP_023344975.1: Eurytemora_affinis; Arthropoda

XP_023341662.1: Eurytemora_affinis; Arthropoda

XP_023324336.1: Eurytemora_affinis; Arthropoda

96/100

-/100 XP_023320353.1: Eurytemora_affinis; Arthropoda

XP_023321124.1: Eurytemora_affinis; Arthropoda

XP_023341229.1: Eurytemora_affinis; Arthropoda

XP_023321950.1: Eurytemora_affinis; Arthropoda

94/100 XP_023341390.1: Eurytemora_affinis; Arthropoda

XP_023334031.1: Eurytemora_affinis; Arthropoda

XP_018012626.1: Hyalella_azteca; Arthropoda

97/-

57/-

99/-

80/-

97/-

96/-

100/-

100/-

99/100

68/100

91/-

81/- XP_020427719.1: Heterostelium_album_PN500; Amoebozoa

XP_020429811.1: Heterostelium_album_PN500; Amoebozoa

XP_020435686.1: Heterostelium_album_PN500; Amoebozoa

XP_020429495.1: Heterostelium_album_PN500; Amoebozoa

XP_020435712.1: Heterostelium_album_PN500; Amoebozoa

XP_020427737.1: Heterostelium_album_PN500; Amoebozoa

75/-

58/100 XP_020434005.1: Heterostelium_album_PN500; Amoebozoa

XP_020433574.1: Heterostelium_album_PN500; Amoebozoa

XP_020437385.1: Heterostelium_album_PN500; Amoebozoa

XP_020432918.1: Heterostelium_album_PN500; Amoebozoa

100/-

75/-

95/100

55/100

97/100 XP_004361683.1: Cavenderia_fasciculata; Amoebozoa

XP_004361773.1: Cavenderia_fasciculata; Amoebozoa

XP_004350719.1: Cavenderia_fasciculata; Amoebozoa

-/100 XP_004350653.1: Cavenderia_fasciculata; Amoebozoa

XP_004350578.1: Cavenderia_fasciculata; Amoebozoa

95/- XP_004350837.1: Cavenderia_fasciculata; Amoebozoa

XP_004355959.1: Cavenderia_fasciculata; Amoebozoa

XP_004355576.1: Cavenderia_fasciculata; Amoebozoa

98/100

78/100 XP_012755649.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012759815.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012757047.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012758259.1: Acytostelium_subglobosum_LB1; Amoebozoa

100/100

63/100

-/100

92/100 XP_014154779.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014159021.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014160304.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014155910.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014148133.1: Sphaeroforma_arctica_JP610; Ichthyosporea

96/100

99/100

98/100

95/100

100/100

71/100

100/100

100/100

100/100 XP_002643902.1: Caenorhabditis_briggsae; Nematoda

XP_002643901.1: Caenorhabditis_briggsae; Nematoda

XP_002643906.1: Caenorhabditis_briggsae; Nematoda

XP_002648287.1: Caenorhabditis_briggsae; Nematoda

XP_002636430.1: Caenorhabditis_briggsae; Nematoda

XP_002636429.1: Caenorhabditis_briggsae; Nematoda

98/100 NP_505818.1: Caenorhabditis_elegans; Nematoda

NP_505817.1: Caenorhabditis_elegans; Nematoda

99/100

78/100

-/100

100/100 XP_003100415.1: Caenorhabditis_remanei; Nematoda

XP_003100376.1: Caenorhabditis_remanei; Nematoda

XP_003100412.1: Caenorhabditis_remanei; Nematoda

XP_003100400.1: Caenorhabditis_remanei; Nematoda

XP_003100455.1: Caenorhabditis_remanei; Nematoda

XP_002644615.1: Caenorhabditis_briggsae; Nematoda

NP_508841.1: Caenorhabditis_elegans; Nematoda

100/100

83/100

98/100 XP_002642268.1: Caenorhabditis_briggsae; Nematoda

XP_003110788.1: Caenorhabditis_remanei; Nematoda

NP_499809.1: Caenorhabditis_elegans; Nematoda

XP_013297181.1: Necator_americanus; Nematoda

97/100

100/100

100/100

93/100

59/100

89/100

-/100 XP_002123216.1: Ciona_intestinalis; Tunicata

XP_002132052.2: Ciona_intestinalis; Tunicata

XP_009862521.1: Ciona_intestinalis; Tunicata

XP_002126256.2: Ciona_intestinalis; Tunicata

XP_018667351.1: Ciona_intestinalis; Tunicata

XP_002129608.1: Ciona_intestinalis; Tunicata

XP_002127504.1: Ciona_intestinalis; Tunicata

100/100

-/100

75/100

96/100 XP_002128671.1: Ciona_intestinalis; Tunicata

XP_002128924.1: Ciona_intestinalis; Tunicata

XP_002128607.1: Ciona_intestinalis; Tunicata

XP_002128962.1: Ciona_intestinalis; Tunicata

78/100 XP_009861333.1: Ciona_intestinalis; Tunicata

NP_001027674.1: Ciona_intestinalis; Tunicata

92/-

94/-

100/100

86/100

90/-

54/- NP_001032234.2: Strongylocentrotus_purpuratus; Echinodermata

XP_001176242.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999693.1: Strongylocentrotus_purpuratus; Echinodermata

84/100 NP_999634.1: Strongylocentrotus_purpuratus; Echinodermata

XP_011663770.1: Strongylocentrotus_purpuratus; Echinodermata

100/100

-/100 XP_003725373.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999694.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999692.1: Strongylocentrotus_purpuratus; Echinodermata

100/100

58/100

58/100 XP_022096766.1: Acanthaster_planci; Echinodermata

XP_022096724.1: Acanthaster_planci; Echinodermata

XP_022096719.1: Acanthaster_planci; Echinodermata

XP_022080612.1: Acanthaster_planci; Echinodermata

100/100 XP_011661664.1: Strongylocentrotus_purpuratus; Echinodermata

NP_001119777.1: Strongylocentrotus_purpuratus; Echinodermata

54/-

98/-

87/100

100/100

99/100

82/100

94/-

94/-

100/-

86/-

91/-

97/-

94/- XP_022313467.1: Crassostrea_virginica; Mollusca

XP_022313465.1: Crassostrea_virginica; Mollusca

XP_022313912.1: Crassostrea_virginica; Mollusca

XP_022316576.1: Crassostrea_virginica; Mollusca

XP_022314741.1: Crassostrea_virginica; Mollusca

XP_022314975.1: Crassostrea_virginica; Mollusca

XP_011425175.1: Crassostrea_gigas; Mollusca

100/100 XP_011444819.2: Crassostrea_gigas; Mollusca

XP_019928288.1: Crassostrea_gigas; Mollusca

100/100 XP_011433782.1: Crassostrea_gigas; Mollusca

XP_011433787.1: Crassostrea_gigas; Mollusca

55/100

50/100 XP_011425162.1: Crassostrea_gigas; Mollusca

XP_011437202.1: Crassostrea_gigas; Mollusca

XP_011437201.1: Crassostrea_gigas; Mollusca

XP_011444815.1: Crassostrea_gigas; Mollusca

96/- NP_001295788.1: Crassostrea_gigas; Mollusca

XP_011444817.1: Crassostrea_gigas; Mollusca

97/100

99/100

100/100 XP_011448618.1: Crassostrea_gigas; Mollusca

XP_011448620.1: Crassostrea_gigas; Mollusca

XP_011448623.1: Crassostrea_gigas; Mollusca

100/100 XP_022342106.1: Crassostrea_virginica; Mollusca

XP_022341279.1: Crassostrea_virginica; Mollusca

97/100

91/100

97/100

99/100

97/100 XP_021356756.1: Mizuhopecten_yessoensis; Mollusca

XP_021356757.1: Mizuhopecten_yessoensis; Mollusca

XP_021356758.1: Mizuhopecten_yessoensis; Mollusca

XP_021356759.1: Mizuhopecten_yessoensis; Mollusca

XP_021356754.1: Mizuhopecten_yessoensis; Mollusca

XP_021372849.1: Mizuhopecten_yessoensis; Mollusca

52/100

100/100 NP_001295818.1: Crassostrea_gigas; Mollusca

XP_022325998.1: Crassostrea_virginica; Mollusca

XP_021367253.1: Mizuhopecten_yessoensis; Mollusca

91/-

93/-

98/-

80/-

-/100

88/100

99/100

100/100

70/100 XP_009173846.1: Opisthorchis_viverrini; Platyhelminthes

XP_009173845.1: Opisthorchis_viverrini; Platyhelminthes

XP_009173847.1: Opisthorchis_viverrini; Platyhelminthes

100/100 XP_018653065.1: Schistosoma_mansoni; Platyhelminthes

XP_018653066.1: Schistosoma_mansoni; Platyhelminthes

92/100

99/100 XP_009175832.1: Opisthorchis_viverrini; Platyhelminthes

XP_009168820.1: Opisthorchis_viverrini; Platyhelminthes

XP_012798726.1: Schistosoma_haematobium; Platyhelminthes

100/100

99/100 XP_009162638.1: Opisthorchis_viverrini; Platyhelminthes

XP_009162639.1: Opisthorchis_viverrini; Platyhelminthes

XP_009162640.1: Opisthorchis_viverrini; Platyhelminthes

XP_005537113.1: Cyanidioschyzon_merolae_strain_10D; Rhodophyta

84/-

99/100

99/100

100/100 XP_022314552.1: Crassostrea_virginica; Mollusca

XP_022316961.1: Crassostrea_virginica; Mollusca

XP_011432967.1: Crassostrea_gigas; Mollusca

XP_021341844.1: Mizuhopecten_yessoensis; Mollusca

XP_012751371.1: Acytostelium_subglobosum_LB1; Amoebozoa

100/100 XP_022656860.1: Varroa_destructor; Arthropoda

XP_022707444.1: Varroa_jacobsoni; Arthropoda

100/100

99/100 XP_022314553.1: Crassostrea_virginica; Mollusca

XP_022316063.1: Crassostrea_virginica; Mollusca

XP_011432968.1: Crassostrea_gigas; Mollusca

XP_013410615.1: Lingula_anatina; Brachiopoda

90/100

57/100 XP_013391160.1: Lingula_anatina; Brachiopoda

XP_013402367.1: Lingula_anatina; Brachiopoda

67/100 XP_013386345.1: Lingula_anatina; Brachiopoda

XP_013397317.1: Lingula_anatina; Brachiopoda

100/100

98/100 XP_012944352.1: Aplysia_californica; Mollusca

NP_001191587.1: Aplysia_californica; Mollusca

NP_001191569.1: Aplysia_californica; Mollusca

100/100

84/-

83/-

100/100

91/100

85/100

100/100

81/100

95/100

100/100 XP_022795459.1: Stylophora_pistillata; Cnidaria

XP_022795460.1: Stylophora_pistillata; Cnidaria

-/100 XP_020600429.1: Orbicella_faveolata; Cnidaria

XP_020627969.1: Orbicella_faveolata; Cnidaria

94/100

95/100 XP_015768232.1: Acropora_digitifera; Cnidaria

XP_015762563.1: Acropora_digitifera; Cnidaria

XP_015751952.1: Acropora_digitifera; Cnidaria

100/100 XP_027049092.1: Pocillopora_damicornis; Cnidaria

XP_022777933.1: Stylophora_pistillata; Cnidaria

97/100

90/100

100/100

100/100 XP_027037818.1: Pocillopora_damicornis; Cnidaria

XP_022780033.1: Stylophora_pistillata; Cnidaria

XP_020627996.1: Orbicella_faveolata; Cnidaria

-/100 XP_020627971.1: Orbicella_faveolata; Cnidaria

XP_027037807.1: Pocillopora_damicornis; Cnidaria

100/100 XP_015753791.1: Acropora_digitifera; Cnidaria

XP_015753792.1: Acropora_digitifera; Cnidaria

100/100 XP_020905102.1: Exaiptasia_pallida; Cnidaria

XP_020905101.1: Exaiptasia_pallida; Cnidaria

99/100

100/100 XP_020916414.1: Exaiptasia_pallida; Cnidaria

XP_020916498.1: Exaiptasia_pallida; Cnidaria

XP_020901517.1: Exaiptasia_pallida; Cnidaria

XP_001630039.1: Nematostella_vectensis; Cnidaria

99/100 XP_001637076.1: Nematostella_vectensis; Cnidaria

XP_001634709.1: Nematostella_vectensis; Cnidaria

XP_001630069.1: Nematostella_vectensis; Cnidaria

XP_001630583.1: Nematostella_vectensis; Cnidaria

95/100

100/100

100/100

96/100

100/100 XP_022651589.1: Varroa_destructor; Arthropoda

XP_022686250.1: Varroa_jacobsoni; Arthropoda

100/100 XP_022651590.1: Varroa_destructor; Arthropoda

XP_022686251.1: Varroa_jacobsoni; Arthropoda

96/100

100/100 XP_022656070.1: Varroa_destructor; Arthropoda

XP_022686254.1: Varroa_jacobsoni; Arthropoda

XP_022651588.1: Varroa_destructor; Arthropoda

98/100

100/100 XP_018496680.1: Galendromus_occidentalis; Arthropoda

XP_003747695.2: Galendromus_occidentalis; Arthropoda

XP_018497295.1: Galendromus_occidentalis; Arthropoda

99/100 XP_003742602.1: Galendromus_occidentalis; Arthropoda

XP_022644172.1: Varroa_destructor, Varroa_jacobsoni; Arthropoda

92/-

93/-

94/-

86/-

89/-

89/-

94/100

96/100

98/100

100/100

97/100

-/100

58/100

96/100

-/100

59/100

85/100

100/100

55/100

88/100

76/100

69/100

100/100 XP_012064536.1: Atta_cephalotes; Arthropoda

XP_018049174.1: Atta_colombica; Arthropoda

XP_018355755.1: Trachymyrmex_septentrionalis; Arthropoda

XP_011055718.1: Acromyrmex_echinatior; Arthropoda

XP_018374876.1: Trachymyrmex_cornetzi; Arthropoda

XP_018300903.1: Trachymyrmex_zeteki; Arthropoda

XP_018402471.1: Cyphomyrmex_costatus; Arthropoda

XP_011870969.1: Vollenhovia_emeryi; Arthropoda

XP_024869593.1: Temnothorax_curvispinosus; Arthropoda

94/100 XP_011167847.1: Solenopsis_invicta; Arthropoda

XP_012525257.1: Monomorium_pharaonis; Arthropoda

XP_011684823.1: Wasmannia_auropunctata; Arthropoda

XP_011647581.1: Pogonomyrmex_barbatus; Arthropoda

XP_020293316.1: Pseudomyrmex_gracilis; Arthropoda

XP_012223347.1: Linepithema_humile; Arthropoda

XP_011250479.1: Camponotus_floridanus; Arthropoda

XP_011331114.1: Ooceraea_biroi; Arthropoda

88/100 XP_011150241.1: Harpegnathos_saltator; Arthropoda

XP_014481398.1: Dinoponera_quadriceps; Arthropoda

100/100

89/-

100/100

98/100

64/100

98/100

100/100

88/100

89/100 XP_625015.1: Apis_mellifera; Arthropoda

XP_016916123.1: Apis_cerana; Arthropoda

XP_006622767.1: Apis_dorsata; Arthropoda

XP_003691164.1: Apis_florea; Arthropoda

100/100 XP_003399722.1: Bombus_terrestris; Arthropoda

XP_012244763.1: Bombus_impatiens; Arthropoda

100/100 XP_017754630.1: Eufriesea_mexicana; Arthropoda

XP_017754631.1: Eufriesea_mexicana; Arthropoda

XP_003700544.1: Megachile_rotundata; Arthropoda

XP_017798373.1: Habropoda_laboriosa; Arthropoda

XP_017893662.1: Ceratina_calcarata; Arthropoda

82/100

100/100 XP_012257830.1: Athalia_rosae; Arthropoda

XP_015513323.1: Neodiprion_lecontei; Arthropoda

XP_015601140.1: Cephus_cinctus; Arthropoda

XP_012270633.1: Orussus_abietinus; Arthropoda

97/100

100/100 XP_011297747.1: Fopius_arisanus; Arthropoda

XP_015115148.1: Diachasma_alloeum; Arthropoda

XP_008559920.1: Microplitis_demolitor; Arthropoda

96/100

65/100 XP_011501757.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_001601504.1: Nasonia_vitripennis; Arthropoda

XP_014218713.1: Copidosoma_floridanum; Arthropoda

100/100

93/-

82/-

99/100 XP_023029067.1: Leptinotarsa_decemlineata; Arthropoda

XP_018569273.1: Anoplophora_glabripennis; Arthropoda

XP_967305.1: Tribolium_castaneum; Arthropoda

XP_019878277.1: Aethina_tumida; Arthropoda

XP_019769732.1: Dendroctonus_ponderosae; Arthropoda

99/100 XP_014258398.1: Cimex_lectularius; Arthropoda

XP_014286815.1: Halyomorpha_halys; Arthropoda

XP_026280479.1: Frankliniella_occidentalis; Arthropoda

100/100

97/100

92/100

80/100 XP_015369527.1: Diuraphis_noxia; Arthropoda

XP_022182025.1: Myzus_persicae; Arthropoda

XP_001948128.1: Acyrthosiphon_pisum; Arthropoda

75/100

71/100 XP_026823357.1: Rhopalosiphum_maidis; Arthropoda

XP_027852649.1: Aphis_gossypii; Arthropoda

XP_025207901.1: Melanaphis_sacchari; Arthropoda

XP_025405147.1: Sipha_flava; Arthropoda

85/100 XP_022202754.1: Nilaparvata_lugens; Arthropoda

XP_018902853.1: Bemisia_tabaci; Arthropoda

XP_022202043.1: Nilaparvata_lugens; Arthropoda

100/100

90/100

93/100

96/-

100/100

100/100

89/100 NP_001298732.1: Papilio_xuthus; Arthropoda

XP_013169129.1: Papilio_xuthus; Arthropoda

99/100 NP_001298736.1: Papilio_xuthus; Arthropoda

XP_013169130.1: Papilio_xuthus; Arthropoda

100/100

99/100 XP_013143202.1: Papilio_polytes; Arthropoda

XP_013143203.1: Papilio_polytes; Arthropoda

NP_001298591.1: Papilio_polytes; Arthropoda

100/100 XP_023943705.1: Bicyclus_anynana; Arthropoda

XP_023943706.1: Bicyclus_anynana; Arthropoda

90/-

53/-

100/100

100/100 XP_026317564.1: Hyposmocoma_kahamanoa; Arthropoda

XP_026317563.1: Hyposmocoma_kahamanoa; Arthropoda

XP_026317562.1: Hyposmocoma_kahamanoa; Arthropoda

98/100 XP_026746015.1: Trichoplusia_ni; Arthropoda

XP_026744833.1: Trichoplusia_ni; Arthropoda

100/100 XP_021193390.1: Helicoverpa_armigera; Arthropoda

XP_021193402.1: Helicoverpa_armigera; Arthropoda

99/100 XP_022831296.1: Spodoptera_litura; Arthropoda

XP_022831151.1: Spodoptera_litura; Arthropoda

95/100

100/100

81/100

-/100 XP_028043930.1: Bombyx_mandarina; Arthropoda

XP_028043932.1: Bombyx_mandarina; Arthropoda

NP_001119727.1: Bombyx_mori; Arthropoda

84/100 NP_001119726.1: Bombyx_mori; Arthropoda

XP_021203568.1: Bombyx_mori; Arthropoda

100/100 XP_013198973.1: Amyelois_transitella; Arthropoda

XP_013198989.1: Amyelois_transitella; Arthropoda

100/100 XP_022115609.1: Pieris_rapae; Arthropoda

XP_022115608.1: Pieris_rapae; Arthropoda

99/-

69/-

75/-

89/-

94/-

99/100

93/100

97/100

100/100

92/100

86/100

99/100

97/100

99/100

-/100

-/100

100/100 XP_012062192.1: Atta_cephalotes; Arthropoda

XP_018052530.1: Atta_colombica; Arthropoda

XP_018337366.1: Trachymyrmex_septentrionalis; Arthropoda

XP_011051575.1: Acromyrmex_echinatior; Arthropoda

XP_018377857.1: Trachymyrmex_cornetzi; Arthropoda

XP_018301026.1: Trachymyrmex_zeteki; Arthropoda

XP_018393946.1: Cyphomyrmex_costatus; Arthropoda

80/100

83/100 XP_011639413.1: Pogonomyrmex_barbatus; Arthropoda

XP_012522031.1: Monomorium_pharaonis; Arthropoda

XP_011703767.1: Wasmannia_auropunctata; Arthropoda

XP_011873596.1: Vollenhovia_emeryi; Arthropoda

XP_024872975.1: Temnothorax_curvispinosus; Arthropoda

XP_011173672.1: Solenopsis_invicta; Arthropoda

-/100 XP_011257342.1: Camponotus_floridanus; Arthropoda

XP_012214760.1: Linepithema_humile; Arthropoda

-/100 XP_011335819.1: Ooceraea_biroi; Arthropoda

XP_020292524.1: Pseudomyrmex_gracilis; Arthropoda

98/100 XP_011139727.1: Harpegnathos_saltator; Arthropoda

XP_014484761.1: Dinoponera_quadriceps; Arthropoda

100/-

66/-

95/100

91/100

96/100

99/100

-/100

100/100

67/100

83/100 NP_001172074.1: Apis_mellifera; Arthropoda

XP_006611219.1: Apis_dorsata; Arthropoda

XP_016914556.1: Apis_cerana; Arthropoda

XP_012340998.1: Apis_florea; Arthropoda

100/100 XP_003396989.1: Bombus_terrestris; Arthropoda

XP_003488485.1: Bombus_impatiens; Arthropoda

XP_017765151.1: Eufriesea_mexicana; Arthropoda

XP_017795667.1: Habropoda_laboriosa; Arthropoda

XP_003702208.1: Megachile_rotundata; Arthropoda

XP_015433852.1: Dufourea_novaeangliae; Arthropoda

100/100 XP_014611484.1: Polistes_canadensis; Arthropoda

XP_015182472.1: Polistes_dominula; Arthropoda

XP_017892322.1: Ceratina_calcarata; Arthropoda

XP_012276111.1: Orussus_abietinus; Arthropoda

87/100

92/100

83/100 XP_011494054.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_014219483.1: Copidosoma_floridanum; Arthropoda

100/100 XP_011301374.1: Fopius_arisanus; Arthropoda

XP_015127621.1: Diachasma_alloeum; Arthropoda

NP_001157191.1: Nasonia_vitripennis; Arthropoda

97/-

100/100 XP_015511762.1: Neodiprion_lecontei; Arthropoda

XP_012254916.1: Athalia_rosae; Arthropoda

XP_015597828.1: Cephus_cinctus; Arthropoda

XP_023317372.1: Trichogramma_pretiosum; Arthropoda

78/-

96/-

98/100 XP_017480875.1: Rhagoletis_zephyria; Arthropoda

XP_017489416.1: Rhagoletis_zephyria; Arthropoda

XP_017487464.1: Rhagoletis_zephyria; Arthropoda

100/100 XP_027220754.1: Penaeus_vannamei; Arthropoda

XP_027220756.1: Penaeus_vannamei; Arthropoda

99/-

86/-

89/-

64/-

93/-

100/-

87/-

96/-

76/100

99/100

85/-

63/-

92/-

92/-

96/-

90/-

93/100

99/-

90/-

78/-

92/- XP_013331144.1: Rasamsonia_emersonii_CBS_393.64; Ascomycota

XP_018186899.1: Xylona_heveae_TC161; Ascomycota

XP_022578302.1: Penicilliopsis_zonata_CBS_506.65; Ascomycota

XP_024704791.1: Aspergillus_steynii_IBT_23096; Ascomycota

XP_022398645.1: Aspergillus_glaucus_CBS_516.65; Ascomycota

100/100

96/100 XP_002153345.1: Talaromyces_marneffei_ATCC_18224; Ascomycota

XP_002488094.1: Talaromyces_stipitatus_ATCC_10500; Ascomycota

XP_020117139.1: Talaromyces_atroroseus; Ascomycota

100/100

75/100 XP_015401459.1: Aspergillus_nomius_NRRL_13137; Ascomycota

XP_022383962.1: Aspergillus_bombycis; Ascomycota

XP_002378267.1: Aspergillus_flavus_NRRL3357; Ascomycota

76/100

93/100

100/100

93/100 XP_024684417.1: Aspergillus_novofumigatus_IBT_16806; Ascomycota

XP_001257681.1: Aspergillus_fischeri_NRRL_181; Ascomycota

XP_026613094.1: Aspergillus_thermomutatus; Ascomycota

XP_001270073.1: Aspergillus_clavatus_NRRL_1; Ascomycota

XP_664146.1: Aspergillus_nidulans_FGSC_A4; Ascomycota

98/100

96/100

67/100 XP_020053674.1: Aspergillus_aculeatus_ATCC_16872; Ascomycota

XP_025526147.1: Aspergillus_japonicus_CBS_114.51; Ascomycota

XP_025439474.1: Aspergillus_brunneoviolaceus_CBS_621.78; Ascomycota

XP_025546924.1: Aspergillus_homomorphus_CBS_101889; Ascomycota

86/100

98/100

96/100

96/100 XP_025545585.1: Aspergillus_costaricaensis_CBS_115574; Ascomycota

XP_025390416.1: Aspergillus_eucalypticola_CBS_122712; Ascomycota

XP_001396595.1: Aspergillus_niger_CBS_513.88, Aspergillus_welwitschiae; Ascomycota

94/100 XP_025577118.1: Aspergillus_ibericus_CBS_121593; Ascomycota

XP_025462951.1: Aspergillus_sclerotioniger_CBS_115572; Ascomycota

XP_025399731.1: Aspergillus_heteromorphus_CBS_117.55; Ascomycota

XP_024668465.1: Aspergillus_candidus; Ascomycota

91/-

85/100

95/100

97/100 XP_014537511.1: Penicillium_digitatum_Pd1; Ascomycota

XP_016596595.1: Penicillium_expansum; Ascomycota

XP_002563649.1: Penicillium_rubens_Wisconsin_54-1255; Ascomycota

XP_022486581.1: Penicillium_arizonense; Ascomycota

100/100

100/100 XP_002380812.1: Aspergillus_flavus_NRRL3357; Ascomycota

XP_001823695.1: Aspergillus_oryzae_RIB40; Ascomycota

XP_022392101.1: Aspergillus_bombycis; Ascomycota

94/100

65/-

95/100

50/100

95/100

100/100

95/100

100/100

100/100 XP_022502772.1: Fonsecaea_nubica; Ascomycota

XP_022510319.1: Fonsecaea_monophora; Ascomycota

XP_013279410.1: Fonsecaea_pedrosoi_CBS_271.37; Ascomycota

66/100 XP_016627789.1: Fonsecaea_multimorphosa_CBS_102226; Ascomycota

XP_018690198.1: Fonsecaea_erecta; Ascomycota

XP_016247083.1: Cladophialophora_immunda; Ascomycota

100/100 XP_016623475.1: Cladophialophora_bantiana_CBS_173.52; Ascomycota

XP_007743167.1: Cladophialophora_psammophila_CBS_110553; Ascomycota

XP_008727416.1: Cladophialophora_carrionii_CBS_160.54; Ascomycota

89/100

89/100

83/100

100/100 XP_016237522.1: Exophiala_spinifera; Ascomycota

XP_016267566.1: Exophiala_oligosperma; Ascomycota

XP_013317266.1: Exophiala_xenobiotica; Ascomycota

XP_013277728.1: Rhinocladiella_mackenziei_CBS_650.93; Ascomycota

97/100 XP_007727665.1: Capronia_coronata_CBS_617.96; Ascomycota

XP_009157056.1: Exophiala_dermatitidis_NIH/UT8656; Ascomycota

XP_016222613.1: Exophiala_mesophila; Ascomycota

-/100

91/100

77/100

100/100 XP_001537101.1: Histoplasma_capsulatum_NAm1; Ascomycota

XP_002621923.1: Blastomyces_gilchristii_SLH14081; Ascomycota

XP_001249020.1: Coccidioides_immitis_RS, Coccidioides_posadasii_C735_delta_SOWgp; Ascomycota

100/100 XP_003171968.1: Nannizzia_gypsea_CBS_118893; Ascomycota

XP_002845588.1: Microsporum_canis_CBS_113480; Ascomycota

XP_011128059.1: Arthrobotrys_oligospora_ATCC_24927; Ascomycota

XP_007800543.1: Endocarpon_pusillum_Z07020; Ascomycota

90/-

94/100

-/100

99/100

97/100

98/100

80/100 XP_009255534.1: Fusarium_pseudograminearum_CS3096; Ascomycota

XP_011327086.1: Fusarium_graminearum_PH-1; Ascomycota

XP_025581842.1: Fusarium_venenatum; Ascomycota

99/100

-/100 XP_018234367.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota

XP_018754153.1: Fusarium_verticillioides_7600; Ascomycota

XP_023428783.1: Fusarium_fujikuroi_IMI_58289; Ascomycota

XP_003050047.1: Nectria_haematococca_mpVI_77-13-4; Ascomycota

100/100

90/100

98/100 XP_006961104.1: Trichoderma_reesei_QM6a; Ascomycota

XP_024751298.1: Trichoderma_citrinoviride; Ascomycota

54/100 XP_013961468.1: Trichoderma_virens_Gv29-8; Ascomycota

XP_024772428.1: Trichoderma_harzianum_CBS_226.95; Ascomycota

93/100 XP_013948869.1: Trichoderma_atroviride_IMI_206040; Ascomycota

XP_024761736.1: Trichoderma_asperellum_CBS_433.97; Ascomycota

100/100

98/100 XP_007811563.1: Metarhizium_acridum_CQMa_102; Ascomycota

XP_007823745.2: Metarhizium_robertsii_ARSEF_23; Ascomycota

XP_018141826.1: Pochonia_chlamydosporia_170; Ascomycota

XP_007918573.1: Phaeoacremonium_minimum_UCRPA7; Ascomycota

97/-

83/-

86/100

97/100

97/100 XP_003662159.1: Thermothelomyces_thermophilus_ATCC_42464; Ascomycota

XP_003649754.1: Thielavia_terrestris_NRRL_8126; Ascomycota

XP_006696523.1: Chaetomium_thermophilum_var._thermophilum_DSM_1495; Ascomycota

XP_001911932.1: Podospora_anserina_S_mat+; Ascomycota

100/100

87/100 XP_006670578.1: Cordyceps_militaris_CM01; Ascomycota

XP_008594783.1: Beauveria_bassiana_ARSEF_2860; Ascomycota

XP_018703763.1: Cordyceps_fumosorosea_ARSEF_2679; Ascomycota

92/100

92/100

78/100 XP_009224094.1: Gaeumannomyces_tritici_R3-111a-1; Ascomycota

XP_003719871.1: Pyricularia_oryzae_70-15; Ascomycota

96/100 XP_014169436.1: Grosmannia_clavigera_kw1407; Ascomycota

XP_016586421.1: Sporothrix_schenckii_1099-18; Ascomycota

XP_018176406.1: Purpureocillium_lilacinum; Ascomycota

67/-

100/100

XP_018160461.1: Colletotrichum_higginsianum_IMI_349063; Ascomycota

XP_022468251.1: Colletotrichum_orchidophilum; Ascomycota

XP_008091932.1: Colletotrichum_graminicola_M1.001; Ascomycota

75/- XP_007834514.1: Pestalotiopsis_fici_W106-1; Ascomycota

XP_016639460.1: Scedosporium_apiospermum; Ascomycota

XP_003008477.1: Verticillium_alfalfae_VaMs.102; Ascomycota

97/100

100/100

95/100 XP_009847674.1: Neurospora_tetrasperma_FGSC_2508; Ascomycota

XP_011394625.1: Neurospora_crassa_OR74A; Ascomycota

XP_024511429.1: Sordaria_macrospora_k-hell; Ascomycota

100/100 XP_006668998.1: Cordyceps_militaris_CM01; Ascomycota

XP_008598179.1: Beauveria_bassiana_ARSEF_2860; Ascomycota

98/-

88/-

87/-

59/100

98/100

68/100

98/100

73/100

-/100 XP_007687776.1: Bipolaris_oryzae_ATCC_44560; Ascomycota

XP_007711988.1: Bipolaris_zeicola_26-R-13; Ascomycota

XP_007704835.1: Bipolaris_sorokiniana_ND90Pr; Ascomycota

XP_014080774.1: Bipolaris_maydis_ATCC_48331; Ascomycota

XP_008023948.1: Exserohilum_turcica_Et28A; Ascomycota

XP_018384667.1: Alternaria_alternata; Ascomycota

-/100 XP_001791794.1: Parastagonospora_nodorum_SN15; Ascomycota

XP_018041161.1: Paraphaeosphaeria_sporulosa; Ascomycota

100/100

97/100

79/100

91/100

100/100 XP_001589969.1: Sclerotinia_sclerotiorum_1980_UF-70; Ascomycota

XP_024553767.1: Botrytis_cinerea_B05.10; Ascomycota

XP_008078545.1: Glarea_lozoyensis_ATCC_20868; Ascomycota

XP_024717752.1: Amorphotheca_resinae_ATCC_22711; Ascomycota

XP_018074481.1: Phialocephala_scopiformis; Ascomycota

XP_007291099.1: Marssonina_brunnea_f._sp._'multigermtubi'_MB_m1; Ascomycota

100/100 XP_018132665.1: Pseudogymnoascus_verrucosus; Ascomycota

XP_024321032.1: Pseudogymnoascus_destructans; Ascomycota

XP_007776861.1: Coniosporium_apollinis_CBS_100218; Ascomycota

-/100

93/100

93/100

-/100 XP_016763977.1: Sphaerulina_musiva_SO2202; Ascomycota

XP_023456980.1: Cercospora_beticola; Ascomycota

XP_007923998.1: Pseudocercospora_fijiensis_CIRAD86; Ascomycota

51/100 XP_003849124.1: Zymoseptoria_tritici_IPO323; Ascomycota

XP_023626731.1: Ramularia_collo-cygni; Ascomycota

XP_007676086.1: Baudoinia_panamericana_UAMH_10762; Ascomycota

XP_016208865.1: Verruconis_gallopava; Ascomycota

74/100

100/100 XP_013347191.1: Aureobasidium_subglaciale_EXF-2481; Ascomycota

XP_013431398.1: Aureobasidium_namibiae_CBS_147.97; Ascomycota

XP_020132721.1: Diplodia_corticola; Ascomycota

XP_018239358.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota

99/100 XP_502566.2: Yarrowia_lipolytica_CLIB122; Ascomycota

XP_024665774.1: Wickerhamiella_sorbophila; Ascomycota

100/100

100/100

96/100 XP_013017925.1: Schizosaccharomyces_octosporus_yFS286; Ascomycota

XP_013025957.1: Schizosaccharomyces_cryophilus_OY26; Ascomycota

NP_595618.1: Schizosaccharomyces_pombe; Ascomycota

XP_002174311.1: Schizosaccharomyces_japonicus_yFS275; Ascomycota

73/-

50/-

100/100 XP_021882259.1: Lobosporangium_transversale; Mucoromycota

XP_021880752.1: Lobosporangium_transversale; Mucoromycota

XP_025179520.1: Rhizophagus_irregularis_DAOM_181602=DAOM_197198; Mucoromycota

100/100 XP_023471460.1: Rhizopus_microsporus_ATCC_52813; Mucoromycota

XP_018287949.1: Phycomyces_blakesleeanus_NRRL_1555; Mucoromycota

98/-

100/100

95/-

62/-

72/-

69/-

89/-

99/100

88/-

-/100

57/- XP_007862658.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota

XP_007305464.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota

XP_007268069.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

97/100 XP_001840083.1: Coprinopsis_cinerea_okayama7#130; Basidiomycota

XP_007268066.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

95/100 XP_007388499.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota

XP_003038955.1: Schizophyllum_commune_H4-8; Basidiomycota

XP_003026150.1: Schizophyllum_commune_H4-8; Basidiomycota

XP_007388498.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota

88/100 XP_007268062.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

XP_007862659.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota

100/100 XP_009544328.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota

XP_009544320.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota

94/100

89/100

94/100

88/100 XP_027609928.1: Sparassis_crispa; Basidiomycota

XP_012182515.1: Fibroporia_radiculosa; Basidiomycota

XP_024337527.1: Postia_placenta_MAD-698-R-SB12; Basidiomycota

-/100 XP_008034748.1: Trametes_versicolor_FP-101664_SS1; Basidiomycota

XP_007371494.1: Dichomitus_squalens_LYAD-421_SS1; Basidiomycota

XP_007391592.1: Phanerochaete_carnosa_HHB-10118-sp; Basidiomycota

98/100

99/100 XP_001884444.1: Laccaria_bicolor_S238N-H82; Basidiomycota

XP_001884321.1: Laccaria_bicolor_S238N-H82; Basidiomycota

XP_007305471.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota

77/-

70/100

86/100

95/100

100/100 XP_007327861.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota

XP_006460401.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota

99/100 XP_006460394.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota

XP_007327855.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota

XP_007312009.1: Serpula_lacrymans_var._lacrymans_S7.9; Basidiomycota

XP_001839365.1: Coprinopsis_cinerea_okayama7#130; Basidiomycota

XP_007767488.1: Coniophora_puteana_RWD-64-598_SS2; Basidiomycota

95/-

99/100

83/-

-/100

100/100

100/100 XP_027483652.1: Malassezia_restricta; Basidiomycota

XP_001730987.1: Malassezia_globosa_CBS_7966; Basidiomycota

XP_018739675.1: Malassezia_sympodialis_ATCC_42132; Basidiomycota

XP_025379997.1: Acaromyces_ingoldii; Basidiomycota

XP_025346423.1: Pseudomicrostroma_glucosiphilum; Basidiomycota

100/100

96/100

98/100

90/- XP_014654218.1: Moesziomyces_antarcticus; Basidiomycota

XP_011392631.1: Ustilago_maydis_521; Basidiomycota

XP_012188676.1: Pseudozyma_hubeiensis_SY62; Basidiomycota

XP_016291802.1: Kalmanozyma_brasiliensis_GHG001; Basidiomycota

XP_007882417.1: Anthracocystis_flocculosa_PF-1; Basidiomycota

70/-

97/-

94/100 XP_016271443.1: Rhodotorula_toruloides_NP11; Basidiomycota

XP_018273462.1: Rhodotorula_graminis_WP1; Basidiomycota

XP_014569215.1: Mixia_osmundae_IAM_14324; Basidiomycota

XP_025596305.1: Tilletiopsis_washingtonensis; Basidiomycota

XP_025361004.1: Jaminaea_rosea; Basidiomycota

99/-

87/-

94/-

100/100

100/100

-/100 XP_003191418.1: Cryptococcus_gattii_WM276; Basidiomycota

XP_566845.1: Cryptococcus_neoformans_var._neoformans; Basidiomycota

XP_012046325.1: Cryptococcus_neoformans_var._grubii_H99; Basidiomycota

100/100 XP_018989638.1: Cryptococcus_amylolentus_CBS_6039; Basidiomycota

XP_019029634.1: Tsuchiyaea_wingfieldii_CBS_7118; Basidiomycota

XP_018279415.1: Cutaneotrichosporon_oleaginosum; Basidiomycota

XP_014179101.1: Trichosporon_asahii_var._asahii_CBS_2479; Basidiomycota

XP_007000867.1: Tremella_mesenterica_DSM_1558; Basidiomycota

-/100

97/100 XP_016607082.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota

XP_016604925.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota

XP_013239259.1: Mitosporidium_daphniae; Microsporidia

99/-

97/-

81/-

76/-

79/-

93/-

100/100

100/100

100/100

97/100

95/100

-/100

100/100

-/100 XP_019367205.1: Gavialis_gangeticus; Crocodylia

XP_006259654.2: Alligator_mississippiensis; Crocodylia

XP_019396803.1: Crocodylus_porosus; Crocodylia

100/100

100/100 XP_013799643.1: Apteryx_australis_mantelli; Aves

XP_025941467.1: Apteryx_rowi; Aves

XP_025906833.1: Nothoprocta_perdicaria; Aves

99/100

100/100

93/100 XP_024063683.1: Terrapene_mexicana_triunguis; Testudines

XP_005292830.1: Chrysemys_picta_bellii; Testudines

XP_005292829.1: Chrysemys_picta_bellii; Testudines

XP_006124746.1: Pelodiscus_sinensis; Testudines

100/100

99/100

90/100

100/100 XP_026571580.1: Pseudonaja_textilis; Lepidosauria

XP_026543927.1: Notechis_scutatus; Lepidosauria

XP_013930173.1: Thamnophis_sirtalis; Lepidosauria

XP_015682144.1: Protobothrops_mucrosquamatus; Lepidosauria

97/100 XP_007437756.1: Python_bivittatus; Lepidosauria

XP_025028629.1: Python_bivittatus; Lepidosauria

100/100

65/100

98/100

100/100

92/100 XP_003765225.1: Sarcophilus_harrisii; Metatheria

XP_003765226.1: Sarcophilus_harrisii; Metatheria

XP_003765224.1: Sarcophilus_harrisii; Metatheria

XP_001365207.1: Monodelphis_domestica; Metatheria

XP_027699742.1: Vombatus_ursinus; Metatheria

XP_020831301.1: Phascolarctos_cinereus; Metatheria

XP_007900278.1: Callorhinchus_milii; Chondrichthyes

100/100

100/100

100/100

94/100

100/100

100/100

100/100 XP_026521883.1: Notechis_scutatus; Lepidosauria

XP_026561579.1: Pseudonaja_textilis; Lepidosauria

100/100 XP_015684716.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_015684717.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007429612.1: Python_bivittatus; Lepidosauria

XP_020661460.1: Pogona_vitticeps; Lepidosauria

XP_003218206.1: Anolis_carolinensis; Lepidosauria

XP_015267090.1: Gekko_japonicus; Lepidosauria

99/100

96/100

97/100 XP_005299292.1: Chrysemys_picta_bellii; Testudines

XP_024065274.1: Terrapene_mexicana_triunguis; Testudines

XP_007055562.1: Chelonia_mydas; Testudines

XP_006131781.1: Pelodiscus_sinensis; Testudines

100/100 XP_020390453.1: Rhincodon_typus; Chondrichthyes

XP_007895351.1: Callorhinchus_milii; Chondrichthyes

XP_019880498.1: Aethina_tumida; Arthropoda

XP_024348013.1: Echinococcus_granulosus; Platyhelminthes

84/-

94/100

100/100

-/100

84/100

100/100

100/100

96/100

100/100

66/100

100/100

98/100 XP_002034177.1: Drosophila_sechellia; Arthropoda

XP_016028043.1: Drosophila_simulans; Arthropoda

NP_477037.2: Drosophila_melanogaster; Arthropoda

XP_001975310.2: Drosophila_erecta; Arthropoda

XP_002092163.2: Drosophila_yakuba; Arthropoda

84/100

94/100

100/100 XP_016968248.1: Drosophila_biarmipes; Arthropoda

XP_016930246.1: Drosophila_suzukii; Arthropoda

XP_017015662.1: Drosophila_takahashii; Arthropoda

XP_017078988.1: Drosophila_eugracilis; Arthropoda

XP_017044659.1: Drosophila_ficusphila; Arthropoda

100/100 XP_017108136.1: Drosophila_bipectinata; Arthropoda

XP_001960623.2: Drosophila_ananassae; Arthropoda

100/100

100/100 XP_001362034.3: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_002026606.2: Drosophila_persimilis; Arthropoda

XP_022230781.1: Drosophila_obscura; Arthropoda

100/100

98/100

94/100

100/100

100/100 XP_017960246.1: Drosophila_navojoa; Arthropoda

XP_002006608.1: Drosophila_mojavensis; Arthropoda

XP_023160594.1: Drosophila_hydei; Arthropoda

XP_002049004.2: Drosophila_virilis; Arthropoda

XP_001995312.1: Drosophila_grimshawi; Arthropoda

XP_017837415.1: Drosophila_busckii; Arthropoda

XP_023030881.1: Drosophila_willistoni; Arthropoda

XP_001703266.1: Chlamydomonas_reinhardtii; Chlorophyta

XP_003106644.1: Caenorhabditis_remanei; Nematoda

81/-

96/-

100/100

90/100

100/100

98/100 XP_827205.1: Trypanosoma_brucei_brucei_TREU927; Kinetoplastida

XP_827206.1: Trypanosoma_brucei_brucei_TREU927; Kinetoplastida

XP_011776681.1: Trypanosoma_brucei_gambiense_DAL972; Kinetoplastida

90/100 XP_807262.1: Trypanosoma_cruzi_strain_CL_Brener; Kinetoplastida

XP_009307474.1: Trypanosoma_grayi; Kinetoplastida

100/100 XP_015654073.1: Leptomonas_pyrrhocoris; Kinetoplastida

XP_015654074.1: Leptomonas_pyrrhocoris; Kinetoplastida

XP_002277323.2: Vitis_vinifera; Streptophyta

94/100

100/100 XP_005820671.1: Guillardia_theta_CCMP2712; Cryptophyta

XP_005829666.1: Guillardia_theta_CCMP2712; Cryptophyta

XP_002649067.1: Caenorhabditis_briggsae; Nematoda

98/100

94/-

100/100

61/-

75/-

77/-

75/100

76/100

-/100 XP_001301717.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001305234.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001309564.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001582846.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001330841.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001311201.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001318939.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001581997.1: Trichomonas_vaginalis_G3; Parabasalia

-/100 XP_001328056.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001301893.1: Trichomonas_vaginalis_G3; Parabasalia

95/100 XP_782785.1: Strongylocentrotus_purpuratus; Echinodermata

XP_001704653.1: Giardia_lamblia_ATCC_50803; Diplomonadida

100/100 XP_005717262.1: Chondrus_crispus; Rhodophyta

XP_005715805.1: Chondrus_crispus; Rhodophyta

100/-

94/100

69/100

100/100

84/-

52/-

95/-

87/-

92/-

93/-

100/100

85/100 XP_002898250.1: Phytophthora_infestans_T30-4; Stramenopiles

XP_008910684.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_024576633.1: Plasmopara_halstedii; Stramenopiles

XP_009538566.1: Phytophthora_sojae; Stramenopiles

XP_005852345.1: Nannochloropsis_gaditana_CCMP526; Stramenopiles

100/100 XP_008897499.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_008911039.1: Phytophthora_parasitica_INRA-310; Stramenopiles

94/100 XP_008910655.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_002898284.1: Phytophthora_infestans_T30-4; Stramenopiles

XP_009528756.1: Phytophthora_sojae; Stramenopiles

100/100 XP_009840723.1: Aphanomyces_astaci; Stramenopiles

XP_008878861.1: Aphanomyces_invadans; Stramenopiles

100/100 XP_008613070.1: Saprolegnia_diclina_VS20; Stramenopiles

XP_012204798.1: Saprolegnia_parasitica_CBS_223.65; Stramenopiles

100/100

55/-

99/100 XP_009037302.1: Aureococcus_anophagefferens; Stramenopiles

XP_009039473.1: Aureococcus_anophagefferens; Stramenopiles

XP_009038528.1: Aureococcus_anophagefferens; Stramenopiles

XP_009036992.1: Aureococcus_anophagefferens; Stramenopiles

100/100

-/100 XP_002183295.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles

XP_002182221.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles

XP_002294917.1: Thalassiosira_pseudonana_CCMP1335; Stramenopiles

100/100

96/100 XP_012898236.1: Blastocystis_hominis; Stramenopiles

XP_014524750.1: Blastocystis_sp._subtype_4; Stramenopiles

XP_012894417.1: Blastocystis_hominis; Stramenopiles

84/-

98/-

76/100

94/100

100/100

79/100

94/100

92/100 XP_013252163.1: Eimeria_acervulina; Alveolata

XP_013351336.1: Eimeria_mitis; Alveolata

XP_013336347.1: Eimeria_maxima; Alveolata

100/100 XP_013229066.1: Eimeria_tenella; Alveolata

XP_013440541.1: Eimeria_necatrix; Alveolata

XP_022588625.1: Cyclospora_cayetanensis; Alveolata

100/100

87/100 XP_002369663.1: Toxoplasma_gondii_ME49; Alveolata

XP_008887036.1: Hammondia_hammondi; Alveolata

XP_003879894.1: Neospora_caninum_Liverpool; Alveolata

XP_011131581.1: Gregarina_niphandrodes; Alveolata

100/100

98/100

96/100

100/100 XP_765471.1: Theileria_parva_strain_Muguga; Alveolata

XP_951813.1: Theileria_annulata; Alveolata

XP_009690977.1: Theileria_orientalis_strain_Shintoku; Alveolata

XP_004832920.1: Theileria_equi_strain_WA; Alveolata

-/100 XP_001608692.1: Babesia_bovis_T2Bo; Alveolata

XP_012768357.1: Babesia_bigemina; Alveolata

100/100

100/100 XP_002775990.1: Perkinsus_marinus_ATCC_50983; Alveolata

XP_002783772.1: Perkinsus_marinus_ATCC_50983; Alveolata

XP_002785686.1: Perkinsus_marinus_ATCC_50983; Alveolata

94/100 XP_001747496.1: Monosiga_brevicollis_MX1; Choanoflagellida

XP_009496373.1: Fonticula_alba; Nucleariidae_and_Fonticula

79/-

87/-

100/100

87/100

70/100

94/100

-/100 XP_004352564.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004352730.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004335674.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004352077.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004340099.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

86/100 XP_004337269.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004336648.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

100/100

95/100 XP_013753450.1: Thecamonas_trahens_ATCC_50062; Apusozoa

XP_013755506.1: Thecamonas_trahens_ATCC_50062; Apusozoa

XP_013755905.1: Thecamonas_trahens_ATCC_50062; Apusozoa

NP_001091149.1: Xenopus_laevis; Amphibia

100/100 XP_004345608.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea

XP_004365563.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea

76/-

86/100

-/100

76/-

76/- XP_004996687.1: Salpingoeca_rosetta; Choanoflagellida

XP_004993208.1: Salpingoeca_rosetta; Choanoflagellida

XP_004993570.1: Salpingoeca_rosetta; Choanoflagellida

XP_004993204.1: Salpingoeca_rosetta; Choanoflagellida

XP_004997532.1: Salpingoeca_rosetta; Choanoflagellida

XP_021964373.1: Folsomia_candida; Arthropoda
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Fig. S .4 Cladogram obtained in IQ-TREE showing relationships between 3554 nucleotide

sequences of actins and their relatives. Seven groups of actins homologous to human

sequences: ACTB, ACTG1, ACTA2, ACTA1, ACTC1, ACTG2 and ACTBL2 were indicated

in different colours. The human sequences or their identical homologs were bolded. The

affiliation to main taxonomic groups was shown. The number of identical sequences for

those presented in the tree is included in parentheses. Numbers at nodes correspond to

support values calculated by aLRT based on a Shimodaira-Hasegawa-like procedure

(before the slash) and bootstrap analysis (after the slash). Values lower than 50 were

omitted or indicated by a dash “–”.



0.79

0.85

0.5

1

1

1

1 XP_025706737.1: Callorhinus_ursinus; Carnivora

XP_025706788.1: Callorhinus_ursinus; Carnivora

XP_027960321.1: Eumetopias_jubatus; Carnivora

XP_027452107.1: Zalophus_californianus; Carnivora

XP_004409741.1: Odobenus_rosmarus_divergens; Carnivora

XP_021551808.1: Neomonachus_schauinslandi; Carnivora

1 XP_008687827.1: Ursus_maritimus, Ursus_arctos_horribilis; Carnivora

XP_011216927.1: Ailuropoda_melanoleuca; Carnivora

1 XP_004780822.1: Mustela_putorius_furo; Carnivora

XP_022355059.1: Enhydra_lutris_kenyoni; Carnivora

1

0.97 XP_534781.2: Canis_lupus_familiaris; Carnivora

XP_025297204.1: Canis_lupus_dingo; Carnivora

XP_025870568.1: Vulpes_vulpes; Carnivora

XP_001506759.1: Ornithorhynchus_anatinus; Monotremata

1

0.84

0.88 XP_007079330.1: Panthera_tigris_altaica; Carnivora

XP_019285594.1: Panthera_pardus; Carnivora

XP_014934552.1: Acinonyx_jubatus; Carnivora

XP_003993920.1: Felis_catus; Carnivora

0.98

0.98

1

0.99

0.8 XP_006096684.1: Myotis_lucifugus; Chiroptera

XP_006765757.1: Myotis_davidii; Chiroptera

XP_005876004.1: Myotis_brandtii; Chiroptera

XP_008151189.1: Eptesicus_fuscus; Chiroptera

XP_016076341.1: Miniopterus_natalensis; Chiroptera

XP_024419184.1: Desmodus_rotundus; Chiroptera

0.86 NP_001158122.1: Sus_scrofa; Cetartiodactyla

XP_017521169.1: Manis_javanica; Pholidota

0.99

0.97

1

0.94

1

0.9

0.9

1 XP_027385272.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_019844282.1: Bos_indicus; Cetartiodactyla

NP_001029674.1: Bos_taurus; Cetartiodactyla

XP_005897776.1: Bos_mutus; Cetartiodactyla

XP_010836805.1: Bison_bison_bison; Cetartiodactyla

0.54

1

1

1 XP_012015818.1: Ovis_aries_musimon; Cetartiodactyla

XP_004020068.2: Ovis_aries; Cetartiodactyla

XP_005698249.1: Capra_hircus; Cetartiodactyla

XP_005969158.1: Pantholops_hodgsonii; Cetartiodactyla

XP_006058509.1: Bubalus_bubalis; Cetartiodactyla

XP_020751485.1: Odocoileus_virginianus_texanus; Cetartiodactyla

1

0.86

1

1

XP_004279424.1: Orcinus_orca; Cetartiodactyla

XP_004322052.1: Tursiops_truncatus; Cetartiodactyla

XP_026967768.1: Lagenorhynchus_obliquidens; Cetartiodactyla

0.94 XP_024600584.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_022425114.1: Delphinapterus_leucas; Cetartiodactyla

XP_007470370.1: Lipotes_vexillifer; Cetartiodactyla

XP_007101043.1: Physeter_catodon; Cetartiodactyla

XP_007179207.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

1

1

1 XP_006188052.1: Camelus_ferus; Cetartiodactyla

XP_010969549.1: Camelus_bactrianus; Cetartiodactyla

XP_010994580.1: Camelus_dromedarius; Cetartiodactyla

XP_006211116.1: Vicugna_pacos; Cetartiodactyla

0.98

0.99 XP_006926033.1: Pteropus_alecto; Chiroptera

XP_015984713.1: Rousettus_aegyptiacus; Chiroptera

XP_019489683.1: Hipposideros_armiger; Chiroptera

0.98

1 XP_001503085.1: Equus_caballus, Equus_przewalskii; Perissodactyla

XP_014682725.1: Equus_asinus; Perissodactyla

XP_004440037.1: Ceratotherium_simum_simum; Perissodactyla

0.76 XP_004607550.1: Sorex_araneus; Eulipotyphla

XP_004680959.1: Condylura_cristata; Eulipotyphla

0.98

0.98

0.92

0.9 XP_003409293.1: Loxodonta_africana; Proboscidea

XP_023595617.1: Trichechus_manatus_latirostris; Sirenia

0.98 XP_004701140.1: Echinops_telfairi; Tenrecidae

XP_006831189.1: Chrysochloris_asiatica; Chrysochloridae

XP_006880384.1: Elephantulus_edwardii; Macroscelidea

XP_004464591.1: Dasypus_novemcinctus; Xenarthra

0.9

0.87

1

0.8

1

1 NP_001245001.1: Macaca_mulatta; Primates

XP_005565952.1: Macaca_fascicularis, Macaca_nemestrina; Primates

XP_011803269.1: Colobus_angolensis_palliatus; Primates

1 XP_010377910.1: Rhinopithecus_roxellana; Primates

XP_017722982.1: Rhinopithecus_bieti; Primates

XP_023080957.1: Piliocolobus_tephrosceles; Primates

0.81

0.98

XP_025252708.1: Theropithecus_gelada; Primates

XP_003904017.1: Papio_anubis; Primates

XP_011853508.1: Mandrillus_leucophaeus; Primates

XP_011918532.1: Cercocebus_atys; Primates

XP_007961679.1: Chlorocebus_sabaeus; Primates

0.99

1

0.99

0.97 XP_001141780.1: Pan_troglodytes; Primates

XP_003810561.1: Pan_paniscus; Primates

NP_001604.1: Homo_sapiens; Primates

XP_004049796.1: Gorilla_gorilla_gorilla; Primates

0.98 NP_001126814.1: Pongo_abelii; Primates

XP_003255231.1: Nomascus_leucogenys; Primates

1

0.9

0.88 XP_002756423.1: Callithrix_jacchus; Primates

XP_012310155.1: Aotus_nancymaae; Primates

XP_003922471.1: Saimiri_boliviensis_boliviensis; Primates

XP_017365612.1: Cebus_capucinus_imitator; Primates

XP_008056373.1: Carlito_syrichta; Primates

0.99

0.73 XP_003783733.1: Otolemur_garnettii; Primates

XP_012620530.1: Microcebus_murinus; Primates

XP_012515160.1: Propithecus_coquereli; Primates

0.98 NP_001095152.1: Oryctolagus_cuniculus; Lagomorpha

XP_004583430.1: Ochotona_princeps; Lagomorpha

0.99

0.67

0.99 XP_004858412.2: Heterocephalus_glaber; Rodentia

XP_010603312.1: Fukomys_damarensis; Rodentia

XP_004632133.1: Octodon_degus; Rodentia

0.86 XP_003473854.1: Cavia_porcellus; Rodentia

XP_005385916.1: Chinchilla_lanigera; Rodentia

0.78 XP_006147671.1: Tupaia_chinensis; Scandentia

XP_007537254.1: Erinaceus_europaeus; Eulipotyphla

1

1 XP_005339240.1: Ictidomys_tridecemlineatus; Rodentia

XP_026236885.1: Urocitellus_parryii; Rodentia

XP_015354347.1: Marmota_marmota_marmota, Marmota_flaviventris; Rodentia

0.96

0.99

1

0.58

1

1 XP_005063733.1: Mesocricetus_auratus; Rodentia

XP_003505997.3: Cricetulus_griseus; Rodentia

XP_005352217.1: Microtus_ochrogaster; Rodentia

XP_006984075.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_021513649.1: Meriones_unguiculatus; Rodentia

1

1

0.98 NP_031418.1: Mus_musculus; Rodentia

XP_021008231.1: Mus_caroli; Rodentia

XP_021075918.1: Mus_pahari; Rodentia

NP_112266.1: Rattus_norvegicus; Rodentia

XP_008836064.1: Nannospalax_galili; Rodentia

XP_012803105.1: Jaculus_jaculus; Rodentia

XP_012872651.1: Dipodomys_ordii; Rodentia

XP_020026526.1: Castor_canadensis; Rodentia

1 XP_020829261.1: Phascolarctos_cinereus; Metatheria

XP_027711701.1: Vombatus_ursinus; Metatheria

0.94

0.56

0.87

0.85

0.98

0.99

0.65 XP_009676132.1: Struthio_camelus_australis; Aves

XP_025949962.1: Dromaius_novaehollandiae; Aves

1 XP_013802088.1: Apteryx_australis_mantelli; Aves

XP_025940818.1: Apteryx_rowi; Aves

0.98 XP_010225167.1: Tinamus_guttatus; Aves

XP_025906979.1: Nothoprocta_perdicaria; Aves

XP_010171341.1: Antrostomus_carolinensis; Aves

XP_010177330.1: Mesitornis_unicolor; Aves

XP_009998330.1: Chaetura_pelagica; Aves

XP_010158063.1: Eurypyga_helias; Aves

0.99

0.99

0.98

1 XP_015143877.1: Gallus_gallus; Aves

NP_001026400.1: Gallus_gallus; Aves

0.75 XP_015722294.1: Coturnix_japonica; Aves

XP_019473188.1: Meleagris_gallopavo; Aves

XP_021256165.1: Numida_meleagris; Aves

1 XP_005029474.1: Anas_platyrhynchos; Aves

XP_013049810.1: Anser_cygnoides_domesticus; Aves

0.58

1 XP_009276024.1: Aptenodytes_forsteri; Aves

XP_009318466.1: Pygoscelis_adeliae; Aves

XP_009574624.1: Fulmarus_glacialis; Aves

XP_009640362.1: Egretta_garzetta; Aves

XP_009463869.1: Nipponia_nippon; Aves

XP_010293551.1: Phaethon_lepturus; Aves

XP_009987403.1: Tauraco_erythrolophus; Aves

XP_010304122.1: Balearica_regulorum_gibbericeps; Aves

XP_009702436.1: Cariama_cristata; Aves

0.63 XP_009506750.1: Phalacrocorax_carbo; Aves

XP_014811345.1: Calidris_pugnax; Aves

XP_010081047.1: Pterocles_gutturalis; Aves

XP_005503051.1: Columba_livia; Aves

XP_009568970.1: Cuculus_canorus; Aves

0.51

0.96

0.95

0.96

0.96

0.89

0.67

1

1 XP_005481298.1: Zonotrichia_albicollis; Aves

XP_005416523.1: Geospiza_fortis; Aves

XP_009085562.1: Serinus_canaria; Aves

XP_021395024.1: Lonchura_striata_domestica; Aves

1

0.52 XP_005520657.1: Pseudopodoces_humilis; Aves

XP_023785371.1: Cyanistes_caeruleus; Aves

XP_015488689.1: Parus_major; Aves

XP_005048432.1: Ficedula_albicollis; Aves

XP_014730872.1: Sturnus_vulgaris; Aves

1 XP_008642008.1: Corvus_brachyrhynchos; Aves

XP_010409211.1: Corvus_cornix_cornix; Aves

1

1

0.99

0.73

0.66 XP_027504133.1: Corapipo_altera; Aves

XP_017659360.1: Lepidothrix_coronata; Aves

XP_008928074.1: Manacus_vitellinus; Aves

XP_027574028.1: Pipra_filicauda; Aves

XP_027528216.1: Neopelma_chrysocephalum; Aves

XP_027736289.1: Empidonax_traillii; Aves

XP_009073908.1: Acanthisitta_chloris; Aves

XP_009887004.1: Charadrius_vociferus; Aves

XP_009933962.1: Opisthocomus_hoazin; Aves

0.78

0.62

1

1 XP_009915610.1: Haliaeetus_albicilla; Aves

XP_010563265.1: Haliaeetus_leucocephalus; Aves

XP_011574586.1: Aquila_chrysaetos_canadensis; Aves

XP_010193676.1: Colius_striatus; Aves

0.73 XP_009948459.1: Leptosomus_discolor; Aves

XP_026707085.1: Athene_cunicularia; Aves

XP_008943301.1: Merops_nubicus; Aves

XP_009896025.1: Picoides_pubescens; Aves

1 XP_009965062.1: Tyto_alba; Aves

XP_009965061.1: Tyto_alba; Aves

0.58

1 XP_005144089.1: Melopsittacus_undulatus; Aves

XP_010012945.1: Nestor_notabilis; Aves

1 XP_027644642.1: Falco_peregrinus; Aves

XP_027653315.1: Falco_cherrug; Aves

XP_010134435.1: Buceros_rhinoceros_silvestris; Aves

XP_009809748.1: Gavia_stellata; Aves

1 XP_010124422.1: Chlamydotis_macqueenii; Aves

XP_010124421.1: Chlamydotis_macqueenii; Aves

XP_008500242.1: Calypte_anna; Aves

XP_009862748.1: Apaloderma_vittatum; Aves

0.88

0.99

0.99

1 XP_005292567.1: Chrysemys_picta_bellii; Testudines

XP_024075357.1: Terrapene_mexicana_triunguis; Testudines

XP_027689513.1: Chelonia_mydas; Testudines

XP_006121509.1: Pelodiscus_sinensis; Testudines

1

1 XP_006029054.1: Alligator_sinensis; Crocodylia

XP_006269202.1: Alligator_mississippiensis; Crocodylia

0.99 XP_019358123.1: Gavialis_gangeticus; Crocodylia

XP_019411629.1: Crocodylus_porosus; Crocodylia

0.99

0.87

1

1

1 XP_026542950.1: Notechis_scutatus; Lepidosauria

XP_026566263.1: Pseudonaja_textilis; Lepidosauria

XP_015687360.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007441220.1: Python_bivittatus; Lepidosauria

0.55 XP_003224414.1: Anolis_carolinensis; Lepidosauria

XP_020656935.1: Pogona_vitticeps; Lepidosauria

XP_015280106.1: Gekko_japonicus; Lepidosauria

0.99

1

1 NP_001233231.1: Xenopus_laevis; Amphibia

XP_018082265.1: Xenopus_laevis; Amphibia

NP_001011250.1: Xenopus_tropicalis; Amphibia

NP_001084806.1: Xenopus_laevis; Amphibia

XP_018414264.1: Nanorana_parkeri; Amphibia

1 NP_001279898.1: Callorhinchus_milii; Chondrichthyes

XP_020384724.1: Rhincodon_typus; Chondrichthyes

0.96

0.96

0.99

NP_001085220.1: Xenopus_laevis; Amphibia

XP_018118654.1: Xenopus_laevis; Amphibia

NP_001006709.1: Xenopus_tropicalis; Amphibia

XP_005993405.1: Latimeria_chalumnae; Coelacanthiformes

XP_006001208.1: Latimeria_chalumnae; Coelacanthiformes

0.94

0.94

0.79

0.98

0.98

0.64

0.9

0.79

0.99

0.99

0.96

0.98

1

0.69 XP_010842487.1: Bison_bison_bison; Cetartiodactyla

XP_005892532.1: Bos_mutus; Cetartiodactyla

XP_027409275.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

0.97 NP_001029757.1: Bos_taurus; Cetartiodactyla

XP_019824031.1: Bos_indicus; Cetartiodactyla

XP_006044050.1: Bubalus_bubalis; Cetartiodactyla

1

0.71

1 XP_012013662.1: Ovis_aries_musimon; Cetartiodactyla

XP_004011021.4: Ovis_aries; Cetartiodactyla

XP_005968223.1: Pantholops_hodgsonii; Cetartiodactyla

XP_013822406.2: Capra_hircus; Cetartiodactyla

XP_020769969.1: Odocoileus_virginianus_texanus; Cetartiodactyla

1

0.64

XP_004274077.1: Orcinus_orca; Cetartiodactyla

XP_026939603.1: Lagenorhynchus_obliquidens; Cetartiodactyla

0.98 XP_022443242.1: Delphinapterus_leucas; Cetartiodactyla

XP_024588231.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

0.96

0.73 XP_007180505.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

XP_007462570.1: Lipotes_vexillifer; Cetartiodactyla

XP_023974092.1: Physeter_catodon; Cetartiodactyla

NP_001163988.1: Sus_scrofa; Cetartiodactyla

1

1

1 XP_011353171.1: Pteropus_vampyrus; Chiroptera

XP_024894723.1: Pteropus_alecto; Chiroptera

XP_015995095.1: Rousettus_aegyptiacus; Chiroptera

XP_019504751.1: Hipposideros_armiger; Chiroptera

0.96

0.98

0.99

0.81

1 XP_008141189.1: Eptesicus_fuscus; Chiroptera

XP_023608661.1: Myotis_lucifugus; Chiroptera

XP_016075926.1: Miniopterus_natalensis; Chiroptera

XP_024423323.1: Desmodus_rotundus; Chiroptera

1 XP_006201681.1: Vicugna_pacos; Cetartiodactyla

XP_010963405.1: Camelus_bactrianus; Cetartiodactyla

0.62

1 XP_008515544.1: Equus_przewalskii, Equus_caballus; Perissodactyla

XP_014702795.1: Equus_asinus; Perissodactyla

XP_004421440.1: Ceratotherium_simum_simum; Perissodactyla

0.96

0.98

0.99

1

0.6

1

1

0.98 XP_025740209.1: Callorhinus_ursinus; Carnivora

XP_027975247.1: Eumetopias_jubatus, Zalophus_californianus, Eumetopias_jubatus; Carnivora

XP_004409085.1: Odobenus_rosmarus_divergens; Carnivora

1 XP_006730362.1: Leptonychotes_weddellii; Carnivora

XP_021551009.1: Neomonachus_schauinslandi; Carnivora

1 XP_019653684.1: Ailuropoda_melanoleuca; Carnivora

XP_026335854.1: Ursus_arctos_horribilis; Carnivora

1 XP_004751104.1: Mustela_putorius_furo; Carnivora

XP_022376364.1: Enhydra_lutris_kenyoni; Carnivora

1 XP_535424.1: Canis_lupus; Carnivora

XP_025854200.1: Vulpes_vulpes; Carnivora

1

0.71

XP_025775889.1: Puma_concolor; Carnivora

XP_026922685.1: Acinonyx_jubatus; Carnivora

XP_023111296.1: Felis_catus; Carnivora

0.66 XP_015399997.1: Panthera_tigris_altaica; Carnivora

XP_019298190.1: Panthera_pardus; Carnivora

XP_017515153.1: Manis_javanica; Pholidota

1

0.5 XP_004609607.1: Sorex_araneus; Eulipotyphla

XP_004687999.1: Condylura_cristata; Eulipotyphla

XP_007521753.1: Erinaceus_europaeus; Eulipotyphla

0.98

1

0.58

0.53

0.96 XP_006831863.1: Chrysochloris_asiatica; Chrysochloridae

XP_007938667.1: Orycteropus_afer_afer; Tubulidentata

XP_006883106.1: Elephantulus_edwardii; Macroscelidea

1 XP_003418690.1: Loxodonta_africana; Proboscidea

XP_004380657.1: Trichechus_manatus_latirostris; Sirenia

XP_004712740.1: Echinops_telfairi; Tenrecidae

XP_004455418.1: Dasypus_novemcinctus; Xenarthra

0.66

0.98

0.5

0.99

0.98

0.99

0.82

0.87

1

1

0.71 NP_033738.1: Mus_musculus; Rodentia

XP_021036879.1: Mus_caroli; Rodentia

XP_021047734.1: Mus_pahari; Rodentia

NP_062056.1: Rattus_norvegicus; Rodentia

XP_021505150.1: Meriones_unguiculatus; Rodentia

0.91

1

1 XP_003499581.1: Cricetulus_griseus; Rodentia

XP_027278064.1: Cricetulus_griseus; Rodentia

XP_012975185.1: Mesocricetus_auratus; Rodentia

XP_006983915.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_005364270.1: Microtus_ochrogaster; Rodentia

XP_008839383.1: Nannospalax_galili; Rodentia

XP_004668258.1: Jaculus_jaculus; Rodentia

1

1 XP_005337186.1: Ictidomys_tridecemlineatus; Rodentia

XP_026247160.1: Urocitellus_parryii; Rodentia

XP_027781627.1: Marmota_flaviventris; Rodentia

XP_015336337.1: Marmota_marmota_marmota; Rodentia

0.99

0.99 XP_003475712.1: Cavia_porcellus; Rodentia

XP_005381236.1: Chinchilla_lanigera; Rodentia

XP_004643176.1: Octodon_degus; Rodentia

XP_004861564.1: Heterocephalus_glaber; Rodentia

XP_010622925.1: Fukomys_damarensis; Rodentia

0.99 XP_002718044.1: Oryctolagus_cuniculus; Lagomorpha

XP_004578253.1: Ochotona_princeps; Lagomorpha

XP_006141758.1: Tupaia_chinensis; Scandentia

0.81

0.96

1

0.95

1

0.95

0.95

XP_003900785.1: Papio_anubis; Primates

XP_025245647.1: Theropithecus_gelada; Primates

XP_011848080.1: Mandrillus_leucophaeus; Primates

XP_011890080.1: Cercocebus_atys; Primates

XP_011758599.1: Macaca_nemestrina; Primates

XP_005559154.1: Macaca_fascicularis, Macaca_mulatta; Primates

XP_008015319.1: Chlorocebus_sabaeus; Primates

0.88

0.93

1 XP_010365837.1: Rhinopithecus_roxellana; Primates

XP_017749776.1: Rhinopithecus_bieti; Primates

XP_011788065.1: Colobus_angolensis_palliatus; Primates

XP_023086041.1: Piliocolobus_tephrosceles; Primates

1

0.99

0.95 NP_005150.1: Homo_sapiens; Primates

XP_004055981.1: Gorilla_gorilla_gorilla; Primates

XP_510285.1: Pan_troglodytes; Primates

XP_003272841.1: Nomascus_leucogenys; Primates

XP_002825309.2: Pongo_abelii; Primates

1

0.99 XP_010344561.1: Saimiri_boliviensis_boliviensis; Primates

XP_017395017.1: Cebus_capucinus_imitator; Primates

XP_012320726.1: Aotus_nancymaae; Primates

XP_002753617.1: Callithrix_jacchus; Primates

XP_008064079.1: Carlito_syrichta; Primates

0.84

1 XP_012504922.1: Propithecus_coquereli; Primates

XP_012621797.1: Microcebus_murinus; Primates

XP_012661808.1: Otolemur_garnettii; Primates

XP_020009175.1: Castor_canadensis; Rodentia

1

0.97

XP_020850605.1: Phascolarctos_cinereus; Metatheria

XP_027725779.1: Vombatus_ursinus; Metatheria

XP_001370562.1: Monodelphis_domestica; Metatheria

XP_003756019.1: Sarcophilus_harrisii; Metatheria

0.71

0.93

0.92

0.64

0.93

0.93

0.92

0.98

1

0.99

0.98

1

1 XP_005479935.1: Zonotrichia_albicollis; Aves

XP_005417559.1: Geospiza_fortis; Aves

XP_009100194.1: Serinus_canaria; Aves

1 XP_002200536.1: Taeniopygia_guttata; Aves

XP_021394989.1: Lonchura_striata_domestica; Aves

1

0.87 XP_005520380.1: Pseudopodoces_humilis; Aves

XP_023801582.1: Cyanistes_caeruleus; Aves

XP_015487537.1: Parus_major; Aves

1 XP_005047317.1: Ficedula_albicollis; Aves

XP_014746980.1: Sturnus_vulgaris; Aves

XP_008637780.1: Corvus_brachyrhynchos, Corvus_cornix_cornix; Aves

0.98

0.88

0.81

0.7 XP_017682862.1: Lepidothrix_coronata; Aves

XP_027592276.1: Pipra_filicauda; Aves

XP_017937788.1: Manacus_vitellinus; Aves

XP_027493824.1: Corapipo_altera; Aves

XP_027564992.1: Neopelma_chrysocephalum; Aves

XP_027735069.1: Empidonax_traillii; Aves

0.61

0.69

0.6

0.66

1 XP_010572531.1: Haliaeetus_leucocephalus; Aves

XP_011580668.1: Aquila_chrysaetos_canadensis; Aves

XP_009708793.1: Cariama_cristata; Aves

XP_005149344.1: Melopsittacus_undulatus; Aves

XP_009328260.1: Pygoscelis_adeliae; Aves

XP_010185302.1: Mesitornis_unicolor; Aves

0.71

0.57

XP_009466971.1: Nipponia_nippon; Aves

XP_010006008.1: Chaetura_pelagica; Aves

XP_009565558.1: Cuculus_canorus; Aves

XP_014797260.1: Calidris_pugnax; Aves

0.52

0.66

0.94 XP_005234669.1: Falco_peregrinus; Aves

XP_009910000.1: Picoides_pubescens; Aves

XP_009959020.1: Leptosomus_discolor; Aves

XP_026705183.1: Athene_cunicularia; Aves

0.99

1

0.93

NP_001072949.1: Gallus_gallus; Aves

XP_010709885.1: Meleagris_gallopavo; Aves

XP_015720396.1: Coturnix_japonica; Aves

XP_021256728.1: Numida_meleagris; Aves

XP_027314512.1: Anas_platyrhynchos; Aves

0.99

0.55

1 XP_010209372.1: Tinamus_guttatus; Aves

XP_025907675.1: Nothoprocta_perdicaria; Aves

XP_025949739.1: Dromaius_novaehollandiae; Aves

1 XP_013795910.1: Apteryx_australis_mantelli; Aves

XP_025931574.1: Apteryx_rowi; Aves

1

1 XP_019374484.1: Gavialis_gangeticus; Crocodylia

XP_019407850.1: Crocodylus_porosus; Crocodylia

XP_006274042.1: Alligator_mississippiensis; Crocodylia

1

1 XP_005300031.1: Chrysemys_picta_bellii; Testudines

XP_024056764.1: Terrapene_mexicana_triunguis; Testudines

NP_001277599.1: Chelonia_mydas; Testudines

1

0.99

1

1

1 XP_026520321.1: Notechis_scutatus; Lepidosauria

XP_026566435.1: Pseudonaja_textilis; Lepidosauria

XP_015684708.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007434178.1: Python_bivittatus; Lepidosauria

XP_015280026.1: Gekko_japonicus; Lepidosauria

XP_003214525.3: Anolis_carolinensis; Lepidosauria

XP_020645056.1: Pogona_vitticeps; Lepidosauria

0.98 NP_001279093.1: Callorhinchus_milii; Chondrichthyes

XP_020383124.1: Rhincodon_typus; Chondrichthyes

XP_006004123.1: Latimeria_chalumnae; Coelacanthiformes

0.99

0.99

0.99

1 NP_001080060.1: Xenopus_laevis; Amphibia

XP_018084109.1: Xenopus_laevis; Amphibia

XP_018087689.1: Xenopus_laevis; Amphibia

NP_989094.1: Xenopus_tropicalis; Amphibia

XP_018428255.1: Nanorana_parkeri; Amphibia

XP_006632484.1: Lepisosteus_oculatus; Actinopterygii

0.99

1

0.97 NP_989355.1: Xenopus_tropicalis; Amphibia

NP_001079664.1: Xenopus_laevis; Amphibia

NP_001090226.1: Xenopus_laevis; Amphibia

XP_018420349.1: Nanorana_parkeri; Amphibia

0.99

1

1 NP_001090535.1: Xenopus_laevis; Amphibia

NP_001082366.1: Xenopus_laevis; Amphibia

NP_989076.1: Xenopus_tropicalis; Amphibia

XP_018420963.1: Nanorana_parkeri; Amphibia

0.73

0.74

1

1

1

0.67

0.96

XP_002802173.1: Macaca_mulatta, Macaca_fascicularis; Primates

XP_011769915.1: Macaca_nemestrina; Primates

1 XP_011891472.1: Cercocebus_atys; Primates

XP_011855241.1: Mandrillus_leucophaeus; Primates

XP_007987936.1: Chlorocebus_sabaeus; Primates

XP_003893841.1: Papio_anubis; Primates

XP_025233066.1: Theropithecus_gelada; Primates

1

1 XP_017741094.1: Rhinopithecus_bieti; Primates

XP_010372333.1: Rhinopithecus_roxellana; Primates

XP_023047586.1: Piliocolobus_tephrosceles; Primates

XP_011788721.1: Colobus_angolensis_palliatus; Primates

1

0.57

1

1 XP_003824507.1: Pan_paniscus; Primates

XP_016796083.1: Pan_troglodytes; Primates

NP_001091.1: Homo_sapiens; Primates

NP_001125886.1: Pongo_abelii; Primates

XP_003275203.2: Nomascus_leucogenys; Primates

1

0.78 XP_002760614.2: Callithrix_jacchus; Primates

XP_017381981.1: Cebus_capucinus_imitator; Primates

XP_012315269.1: Aotus_nancymaae; Primates

0.9

0.71

1

0.99

1

XP_025706571.1: Callorhinus_ursinus; Carnivora

XP_027960269.1: Eumetopias_jubatus; Carnivora

XP_025706437.1: Callorhinus_ursinus; Carnivora

XP_004404904.1: Odobenus_rosmarus_divergens; Carnivora

XP_021547965.1: Neomonachus_schauinslandi; Carnivora

XP_022379329.1: Enhydra_lutris_kenyoni; Carnivora

0.99 XP_004693101.1: Condylura_cristata; Eulipotyphla

XP_007538902.1: Erinaceus_europaeus; Eulipotyphla

1 XP_012515758.1: Propithecus_coquereli; Primates

XP_012619798.1: Microcebus_murinus; Primates

1

0.9 XP_019274619.1: Panthera_pardus; Carnivora

XP_026902734.1: Acinonyx_jubatus; Carnivora

XP_023096213.1: Felis_catus; Carnivora

0.93

1

NP_001304187.1: Equus_caballus; Perissodactyla

XP_008531873.1: Equus_przewalskii; Perissodactyla

XP_014716318.1: Equus_asinus; Perissodactyla

XP_004426937.1: Ceratotherium_simum_simum; Perissodactyla

0.81

0.98

1

1

0.65

0.94

0.99 XP_005226249.1: Bos_taurus; Cetartiodactyla

NP_776650.1: Bos_taurus; Cetartiodactyla

XP_019809603.1: Bos_indicus; Cetartiodactyla

XP_010836407.1: Bison_bison_bison; Cetartiodactyla

XP_027386501.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

1

1

0.99 XP_004021390.1: Ovis_aries; Cetartiodactyla

XP_027818096.1: Ovis_aries; Cetartiodactyla

XP_017897926.1: Capra_hircus; Cetartiodactyla

XP_005982939.1: Pantholops_hodgsonii; Cetartiodactyla

0.55 XP_005896764.1: Bos_mutus; Cetartiodactyla

XP_006063116.1: Bubalus_bubalis; Cetartiodactyla

1

1

0.64

0.93

0.98 XP_004281609.1: Orcinus_orca; Cetartiodactyla

XP_019797173.1: Tursiops_truncatus; Cetartiodactyla

XP_026949946.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_022408879.1: Delphinapterus_leucas; Cetartiodactyla

XP_007446771.1: Lipotes_vexillifer; Cetartiodactyla

XP_023973322.1: Physeter_catodon; Cetartiodactyla

NP_001161267.1: Sus_scrofa; Cetartiodactyla

0.85

1

0.52

0.77 XP_003415269.1: Loxodonta_africana; Proboscidea

XP_004384178.1: Trichechus_manatus_latirostris; Sirenia

0.85 XP_006868634.1: Chrysochloris_asiatica; Chrysochloridae

XP_007936692.1: Orycteropus_afer_afer; Tubulidentata

XP_004712219.1: Echinops_telfairi; Tenrecidae

XP_006902127.1: Elephantulus_edwardii; Macroscelidea

0.51

0.91

1 XP_025304331.1: Canis_lupus_dingo; Carnivora

XP_005618896.1: Canis_lupus_familiaris; Carnivora

XP_003791034.1: Otolemur_garnettii; Primates

XP_006146076.1: Tupaia_chinensis; Scandentia

0.88 XP_004588510.1: Ochotona_princeps; Lagomorpha

XP_002722940.1: Oryctolagus_cuniculus; Lagomorpha

XP_008583002.1: Galeopterus_variegatus; Dermoptera

0.8 XP_008156849.1: Eptesicus_fuscus; Chiroptera

XP_019481903.1: Hipposideros_armiger; Chiroptera

0.63

0.5

0.54

0.78

0.99

1

1

0.8

1

1 XP_027241058.1: Cricetulus_griseus; Rodentia

XP_027260663.1: Cricetulus_griseus; Rodentia

XP_005064723.1: Mesocricetus_auratus; Rodentia

XP_005345921.1: Microtus_ochrogaster; Rodentia

XP_006990999.1: Peromyscus_maniculatus_bairdii; Rodentia

1

0.87

0.98 NP_033736.1: Mus_musculus; Rodentia

XP_021025154.1: Mus_caroli; Rodentia

XP_021075752.1: Mus_pahari; Rodentia

NP_062085.1: Rattus_norvegicus; Rodentia

XP_008843995.1: Nannospalax_galili; Rodentia

XP_021505805.1: Meriones_unguiculatus; Rodentia

XP_004659738.1: Jaculus_jaculus; Rodentia

0.74

1

0.87

0.75

0.99 XP_003473434.1: Cavia_porcellus; Rodentia

XP_004640864.1: Octodon_degus; Rodentia

XP_010620214.1: Fukomys_damarensis; Rodentia

XP_004854746.1: Heterocephalus_glaber; Rodentia

XP_005405065.1: Chinchilla_lanigera; Rodentia

XP_020024418.1: Castor_canadensis; Rodentia

1

1 XP_005320443.1: Ictidomys_tridecemlineatus; Rodentia

XP_026268236.1: Urocitellus_parryii; Rodentia

XP_027803799.1: Marmota_flaviventris; Rodentia

XP_004619065.1: Sorex_araneus; Eulipotyphla

1

0.8 XP_019383121.1: Gavialis_gangeticus; Crocodylia

XP_019405417.1: Crocodylus_porosus; Crocodylia

XP_006269914.1: Alligator_mississippiensis; Crocodylia

0.66

0.76

0.6

0.56

0.92

0.99

0.91

0.56

0.7

1 XP_005518602.1: Pseudopodoces_humilis; Aves

XP_015478845.1: Parus_major; Aves

XP_009091088.1: Serinus_canaria; Aves

XP_021382807.1: Lonchura_striata_domestica; Aves

0.99 XP_005043503.1: Ficedula_albicollis; Aves

XP_014730651.1: Sturnus_vulgaris; Aves

XP_008641512.1: Corvus_brachyrhynchos; Aves

0.99

1

0.82

0.99

0.56 XP_017932911.1: Manacus_vitellinus; Aves

XP_027577189.1: Pipra_filicauda; Aves

XP_017672946.1: Lepidothrix_coronata; Aves

XP_027513220.1: Corapipo_altera; Aves

XP_027541372.1: Neopelma_chrysocephalum; Aves

XP_027757941.1: Empidonax_traillii; Aves

XP_009899477.1: Picoides_pubescens; Aves

XP_005146036.1: Melopsittacus_undulatus; Aves

XP_009872744.1: Apaloderma_vittatum; Aves

1 XP_010560960.1: Haliaeetus_leucocephalus; Aves

XP_011573282.1: Aquila_chrysaetos_canadensis; Aves

0.72

0.71 XP_009560413.1: Cuculus_canorus; Aves

XP_010129236.1: Buceros_rhinoceros_silvestris; Aves

0.56 XP_009889441.1: Charadrius_vociferus; Aves

XP_014806516.1: Calidris_pugnax; Aves

0.99 XP_009642438.1: Egretta_garzetta; Aves

XP_010118960.1: Chlamydotis_macqueenii; Aves

1 XP_025929185.1: Apteryx_rowi; Aves

XP_025973112.1: Dromaius_novaehollandiae; Aves

1 XP_027309970.1: Anas_platyrhynchos; Aves

XP_027309971.1: Anas_platyrhynchos; Aves

0.94

0.77

1 NP_001026234.1: Gallus_gallus; Aves

XP_015139542.2: Gallus_gallus; Aves

XP_010705319.1: Meleagris_gallopavo; Aves

XP_021248310.1: Numida_meleagris; Aves

XP_015713396.1: Coturnix_japonica; Aves

0.99

1

1

0.94

1

1

1

1 XP_026525243.1: Notechis_scutatus; Lepidosauria

XP_026560965.1: Pseudonaja_textilis; Lepidosauria

XP_013915303.1: Thamnophis_sirtalis; Lepidosauria

XP_015679888.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007424890.1: Python_bivittatus; Lepidosauria

XP_003215863.1: Anolis_carolinensis; Lepidosauria

XP_020642229.1: Pogona_vitticeps; Lepidosauria

XP_015276931.1: Gekko_japonicus; Lepidosauria

1

1

1 XP_005291284.1: Chrysemys_picta_bellii; Testudines

XP_024069586.1: Terrapene_mexicana_triunguis; Testudines

XP_007071113.1: Chelonia_mydas; Testudines

XP_006122067.1: Pelodiscus_sinensis; Testudines

1

1

1 XP_020856142.1: Phascolarctos_cinereus; Metatheria

XP_027726662.1: Vombatus_ursinus; Metatheria

XP_003767872.1: Sarcophilus_harrisii; Metatheria

XP_003340224.1: Monodelphis_domestica; Metatheria

0.52

0.99

0.85 XP_003228733.1: Anolis_carolinensis; Lepidosauria

XP_007441739.1: Python_bivittatus; Lepidosauria

XP_015276056.1: Gekko_japonicus; Lepidosauria

1 XP_020823844.1: Phascolarctos_cinereus; Metatheria

XP_027711812.1: Vombatus_ursinus; Metatheria

XP_005988889.1: Latimeria_chalumnae; Coelacanthiformes

0.84

0.97

0.69

1

1

1

1

1

1

0.54 XP_020351400.1: Oncorhynchus_kisutch; Actinopterygii

XP_024290181.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021436999.1: Oncorhynchus_mykiss; Actinopterygii

XP_023863360.1: Salvelinus_alpinus; Actinopterygii

XP_014065713.1: Salmo_salar; Actinopterygii

1

1

1

0.87 XP_020316188.1: Oncorhynchus_kisutch; Actinopterygii

XP_024243910.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021431978.1: Oncorhynchus_mykiss; Actinopterygii

XP_023849262.1: Salvelinus_alpinus; Actinopterygii

XP_014035375.1: Salmo_salar; Actinopterygii

XP_010887005.1: Esox_lucius; Actinopterygii

1

1

0.61

1

0.55

0.97

1 XP_020335688.1: Oncorhynchus_kisutch; Actinopterygii

XP_024298139.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021423630.1: Oncorhynchus_mykiss; Actinopterygii

XP_013986500.1: Salmo_salar; Actinopterygii

XP_023990763.1: Salvelinus_alpinus; Actinopterygii

0.61 NP_001117011.1: Salmo_salar; Actinopterygii

XP_020309797.1: Oncorhynchus_kisutch, Oncorhynchus_mykiss;, Oncorhynchus_tshawytscha; Actinopterygii

XP_023869733.1: Salvelinus_alpinus; Actinopterygii

XP_010887533.1: Esox_lucius; Actinopterygii

0.97

0.98

0.87

0.99

0.81

0.99

1

1

0.91

0.96

0.86 XP_016149658.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016313252.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016390211.1: Sinocyclocheilus_rhinocerous; Actinopterygii

1 XP_018969825.1: Cyprinus_carpio; Actinopterygii

XP_026079778.1: Carassius_auratus; Actinopterygii

0.74 XP_016326646.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_026134245.1: Carassius_auratus; Actinopterygii

NP_999949.2: Danio_rerio; Actinopterygii

1

0.76 XP_017319620.1: Ictalurus_punctatus; Actinopterygii

XP_027030872.1: Tachysurus_fulvidraco; Actinopterygii

XP_026794299.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026873400.1: Electrophorus_electricus; Actinopterygii

XP_017552079.1: Pygocentrus_nattereri; Actinopterygii

XP_007248613.1: Astyanax_mexicanus; Actinopterygii

0.99 XP_023689496.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018604990.1: Scleropages_formosus; Actinopterygii

XP_006638465.1: Lepisosteus_oculatus; Actinopterygii

XP_012669772.1: Clupea_harengus; Actinopterygii

NP_001296763.1: Clupea_harengus; Actinopterygii

0.9

0.92

0.91

0.77

0.54

0.68

1

1

0.51

0.89 XP_007549823.1: Poecilia_formosa, Poecilia_latipinna; Actinopterygii

XP_014853192.1: Poecilia_mexicana; Actinopterygii

XP_008404028.1: Poecilia_reticulata; Actinopterygii

1 XP_005804273.1: Xiphophorus_maculatus; Actinopterygii

XP_027871327.1: Xiphophorus_couchianus; Actinopterygii

XP_015241959.1: Cyprinodon_variegatus; Actinopterygii

XP_012736436.1: Fundulus_heteroclitus; Actinopterygii

0.76

1 XP_013857272.1: Austrofundulus_limnaeus; Actinopterygii

XP_017274199.1: Kryptolebias_marmoratus; Actinopterygii

1 NP_001098276.1: Oryzias_latipes; Actinopterygii

XP_020566641.1: Oryzias_latipes; Actinopterygii

XP_015808240.1: Nothobranchius_furzeri; Actinopterygii

XP_020794418.1: Boleophthalmus_pectinirostris; Actinopterygii

1

1 XP_023128730.1: Amphiprion_ocellaris; Actinopterygii

XP_022049250.1: Acanthochromis_polyacanthus; Actinopterygii

XP_008284968.1: Stegastes_partitus; Actinopterygii

XP_024151897.1: Oryzias_melastigma; Actinopterygii

1

XP_005733337.1: Pundamilia_nyererei, Haplochromis_burtoni, Astatotilapia_calliptera; Actinopterygii

XP_006780004.1: Neolamprologus_brichardi; Actinopterygii

XP_004539539.1: Maylandia_zebra; Actinopterygii

XP_003454567.1: Oreochromis_niloticus; Actinopterygii

XP_018522209.1: Lates_calcarifer; Actinopterygii

0.96 XP_026150164.1: Mastacembelus_armatus; Actinopterygii

XP_020445570.1: Monopterus_albus; Actinopterygii

XP_011607913.1: Takifugu_rubripes; Actinopterygii

1 XP_022595796.1: Seriola_dumerili; Actinopterygii

XP_023280777.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_010730628.1: Larimichthys_crocea; Actinopterygii

XP_026234153.1: Anabas_testudineus; Actinopterygii

0.8 XP_010781258.1: Notothenia_coriiceps; Actinopterygii

XP_020493899.1: Labrus_bergylta; Actinopterygii

XP_008308108.1: Cynoglossus_semilaevis; Actinopterygii

XP_019954365.1: Paralichthys_olivaceus; Actinopterygii

XP_019751440.1: Hippocampus_comes; Actinopterygii

XP_008315424.1: Cynoglossus_semilaevis; Actinopterygii

0.98

0.98

0.94

0.99

0.89

0.98

1

1

0.96 XP_016145353.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016358184.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016395755.1: Sinocyclocheilus_rhinocerous; Actinopterygii

1 XP_026105175.1: Carassius_auratus; Actinopterygii

XP_026118623.1: Carassius_auratus; Actinopterygii

XP_026082746.1: Carassius_auratus; Actinopterygii

0.89

1

XP_016139759.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016415680.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016362065.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_018928380.1: Cyprinus_carpio; Actinopterygii

NP_001017750.1: Danio_rerio; Actinopterygii

XP_026869520.1: Electrophorus_electricus; Actinopterygii

1

0.63 XP_026787595.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017312868.1: Ictalurus_punctatus; Actinopterygii

XP_027034865.1: Tachysurus_fulvidraco; Actinopterygii

1 XP_007238991.1: Astyanax_mexicanus; Actinopterygii

XP_017571971.1: Pygocentrus_nattereri; Actinopterygii

0.97

0.73

0.75

0.91

0.91

0.93

1

0.96

1

0.94 XP_004562259.1: Maylandia_zebra; Actinopterygii

XP_026027859.1: Astatotilapia_calliptera; Actinopterygii

XP_005751730.1: Pundamilia_nyererei; Actinopterygii

XP_005944088.1: Haplochromis_burtoni; Actinopterygii

XP_006806186.1: Neolamprologus_brichardi; Actinopterygii

XP_003454155.1: Oreochromis_niloticus; Actinopterygii

XP_003978055.1: Takifugu_rubripes; Actinopterygii

1 XP_022070071.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023152504.1: Amphiprion_ocellaris; Actinopterygii

XP_008283196.1: Stegastes_partitus; Actinopterygii

XP_020495256.1: Labrus_bergylta; Actinopterygii

0.69

0.51 XP_004065536.1: Oryzias_latipes; Actinopterygii

XP_019968613.1: Paralichthys_olivaceus; Actinopterygii

0.73 XP_018530559.1: Lates_calcarifer; Actinopterygii

XP_026215857.1: Anabas_testudineus; Actinopterygii

1 XP_022623373.1: Seriola_dumerili; Actinopterygii

XP_023254490.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_020480862.1: Monopterus_albus; Actinopterygii

XP_019129039.1: Larimichthys_crocea; Actinopterygii

XP_010793411.1: Notothenia_coriiceps; Actinopterygii

0.89

0.71

0.53

0.66

0.89

0.99

0.89

0.99

1

1

1

0.64 XP_014910662.1: Poecilia_latipinna; Actinopterygii

XP_007576304.1: Poecilia_formosa; Actinopterygii

XP_014827213.1: Poecilia_mexicana; Actinopterygii

XP_008398014.1: Poecilia_reticulata; Actinopterygii

1 XP_005798377.1: Xiphophorus_maculatus; Actinopterygii

XP_027856800.1: Xiphophorus_couchianus; Actinopterygii

1

0.99 XP_013882652.1: Austrofundulus_limnaeus; Actinopterygii

XP_017271545.1: Kryptolebias_marmoratus; Actinopterygii

XP_015825288.1: Nothobranchius_furzeri; Actinopterygii

1

0.85 XP_004540411.1: Maylandia_zebra; Actinopterygii

XP_026007508.1: Astatotilapia_calliptera; Actinopterygii

XP_005942711.1: Haplochromis_burtoni; Actinopterygii

XP_006798496.1: Neolamprologus_brichardi; Actinopterygii

XP_005723828.1: Pundamilia_nyererei; Actinopterygii

XP_003442991.1: Oreochromis_niloticus; Actinopterygii

1

1 XP_023133099.1: Amphiprion_ocellaris; Actinopterygii

XP_022070659.1: Acanthochromis_polyacanthus; Actinopterygii

XP_008278087.1: Stegastes_partitus; Actinopterygii

0.92 XP_010733530.1: Larimichthys_crocea; Actinopterygii

XP_020494339.1: Labrus_bergylta; Actinopterygii

0.71

0.83

1 XP_022607047.1: Seriola_dumerili; Actinopterygii

XP_023256375.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018519152.1: Lates_calcarifer; Actinopterygii

XP_019967467.1: Paralichthys_olivaceus; Actinopterygii

0.58 XP_026160150.1: Mastacembelus_armatus; Actinopterygii

XP_026195842.1: Anabas_testudineus; Actinopterygii

XP_003962565.1: Takifugu_rubripes; Actinopterygii

XP_024919096.1: Cynoglossus_semilaevis; Actinopterygii

XP_008308307.1: Cynoglossus_semilaevis; Actinopterygii

0.83

1

0.95

1

0.81 XP_020343427.1: Oncorhynchus_kisutch; Actinopterygii

XP_024292865.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021429777.1: Oncorhynchus_mykiss; Actinopterygii

XP_023850028.1: Salvelinus_alpinus; Actinopterygii

XP_014049334.1: Salmo_salar; Actinopterygii

XP_010876993.1: Esox_lucius; Actinopterygii

XP_019728207.1: Hippocampus_comes; Actinopterygii

XP_020776256.1: Boleophthalmus_pectinirostris; Actinopterygii

0.74

0.89

0.89

0.9

0.98

0.97

0.86

0.67

0.57

0.62

0.99

0.98

0.94

1

0.97

1

1

1

0.97 XP_007549292.1: Poecilia_formosa; Actinopterygii

XP_014837814.1: Poecilia_mexicana; Actinopterygii

XP_014891145.1: Poecilia_latipinna; Actinopterygii

XP_008397646.1: Poecilia_reticulata; Actinopterygii

1 XP_005806208.1: Xiphophorus_maculatus; Actinopterygii

XP_027855962.1: Xiphophorus_couchianus; Actinopterygii

XP_015229196.1: Cyprinodon_variegatus; Actinopterygii

XP_012735552.1: Fundulus_heteroclitus; Actinopterygii

0.91

1 XP_013867506.1: Austrofundulus_limnaeus; Actinopterygii

XP_017268342.1: Kryptolebias_marmoratus; Actinopterygii

XP_015825753.1: Nothobranchius_furzeri; Actinopterygii

1 XP_004082396.1: Oryzias_latipes; Actinopterygii

XP_024124988.1: Oryzias_melastigma; Actinopterygii

0.87 XP_026155891.1: Mastacembelus_armatus; Actinopterygii

XP_026211221.1: Anabas_testudineus; Actinopterygii

1

1

0.82

0.99

XP_004540824.1: Maylandia_zebra; Actinopterygii

XP_026008768.1: Astatotilapia_calliptera; Actinopterygii

XP_005742823.1: Pundamilia_nyererei; Actinopterygii

XP_005916970.1: Haplochromis_burtoni; Actinopterygii

XP_006786081.1: Neolamprologus_brichardi; Actinopterygii

XP_003447786.1: Oreochromis_niloticus; Actinopterygii

XP_020441900.1: Monopterus_albus; Actinopterygii

XP_010738737.1: Larimichthys_crocea; Actinopterygii

1 XP_022606766.1: Seriola_dumerili; Actinopterygii

XP_023286733.1: Seriola_lalandi_dorsalis; Actinopterygii

0.81

0.65 XP_008319685.1: Cynoglossus_semilaevis; Actinopterygii

XP_019940472.1: Paralichthys_olivaceus; Actinopterygii

XP_020485655.1: Labrus_bergylta; Actinopterygii

XP_018545621.1: Lates_calcarifer; Actinopterygii

1

1 XP_022051177.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023116912.1: Amphiprion_ocellaris; Actinopterygii

XP_008293197.1: Stegastes_partitus; Actinopterygii

0.73 XP_003962484.1: Takifugu_rubripes; Actinopterygii

XP_019712963.1: Hippocampus_comes; Actinopterygii

XP_020774946.1: Boleophthalmus_pectinirostris; Actinopterygii

0.99

0.99

0.99

0.98

1 XP_020356662.1: Oncorhynchus_kisutch; Actinopterygii

XP_024285818.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021440429.1: Oncorhynchus_mykiss; Actinopterygii

XP_023842320.1: Salvelinus_alpinus; Actinopterygii

XP_014065950.1: Salmo_salar; Actinopterygii

1

0.9

1 XP_020343680.1: Oncorhynchus_kisutch; Actinopterygii

XP_024293216.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_023850398.1: Salvelinus_alpinus; Actinopterygii

NP_001133115.1: Salmo_salar; Actinopterygii

NP_001290839.1: Esox_lucius; Actinopterygii

0.75

0.78

0.79

0.99

0.99

0.86

0.5

0.8 XP_016329630.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016339940.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016144891.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016414710.1: Sinocyclocheilus_rhinocerous; Actinopterygii

0.92

1 XP_026096647.1: Carassius_auratus; Actinopterygii

XP_026142522.1: Carassius_auratus; Actinopterygii

XP_018977009.1: Cyprinus_carpio; Actinopterygii

NP_571666.1: Danio_rerio; Actinopterygii

0.95

0.88

1

0.81 NP_001188195.1: Ictalurus_punctatus; Actinopterygii

XP_027029480.1: Tachysurus_fulvidraco; Actinopterygii

XP_026774623.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026856022.1: Electrophorus_electricus; Actinopterygii

0.96 XP_015463524.1: Astyanax_mexicanus; Actinopterygii

XP_017558787.1: Pygocentrus_nattereri; Actinopterygii

0.97

0.5 XP_023658027.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018597699.1: Scleropages_formosus; Actinopterygii

XP_006632509.1: Lepisosteus_oculatus; Actinopterygii

XP_012692239.1: Clupea_harengus; Actinopterygii

0.98

0.89

0.62

1

1

0.91

0.75

0.95 XP_016085532.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016348793.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016384730.1: Sinocyclocheilus_rhinocerous; Actinopterygii

0.95 XP_018981913.1: Cyprinus_carpio; Actinopterygii

XP_026146768.1: Carassius_auratus; Actinopterygii

1

1 XP_016149729.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016315518.1: Sinocyclocheilus_anshuiensis; Actinopterygii

1 XP_026089083.1: Carassius_auratus; Actinopterygii

XP_026089103.1: Carassius_auratus; Actinopterygii

1 NP_001001409.2: Danio_rerio; Actinopterygii

XP_002665778.1: Danio_rerio; Actinopterygii

XP_026854779.1: Electrophorus_electricus; Actinopterygii

XP_017537672.1: Pygocentrus_nattereri; Actinopterygii

0.52

1

0.68 XP_017311951.1: Ictalurus_punctatus; Actinopterygii

XP_027022169.1: Tachysurus_fulvidraco; Actinopterygii

XP_026778589.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_007235317.1: Astyanax_mexicanus; Actinopterygii

XP_012682079.1: Clupea_harengus; Actinopterygii

0.98

0.73

0.67

0.54

0.72

0.69

0.99

0.97

0.99

0.74

1

0.99 XP_005805222.1: Xiphophorus_maculatus; Actinopterygii

XP_027897081.1: Xiphophorus_couchianus; Actinopterygii

XP_007578907.1: Poecilia_formosa, Poecilia_latipinna, Poecilia_mexicana; Actinopterygii

XP_015245720.1: Cyprinodon_variegatus; Actinopterygii

XP_021178877.1: Fundulus_heteroclitus; Actinopterygii

XP_015803158.1: Nothobranchius_furzeri; Actinopterygii

0.68

1 XP_004083945.1: Oryzias_latipes; Actinopterygii

XP_024146383.1: Oryzias_melastigma; Actinopterygii

1 XP_013870876.1: Austrofundulus_limnaeus; Actinopterygii

XP_017267449.1: Kryptolebias_marmoratus; Actinopterygii

0.5

1

0.99

1

0.98 XP_005737344.1: Pundamilia_nyererei; Actinopterygii

XP_005931591.1: Haplochromis_burtoni; Actinopterygii

XP_012774483.1: Maylandia_zebra, Astatotilapia_calliptera; Actinopterygii

XP_006792758.1: Neolamprologus_brichardi; Actinopterygii

XP_019201860.1: Oreochromis_niloticus; Actinopterygii

1

1 XP_022075440.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023136705.1: Amphiprion_ocellaris; Actinopterygii

XP_008283137.1: Stegastes_partitus; Actinopterygii

0.9

1 XP_026175339.1: Mastacembelus_armatus; Actinopterygii

XP_020459739.1: Monopterus_albus; Actinopterygii

XP_026196851.1: Anabas_testudineus; Actinopterygii

XP_019117202.1: Larimichthys_crocea; Actinopterygii

0.99

1 XP_018538055.1: Lates_calcarifer; Actinopterygii

XP_019953129.1: Paralichthys_olivaceus; Actinopterygii

1 XP_022593737.1: Seriola_dumerili; Actinopterygii

XP_023270799.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_003971792.1: Takifugu_rubripes; Actinopterygii

XP_019726323.1: Hippocampus_comes; Actinopterygii

XP_008311639.1: Cynoglossus_semilaevis; Actinopterygii

0.62

0.52

0.97

0.7

0.7 XP_014061588.1: Salmo_salar; Actinopterygii

XP_023993640.1: Salvelinus_alpinus; Actinopterygii

XP_021456708.1: Oncorhynchus_mykiss; Actinopterygii

0.61 XP_020329028.1: Oncorhynchus_kisutch; Actinopterygii

XP_024234338.1: Oncorhynchus_tshawytscha; Actinopterygii

1

1 XP_013999256.1: Salmo_salar; Actinopterygii

XP_023993671.1: Salvelinus_alpinus; Actinopterygii

1 XP_021467115.1: Oncorhynchus_mykiss; Actinopterygii

XP_024259889.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_010892484.1: Esox_lucius; Actinopterygii

0.58

0.78

1

0.97

0.66 XP_020310614.1: Oncorhynchus_kisutch; Actinopterygii

XP_024234289.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021456660.1: Oncorhynchus_mykiss; Actinopterygii

XP_023855960.1: Salvelinus_alpinus; Actinopterygii

XP_014061427.1: Salmo_salar; Actinopterygii

1

1 XP_014000428.1: Salmo_salar; Actinopterygii

XP_023829874.1: Salvelinus_alpinus; Actinopterygii

XP_010880586.1: Esox_lucius; Actinopterygii

0.86

0.88

0.8

0.95

0.9

0.81

0.86

0.72

0.56

0.79

0.79

0.8

0.73

0.77

0.6

1 XP_009284838.1: Aptenodytes_forsteri; Aves

XP_009332820.1: Pygoscelis_adeliae; Aves

0.63 XP_009505459.1: Phalacrocorax_carbo; Aves

XP_009459659.1: Nipponia_nippon; Aves

XP_010305415.1: Balearica_regulorum_gibbericeps; Aves

0.83 XP_009586556.1: Fulmarus_glacialis; Aves

XP_005511104.1: Columba_livia; Aves

XP_009482221.1: Pelecanus_crispus; Aves

1 XP_009920880.1: Haliaeetus_albicilla, Haliaeetus_leucocephalus; Aves

XP_011573791.1: Aquila_chrysaetos_canadensis; Aves

XP_010080489.1: Pterocles_gutturalis; Aves

XP_009695993.1: Cariama_cristata; Aves

0.65

0.71 XP_027646694.1: Falco_peregrinus, Falco_cherrug; Aves

XP_005154237.1: Melopsittacus_undulatus; Aves

XP_010156231.1: Eurypyga_helias; Aves

XP_009954986.1: Leptosomus_discolor; Aves

XP_009812739.1: Gavia_stellata; Aves

XP_009968893.1: Tyto_alba; Aves

XP_026706584.1: Athene_cunicularia; Aves

0.99

0.99

0.95

1 XP_424279.1: Gallus_gallus; Aves

XP_003206416.1: Meleagris_gallopavo; Aves

XP_015719030.1: Coturnix_japonica; Aves

XP_021258787.1: Numida_meleagris; Aves

1 XP_012958134.2: Anas_platyrhynchos; Aves

XP_013050203.1: Anser_cygnoides_domesticus; Aves

1

0.91

0.71 XP_009686708.1: Struthio_camelus_australis; Aves

XP_025955729.1: Dromaius_novaehollandiae; Aves

XP_013814831.1: Apteryx_australis_mantelli; Aves

1 XP_010213100.1: Tinamus_guttatus; Aves

XP_025890433.1: Nothoprocta_perdicaria; Aves

1

1 XP_006014733.1: Alligator_sinensis; Crocodylia

XP_006260900.1: Alligator_mississippiensis; Crocodylia

0.99 XP_019374962.1: Gavialis_gangeticus; Crocodylia

XP_019406882.1: Crocodylus_porosus; Crocodylia

1

1

1 XP_005304619.1: Chrysemys_picta_bellii; Testudines

XP_024069636.1: Terrapene_mexicana_triunguis; Testudines

XP_007068018.1: Chelonia_mydas; Testudines

XP_006127365.1: Pelodiscus_sinensis; Testudines

1 XP_020638502.1: Pogona_vitticeps; Lepidosauria

XP_003225206.1: Anolis_carolinensis; Lepidosauria

XP_006008197.1: Latimeria_chalumnae; Coelacanthiformes

XP_001507188.1: Ornithorhynchus_anatinus; Monotremata

XP_006642710.1: Lepisosteus_oculatus; Actinopterygii

XP_018619188.1: Scleropages_formosus; Actinopterygii

XP_023663223.1: Paramormyrops_kingsleyae; Actinopterygii

0.73

0.98

0.99

1

1

1

0.93

0.81 XP_016133014.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016367037.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016324626.1: Sinocyclocheilus_anshuiensis; Actinopterygii

0.96

1 XP_026106284.1: Carassius_auratus; Actinopterygii

XP_026094639.1: Carassius_auratus; Actinopterygii

XP_018925630.1: Cyprinus_carpio; Actinopterygii

1

1 XP_016114054.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016375276.1: Sinocyclocheilus_rhinocerous; Actinopterygii

0.98 XP_018950687.1: Cyprinus_carpio; Actinopterygii

XP_026101321.1: Carassius_auratus; Actinopterygii

1 XP_009296202.1: Danio_rerio; Actinopterygii

XP_021329509.1: Danio_rerio; Actinopterygii

0.99

1

0.83 XP_017330730.1: Ictalurus_punctatus; Actinopterygii

XP_026802225.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026991826.1: Tachysurus_fulvidraco; Actinopterygii

1 XP_022539577.1: Astyanax_mexicanus; Actinopterygii

XP_017554320.1: Pygocentrus_nattereri; Actinopterygii

0.84

1

0.98

1

0.85

0.94 XP_020311600.1: Oncorhynchus_kisutch; Actinopterygii

XP_024235880.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_023841832.1: Salvelinus_alpinus; Actinopterygii

0.52 XP_013981207.1: Salmo_salar; Actinopterygii

XP_021432645.1: Oncorhynchus_mykiss; Actinopterygii

1

0.87

1

1 XP_020336804.1: Oncorhynchus_kisutch; Actinopterygii

XP_024279885.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_021460013.1: Oncorhynchus_mykiss; Actinopterygii

XP_014003275.1: Salmo_salar; Actinopterygii

XP_023827414.1: Salvelinus_alpinus; Actinopterygii

XP_010881872.1: Esox_lucius; Actinopterygii

XP_012677783.1: Clupea_harengus; Actinopterygii

0.99

0.99

0.75

1

0.93 XP_026996102.1: Tachysurus_fulvidraco; Actinopterygii

XP_026769518.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017322282.1: Ictalurus_punctatus; Actinopterygii

XP_022535157.1: Astyanax_mexicanus; Actinopterygii

XP_026870248.1: Electrophorus_electricus; Actinopterygii

NP_001296761.1: Clupea_harengus; Actinopterygii

1

1

1

0.99

1

1 XP_026147155.1: Carassius_auratus; Actinopterygii

XP_026147242.1: Carassius_auratus; Actinopterygii

XP_018952982.1: Cyprinus_carpio; Actinopterygii

XP_016408163.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016310971.1: Sinocyclocheilus_anshuiensis; Actinopterygii

1

1

XP_016086159.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016315415.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_016373189.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_026088925.1: Carassius_auratus; Actinopterygii

NP_001002066.1: Danio_rerio; Actinopterygii

XP_012674752.1: Clupea_harengus; Actinopterygii

1 XP_017542661.1: Pygocentrus_nattereri; Actinopterygii

XP_007252999.1: Astyanax_mexicanus; Actinopterygii

0.52

1

0.51 XP_026766972.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017311100.1: Ictalurus_punctatus; Actinopterygii

XP_027010854.1: Tachysurus_fulvidraco; Actinopterygii

XP_012678780.1: Clupea_harengus; Actinopterygii

1 XP_026789786.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_017331420.1: Ictalurus_punctatus; Actinopterygii

0.95 XP_023663514.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018590720.1: Scleropages_formosus; Actinopterygii

XP_020380954.1: Rhincodon_typus; Chondrichthyes

0.89

0.96

0.51

0.54

1

1

XP_005743470.1: Pundamilia_nyererei; Actinopterygii

XP_005948558.1: Haplochromis_burtoni; Actinopterygii

XP_006793344.1: Neolamprologus_brichardi; Actinopterygii

0.92

1 XP_026016315.1: Astatotilapia_calliptera; Actinopterygii

XP_026033522.1: Astatotilapia_calliptera; Actinopterygii

XP_014263807.1: Maylandia_zebra; Actinopterygii

XP_003449459.1: Oreochromis_niloticus; Actinopterygii

1 XP_022073960.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023125976.1: Amphiprion_ocellaris; Actinopterygii

0.74

0.74

0.74

0.84

0.98 XP_019115366.1: Larimichthys_crocea; Actinopterygii

XP_020513096.1: Labrus_bergylta; Actinopterygii

XP_019968657.1: Paralichthys_olivaceus; Actinopterygii

XP_023262143.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018544120.1: Lates_calcarifer; Actinopterygii

0.76

0.99 XP_026172205.1: Mastacembelus_armatus; Actinopterygii

XP_020472327.1: Monopterus_albus; Actinopterygii

XP_026206388.1: Anabas_testudineus; Actinopterygii

0.75

0.97

1

0.95

1

1

0.96 XP_007541050.1: Poecilia_formosa; Actinopterygii

XP_014832568.1: Poecilia_mexicana; Actinopterygii

XP_014880369.1: Poecilia_latipinna; Actinopterygii

1 XP_023196928.1: Xiphophorus_maculatus; Actinopterygii

XP_027882937.1: Xiphophorus_couchianus; Actinopterygii

XP_012705364.1: Fundulus_heteroclitus; Actinopterygii

XP_015253608.1: Cyprinodon_variegatus; Actinopterygii

1

1 XP_013878771.1: Austrofundulus_limnaeus; Actinopterygii

XP_017296243.1: Kryptolebias_marmoratus; Actinopterygii

XP_015817981.1: Nothobranchius_furzeri; Actinopterygii

1 XP_004084707.1: Oryzias_latipes; Actinopterygii

XP_024120773.1: Oryzias_melastigma; Actinopterygii

XP_008313267.1: Cynoglossus_semilaevis; Actinopterygii

0.82

0.73

0.72

1

1

0.5

0.57

1

0.96 XP_018968551.1: Cyprinus_carpio; Actinopterygii

XP_026132669.1: Carassius_auratus; Actinopterygii

XP_016126105.1: Sinocyclocheilus_grahami; Actinopterygii

NP_997785.2: Danio_rerio; Actinopterygii

1 XP_016431660.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016335271.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_026078600.1: Carassius_auratus; Actinopterygii

0.98

0.77

1

0.9 XP_017339475.1: Ictalurus_punctatus; Actinopterygii

XP_026993479.1: Tachysurus_fulvidraco; Actinopterygii

XP_026771570.1: Pangasianodon_hypophthalmus; Actinopterygii

1 XP_017561077.1: Pygocentrus_nattereri; Actinopterygii

XP_022520514.1: Astyanax_mexicanus; Actinopterygii

XP_026869244.1: Electrophorus_electricus; Actinopterygii

0.79

0.98 XP_018604955.1: Scleropages_formosus; Actinopterygii

XP_023686670.1: Paramormyrops_kingsleyae; Actinopterygii

XP_006630430.1: Lepisosteus_oculatus; Actinopterygii

0.88

1

1

1

1

1 XP_024244208.1: Oncorhynchus_tshawytscha; Actinopterygii

XP_020316156.1: Oncorhynchus_kisutch; Actinopterygii

XP_021431436.1: Oncorhynchus_mykiss; Actinopterygii

XP_023848878.1: Salvelinus_alpinus; Actinopterygii

XP_014034767.1: Salmo_salar; Actinopterygii

1

0.97

1 XP_020309056.1: Oncorhynchus_kisutch; Actinopterygii

XP_021420460.1: Oncorhynchus_mykiss; Actinopterygii

XP_023863617.1: Salvelinus_alpinus; Actinopterygii

XP_014013765.1: Salmo_salar; Actinopterygii

XP_010863143.1: Esox_lucius; Actinopterygii

XP_012675483.1: Clupea_harengus; Actinopterygii

0.84

0.86

0.86

0.87

0.98

0.9

0.7

1

0.92

0.99

0.97 NP_001013610.1: Bos_taurus, Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_010828041.1: Bison_bison_bison; Cetartiodactyla

XP_005897700.1: Bos_mutus; Cetartiodactyla

XP_006046012.1: Bubalus_bubalis; Cetartiodactyla

XP_020751672.1: Odocoileus_virginianus_texanus; Cetartiodactyla

1

0.94

1 XP_004006130.1: Ovis_aries; Cetartiodactyla

XP_011978985.1: Ovis_aries_musimon; Cetartiodactyla

XP_005962710.1: Pantholops_hodgsonii; Cetartiodactyla

XP_005686409.1: Capra_hircus; Cetartiodactyla

1

0.61 XP_010987230.1: Camelus_dromedarius; Cetartiodactyla

XP_014407364.1: Camelus_ferus; Cetartiodactyla

XP_010950737.1: Camelus_bactrianus; Cetartiodactyla

1

1 XP_004277131.1: Orcinus_orca; Cetartiodactyla

XP_024621447.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007189067.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

XP_007459448.1: Lipotes_vexillifer; Cetartiodactyla

XP_007120146.1: Physeter_catodon; Cetartiodactyla

XP_020943030.1: Sus_scrofa; Cetartiodactyla

0.96

0.78

0.98

0.98

0.99

0.99

0.99 XP_005869480.1: Myotis_brandtii; Chiroptera

XP_006096839.1: Myotis_lucifugus; Chiroptera

XP_006760090.1: Myotis_davidii; Chiroptera

XP_008145657.1: Eptesicus_fuscus; Chiroptera

XP_016058060.1: Miniopterus_natalensis; Chiroptera

XP_024414201.1: Desmodus_rotundus; Chiroptera

XP_019479066.1: Hipposideros_armiger; Chiroptera

1

1 XP_006905249.1: Pteropus_alecto; Chiroptera

XP_011356440.1: Pteropus_vampyrus; Chiroptera

XP_015986194.1: Rousettus_aegyptiacus; Chiroptera

0.95

1 XP_001487936.1: Equus_caballus, Equus_przewalskii; Perissodactyla

XP_014685310.1: Equus_asinus; Perissodactyla

XP_004435577.1: Ceratotherium_simum_simum; Perissodactyla

0.99

0.99

0.96

0.53

1

0.93

XP_004398759.1: Odobenus_rosmarus_divergens; Carnivora

XP_025724171.1: Callorhinus_ursinus; Carnivora

0.99 XP_027478826.1: Zalophus_californianus; Carnivora

XP_027971916.1: Eumetopias_jubatus; Carnivora

XP_021554781.1: Neomonachus_schauinslandi; Carnivora

XP_022360031.1: Enhydra_lutris_kenyoni; Carnivora

1 XP_002921532.1: Ailuropoda_melanoleuca; Carnivora

XP_008698225.1: Ursus_maritimus, Ursus_arctos_horribilis; Carnivora

1 XP_533002.2: Canis_lupus; Carnivora

XP_025850316.1: Vulpes_vulpes; Carnivora

1

0.89

1 XP_007083507.1: Panthera_tigris_altaica; Carnivora

XP_019297575.1: Panthera_pardus; Carnivora

0.93 XP_014919527.1: Acinonyx_jubatus; Carnivora

XP_025788635.1: Puma_concolor; Carnivora

XP_003984178.1: Felis_catus; Carnivora

0.99

1

0.93

0.5

0.82 XP_004369249.1: Trichechus_manatus_latirostris; Sirenia

XP_006880916.1: Elephantulus_edwardii; Macroscelidea

XP_003413731.1: Loxodonta_africana; Proboscidea

0.95 XP_004696151.1: Echinops_telfairi; Tenrecidae

XP_006872463.1: Chrysochloris_asiatica; Chrysochloridae

XP_007950812.1: Orycteropus_afer_afer; Tubulidentata

XP_004482119.1: Dasypus_novemcinctus; Xenarthra

XP_017499844.1: Manis_javanica; Pholidota

0.76 XP_004691592.1: Condylura_cristata; Eulipotyphla

XP_007519006.1: Erinaceus_europaeus; Eulipotyphla

0.77

0.67

0.69

0.65

0.97

0.98

0.92

0.84 XP_006994414.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_021497357.1: Meriones_unguiculatus; Rodentia

XP_005071114.1: Mesocricetus_auratus; Rodentia

XP_007648877.2: Cricetulus_griseus; Rodentia

XP_005364709.1: Microtus_ochrogaster; Rodentia

1

1 NP_037025.1: Rattus_norvegicus; Rodentia

XP_006236790.1: Rattus_norvegicus; Rodentia

1 NP_033740.2: Mus_musculus; Rodentia

XP_021047426.1: Mus_pahari; Rodentia

XP_008851085.1: Nannospalax_galili; Rodentia

XP_004668334.1: Jaculus_jaculus; Rodentia

0.71 XP_012890094.1: Dipodomys_ordii; Rodentia

XP_020022008.1: Castor_canadensis; Rodentia

0.99

0.67

0.91 XP_004634153.1: Octodon_degus; Rodentia

XP_005385592.1: Chinchilla_lanigera; Rodentia

XP_003469038.1: Cavia_porcellus; Rodentia

1 XP_004844768.1: Heterocephalus_glaber; Rodentia

XP_010629837.1: Fukomys_damarensis; Rodentia

1

0.98 XP_005329403.1: Ictidomys_tridecemlineatus; Rodentia

XP_026253217.1: Urocitellus_parryii; Rodentia

1 XP_015355281.1: Marmota_marmota_marmota; Rodentia

XP_027799626.1: Marmota_flaviventris; Rodentia

1 XP_004590728.1: Ochotona_princeps; Lagomorpha

XP_017196134.1: Oryctolagus_cuniculus; Lagomorpha

XP_006151301.1: Tupaia_chinensis; Scandentia

XP_008578107.1: Galeopterus_variegatus; Dermoptera

0.84

0.87

0.98

0.98

0.68

0.99

0.9

0.61

XP_003908873.1: Papio_anubis; Primates

XP_011711925.1: Macaca_nemestrina; Primates

XP_011836089.1: Mandrillus_leucophaeus; Primates

XP_014968149.1: Macaca_mulatta; Primates

XP_005575634.1: Macaca_fascicularis; Primates

XP_007968389.1: Chlorocebus_sabaeus; Primates

XP_025261530.1: Theropithecus_gelada; Primates

XP_011939699.1: Cercocebus_atys; Primates

0.65

0.96 XP_010380028.1: Rhinopithecus_roxellana; Primates

XP_017717342.1: Rhinopithecus_bieti; Primates

XP_011801426.1: Colobus_angolensis_palliatus; Primates

XP_023043738.1: Piliocolobus_tephrosceles; Primates

0.6 XP_003268722.1: Nomascus_leucogenys; Primates

XP_024097881.1: Pongo_abelii; Primates

NP_001606.1: Homo_sapiens; Primates

XP_001152416.2: Pan_troglodytes, Pan_paniscus; Primates

XP_004029489.1: Gorilla_gorilla_gorilla; Primates

1

0.99 XP_010331747.1: Saimiri_boliviensis_boliviensis; Primates

XP_017364173.1: Cebus_capucinus_imitator; Primates

XP_002757651.1: Callithrix_jacchus; Primates

XP_012307626.1: Aotus_nancymaae; Primates

XP_008062575.1: Carlito_syrichta; Primates

0.95

1 XP_012513656.1: Propithecus_coquereli; Primates

XP_012644119.2: Microcebus_murinus; Primates

XP_012662864.1: Otolemur_garnettii; Primates

0.99

0.99

1 XP_020863400.1: Phascolarctos_cinereus; Metatheria

XP_027711426.1: Vombatus_ursinus; Metatheria

XP_003758769.1: Sarcophilus_harrisii; Metatheria

XP_003339917.1: Monodelphis_domestica; Metatheria

0.98

0.99

1

0.95

1 XP_005314164.1: Chrysemys_picta_bellii; Testudines

XP_024067233.1: Terrapene_mexicana_triunguis; Testudines

XP_007067505.1: Chelonia_mydas; Testudines

XP_006129170.1: Pelodiscus_sinensis; Testudines

1

0.89 XP_006031213.1: Alligator_sinensis; Crocodylia

XP_006278798.1: Alligator_mississippiensis; Crocodylia

XP_019369925.1: Gavialis_gangeticus; Crocodylia

0.99

1

1 XP_026571044.1: Pseudonaja_textilis; Lepidosauria

XP_015666627.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007430931.1: Python_bivittatus; Lepidosauria

XP_015278519.1: Gekko_japonicus; Lepidosauria

XP_020635780.1: Pogona_vitticeps; Lepidosauria

XP_003228277.1: Anolis_carolinensis; Lepidosauria

0.59

0.79

0.94

0.96

0.96

0.93

0.7

0.78

0.73

1 XP_010561162.1: Haliaeetus_leucocephalus; Aves

XP_011573592.1: Aquila_chrysaetos_canadensis; Aves

XP_009878393.1: Charadrius_vociferus; Aves

0.83

0.95 XP_005505301.1: Columba_livia; Aves

XP_009566086.1: Cuculus_canorus; Aves

XP_019326185.1: Aptenodytes_forsteri; Aves

XP_014800963.1: Calidris_pugnax; Aves

1

1 XP_010002223.1: Chaetura_pelagica; Aves

XP_010002224.1: Chaetura_pelagica; Aves

XP_008498953.1: Calypte_anna; Aves

1 XP_005234290.1: Falco_peregrinus; Aves

XP_014134630.2: Falco_cherrug; Aves

0.95

0.99

0.91

0.51 NP_990503.1: Gallus_gallus; Aves

XP_010726469.1: Meleagris_gallopavo; Aves

XP_015738454.1: Coturnix_japonica; Aves

XP_021230591.1: Numida_meleagris; Aves

XP_013054702.1: Anser_cygnoides_domesticus; Aves

1

1

0.86 XP_027487319.1: Corapipo_altera; Aves

XP_027592440.1: Pipra_filicauda; Aves

XP_008924542.2: Manacus_vitellinus; Aves

XP_027557368.1: Neopelma_chrysocephalum; Aves

XP_014747597.1: Sturnus_vulgaris; Aves

XP_005533023.2: Pseudopodoces_humilis; Aves

XP_021403622.1: Lonchura_striata_domestica; Aves

XP_019136248.1: Corvus_cornix_cornix; Aves

XP_025898553.1: Nothoprocta_perdicaria; Aves

0.75

0.88

0.92

0.71

0.92

0.94

0.66 XP_002195916.1: Taeniopygia_guttata; Aves

XP_021402926.1: Lonchura_striata_domestica; Aves

1 XP_005430102.1: Geospiza_fortis; Aves

XP_009096494.1: Serinus_canaria; Aves

1 XP_005521426.1: Pseudopodoces_humilis; Aves

XP_015493946.1: Parus_major; Aves

XP_014744747.1: Sturnus_vulgaris; Aves

XP_005051641.1: Ficedula_albicollis; Aves

XP_008640153.1: Corvus_brachyrhynchos; Aves

1

1

0.83

0.99

XP_017672400.1: Lepidothrix_coronata; Aves

XP_027567959.1: Pipra_filicauda; Aves

XP_017936928.1: Manacus_vitellinus; Aves

XP_027513407.1: Corapipo_altera; Aves

XP_027553799.1: Neopelma_chrysocephalum; Aves

XP_027744386.1: Empidonax_traillii; Aves

0.84

0.99

0.98 XP_006020346.1: Alligator_sinensis; Crocodylia

XP_006273214.1: Alligator_mississippiensis; Crocodylia

0.99 XP_019360001.1: Gavialis_gangeticus; Crocodylia

XP_019388863.1: Crocodylus_porosus; Crocodylia

1 XP_010223399.1: Tinamus_guttatus; Aves

XP_025899408.1: Nothoprocta_perdicaria; Aves

0.65

0.9

0.88

0.91

0.9

0.51

0.51

0.55

0.51

0.57

1

1

1

0.98

1

0.98

1 XP_021795069.1: Papio_anubis; Primates

XP_025244749.1: Theropithecus_gelada; Primates

XP_011945406.1: Cercocebus_atys; Primates

XP_011823246.1: Mandrillus_leucophaeus; Primates

1

1 XP_005557001.1: Macaca_fascicularis; Primates

XP_001101792.1: Macaca_mulatta; Primates

XP_011770276.1: Macaca_nemestrina; Primates

0.87

1

0.96 XP_010355119.1: Rhinopithecus_roxellana, Rhinopithecus_bieti; Primates

XP_023066201.1: Piliocolobus_tephrosceles; Primates

XP_011798304.1: Colobus_angolensis_palliatus; Primates

XP_007971336.1: Chlorocebus_sabaeus; Primates

0.95

1

1

1 XP_001140995.1: Pan_troglodytes; Primates

XP_003827439.1: Pan_paniscus; Primates

NP_001017992.1: Homo_sapiens; Primates

XP_004058870.1: Gorilla_gorilla_gorilla; Primates

XP_003265997.1: Nomascus_leucogenys; Primates

XP_002815623.1: Pongo_abelii; Primates

1

0.88

0.53 XP_017404191.1: Cebus_capucinus_imitator; Primates

XP_003925881.1: Saimiri_boliviensis_boliviensis; Primates

XP_008990277.1: Callithrix_jacchus; Primates

XP_012312674.1: Aotus_nancymaae; Primates

XP_008054464.1: Carlito_syrichta; Primates

0.99

1 XP_012631175.1: Microcebus_murinus; Primates

XP_012510729.1: Propithecus_coquereli; Primates

XP_003782795.1: Otolemur_garnettii; Primates

1 XP_017200220.1: Oryctolagus_cuniculus; Lagomorpha

XP_004583769.1: Ochotona_princeps; Lagomorpha

XP_006149032.1: Tupaia_chinensis; Scandentia

0.7

0.68

0.51

1

1

0.9

1

1

1 NP_780706.1: Mus_musculus; Rodentia

XP_021036415.1: Mus_caroli; Rodentia

XP_021064122.1: Mus_pahari; Rodentia

NP_001099879.1: Rattus_norvegicus; Rodentia

XP_021489292.1: Meriones_unguiculatus; Rodentia

1

0.76

1

1 XP_003512854.1: Cricetulus_griseus; Rodentia

XP_003512853.1: Cricetulus_griseus; Rodentia

XP_005065601.1: Mesocricetus_auratus; Rodentia

XP_005356846.1: Microtus_ochrogaster; Rodentia

XP_006981724.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_008830814.1: Nannospalax_galili; Rodentia

XP_012880760.1: Dipodomys_ordii; Rodentia

XP_020009888.1: Castor_canadensis; Rodentia

XP_004664980.1: Jaculus_jaculus; Rodentia

0.98

0.98

0.99 XP_004623136.1: Octodon_degus; Rodentia

XP_005392734.1: Chinchilla_lanigera; Rodentia

XP_003470290.1: Cavia_porcellus; Rodentia

1 XP_010625210.1: Fukomys_damarensis; Rodentia

XP_004848555.1: Heterocephalus_glaber; Rodentia

1

0.89 XP_005319663.1: Ictidomys_tridecemlineatus; Rodentia

XP_026241721.1: Urocitellus_parryii; Rodentia

0.98 XP_027793963.1: Marmota_flaviventris; Rodentia

XP_015352856.1: Marmota_marmota_marmota; Rodentia

XP_008567459.1: Galeopterus_variegatus; Dermoptera

0.98

0.98

0.98

0.53

0.99

0.99

1

XP_025748229.1: Callorhinus_ursinus; Carnivora

XP_027462374.1: Zalophus_californianus; Carnivora

XP_027974944.1: Eumetopias_jubatus; Carnivora

XP_004408809.1: Odobenus_rosmarus_divergens; Carnivora

0.99 XP_006744460.1: Leptonychotes_weddellii; Carnivora

XP_021557855.1: Neomonachus_schauinslandi; Carnivora

1 XP_004744680.1: Mustela_putorius_furo; Carnivora

XP_022373839.1: Enhydra_lutris_kenyoni; Carnivora

1

0.74 XP_008689619.1: Ursus_maritimus; Carnivora

XP_026354718.1: Ursus_arctos_horribilis; Carnivora

XP_002926113.1: Ailuropoda_melanoleuca; Carnivora

1

1 XP_544346.1: Canis_lupus_familiaris; Carnivora

XP_025303751.1: Canis_lupus_dingo; Carnivora

XP_025874737.1: Vulpes_vulpes; Carnivora

1

0.87

0.86 XP_014928053.1: Acinonyx_jubatus; Carnivora

XP_025779472.1: Puma_concolor; Carnivora

XP_003981025.1: Felis_catus; Carnivora

1 XP_019269845.1: Panthera_pardus; Carnivora

XP_007079984.1: Panthera_tigris_altaica; Carnivora

0.97

1

1

1 XP_006912538.1: Pteropus_alecto; Chiroptera

XP_011369340.1: Pteropus_vampyrus; Chiroptera

XP_016015952.1: Rousettus_aegyptiacus; Chiroptera

XP_019503746.1: Hipposideros_armiger; Chiroptera

0.99

1

0.9 XP_001495371.3: Equus_caballus; Perissodactyla

XP_008539290.1: Equus_przewalskii; Perissodactyla

XP_014715865.1: Equus_asinus; Perissodactyla

XP_004422895.1: Ceratotherium_simum_simum; Perissodactyla

1

0.5

XP_006875399.1: Chrysochloris_asiatica; Chrysochloridae

XP_007942345.1: Orycteropus_afer_afer; Tubulidentata

1 XP_004380544.1: Trichechus_manatus_latirostris; Sirenia

XP_003408097.1: Loxodonta_africana; Proboscidea

0.99 XP_006891587.1: Elephantulus_edwardii; Macroscelidea

XP_004703656.1: Echinops_telfairi; Tenrecidae

1

0.98 XP_004608506.1: Sorex_araneus; Eulipotyphla

XP_007516954.1: Erinaceus_europaeus; Eulipotyphla

XP_004678356.1: Condylura_cristata; Eulipotyphla

0.99

0.99

1

1

XP_005897526.1: Bos_mutus; Cetartiodactyla

XP_010815069.1: Bos_taurus; Cetartiodactyla

XP_027376274.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_019838715.1: Bos_indicus; Cetartiodactyla

XP_010851791.1: Bison_bison_bison; Cetartiodactyla

XP_006055669.1: Bubalus_bubalis; Cetartiodactyla

1

0.98

0.92 XP_011979743.1: Ovis_aries_musimon; Cetartiodactyla

XP_027835866.1: Ovis_aries; Cetartiodactyla

XP_005979202.1: Pantholops_hodgsonii; Cetartiodactyla

XP_005694740.2: Capra_hircus; Cetartiodactyla

XP_020772145.1: Odocoileus_virginianus_texanus; Cetartiodactyla

0.5

1

1

0.72 XP_006180417.1: Camelus_ferus; Cetartiodactyla

XP_010976055.1: Camelus_dromedarius; Cetartiodactyla

XP_010964576.1: Camelus_bactrianus; Cetartiodactyla

XP_006206084.1: Vicugna_pacos; Cetartiodactyla

1

1

1 XP_004286825.1: Orcinus_orca; Cetartiodactyla

XP_026956880.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_024621149.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007198472.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

XP_005674537.3: Sus_scrofa; Cetartiodactyla

1

1

1 XP_027719296.1: Vombatus_ursinus; Metatheria

XP_020853218.1: Phascolarctos_cinereus; Metatheria

XP_003759426.1: Sarcophilus_harrisii; Metatheria

XP_001365902.1: Monodelphis_domestica; Metatheria

1 XP_024427708.1: Desmodus_rotundus; Chiroptera

XP_024427710.1: Desmodus_rotundus; Chiroptera

0.99

1

1 XP_023604686.1: Myotis_lucifugus; Chiroptera

XP_023604685.1: Myotis_lucifugus; Chiroptera

XP_008158516.1: Eptesicus_fuscus; Chiroptera

0.99 XP_016051520.1: Miniopterus_natalensis; Chiroptera

XP_016055259.1: Miniopterus_natalensis; Chiroptera

0.81

0.99

1

1 XP_027714056.1: Vombatus_ursinus; Metatheria

XP_020850325.1: Phascolarctos_cinereus; Metatheria

XP_001379436.1: Monodelphis_domestica; Metatheria

XP_012402194.2: Sarcophilus_harrisii; Metatheria

XP_001515149.1: Ornithorhynchus_anatinus; Monotremata

0.53 XP_003228820.1: Anolis_carolinensis; Lepidosauria

XP_008496816.1: Calypte_anna; Aves

1 XP_010130388.1: Buceros_rhinoceros_silvestris; Aves

XP_010130387.1: Buceros_rhinoceros_silvestris; Aves

XP_005515487.1: Columba_livia; Aves

XP_010297260.1: Balearica_regulorum_gibbericeps; Aves

0.75 XP_014812171.1: Calidris_pugnax; Aves

XP_009909897.1: Picoides_pubescens; Aves

XP_009964367.1: Tyto_alba; Aves

XP_009573992.1: Fulmarus_glacialis; Aves

XP_009277128.1: Aptenodytes_forsteri; Aves

XP_009979092.1: Tauraco_erythrolophus; Aves

1 XP_009922437.1: Haliaeetus_albicilla, Haliaeetus_leucocephalus; Aves

XP_011588368.1: Aquila_chrysaetos_canadensis; Aves

XP_009467921.1: Nipponia_nippon; Aves

0.5 XP_009512649.1: Phalacrocorax_carbo; Aves

XP_010146290.1: Eurypyga_helias; Aves

XP_009956530.1: Leptosomus_discolor; Aves

XP_009703264.1: Cariama_cristata; Aves

XP_026711631.1: Athene_cunicularia; Aves

1

0.52 XP_009680943.1: Struthio_camelus_australis; Aves

XP_025971064.1: Dromaius_novaehollandiae; Aves

1 XP_013814215.1: Apteryx_australis_mantelli; Aves

XP_025924220.1: Apteryx_rowi; Aves

XP_009642204.1: Egretta_garzetta; Aves

1 XP_005239451.1: Falco_peregrinus; Aves

XP_005437512.1: Falco_cherrug; Aves

XP_009488701.1: Pelecanus_crispus; Aves

XP_010085288.1: Pterocles_gutturalis; Aves

XP_009934170.1: Opisthocomus_hoazin; Aves

XP_009870298.1: Apaloderma_vittatum; Aves

XP_010196911.1: Colius_striatus; Aves

XP_010187462.1: Mesitornis_unicolor; Aves

XP_010283823.1: Phaethon_lepturus; Aves

XP_010161954.1: Antrostomus_carolinensis; Aves

1 XP_005145792.1: Melopsittacus_undulatus; Aves

XP_010012889.1: Nestor_notabilis; Aves

XP_009567156.1: Cuculus_canorus; Aves

0.99

0.92

0.63 NP_001007825.1: Gallus_gallus; Aves

XP_021262847.1: Numida_meleagris; Aves

XP_003209375.1: Meleagris_gallopavo; Aves

XP_015728172.1: Coturnix_japonica; Aves

0.98

0.96

1 XP_020389083.1: Rhincodon_typus; Chondrichthyes

XP_020389073.1: Rhincodon_typus; Chondrichthyes

XP_020371093.1: Rhincodon_typus; Chondrichthyes

XP_006007852.1: Latimeria_chalumnae; Coelacanthiformes

XP_009999633.1: Chaetura_pelagica; Aves

0.72

1

1

1 XP_019373377.1: Gavialis_gangeticus; Crocodylia

XP_019387646.1: Crocodylus_porosus; Crocodylia

1 XP_006021319.1: Alligator_sinensis; Crocodylia

XP_006277779.1: Alligator_mississippiensis; Crocodylia

XP_024057676.1: Terrapene_mexicana_triunguis; Testudines

0.86

0.65 XP_015275502.1: Gekko_japonicus; Lepidosauria

XP_003228823.1: Anolis_carolinensis; Lepidosauria

0.99 XP_020659503.1: Pogona_vitticeps; Lepidosauria

XP_020659504.1: Pogona_vitticeps; Lepidosauria

1

0.83 XP_019389370.1: Crocodylus_porosus; Crocodylia

XP_019359521.1: Gavialis_gangeticus; Crocodylia

XP_006275176.2: Alligator_mississippiensis; Crocodylia

0.65

0.88

1 XP_008172650.1: Chrysemys_picta_bellii; Testudines

XP_007065908.1: Chelonia_mydas; Testudines

XP_006128091.1: Pelodiscus_sinensis; Testudines

1

0.99 XP_008172938.1: Chrysemys_picta_bellii; Testudines

XP_024063690.1: Terrapene_mexicana_triunguis; Testudines

XP_027687213.1: Chelonia_mydas; Testudines

0.5

0.87

0.84

0.95

0.94

0.99

0.98

0.98

0.94

1

1 XP_025257369.1: Theropithecus_gelada; Primates

XP_025257367.1: Theropithecus_gelada; Primates

XP_003895737.1: Papio_anubis, Theropithecus_gelada; Primates

XP_025221047.1: Theropithecus_gelada; Primates

XP_011851632.1: Mandrillus_leucophaeus; Primates

XP_011942892.1: Cercocebus_atys; Primates

NP_001028256.1: Macaca_mulatta; Primates

0.83

NP_001271954.1: Macaca_fascicularis; Primates

XP_011766668.1: Macaca_nemestrina; Primates

XP_014985863.1: Macaca_mulatta; Primates

NP_001317202.1: Chlorocebus_sabaeus; Primates

0.99

0.71

XP_010379963.1: Rhinopithecus_roxellana; Primates

XP_010355321.1: Rhinopithecus_roxellana; Primates

XP_010365296.1: Rhinopithecus_roxellana; Primates

XP_017741684.1: Rhinopithecus_bieti; Primates

0.99

0.69 XP_023053640.1: Piliocolobus_tephrosceles; Primates

XP_023073333.1: Piliocolobus_tephrosceles; Primates

XP_023056025.2: Piliocolobus_tephrosceles; Primates

0.99

0.99

0.99

1

0.96 XP_008961539.1: Pan_paniscus; Primates

XP_008971426.1: Pan_paniscus; Primates

NP_001009945.1: Pan_troglodytes; Primates

NP_001092.1: Homo_sapiens; Primates

XP_018886164.1: Gorilla_gorilla_gorilla; Primates

NP_001126826.1: Pongo_abelii; Primates

1

1

1

0.94

0.9

1

0.74

1

1 XP_016860232.1: Homo_sapiens; Primates

XP_016860222.1: Homo_sapiens; Primates

1 XP_016859648.1: Homo_sapiens; Primates

NP_001093241.1: Homo_sapiens; Primates

1 XP_024210566.1: Pan_troglodytes; Primates

XP_024210561.1: Pan_troglodytes; Primates

XP_018877231.1: Gorilla_gorilla_gorilla; Primates

XP_024210583.1: Pan_troglodytes; Primates

XP_024099453.1: Pongo_abelii; Primates

XP_024095167.1: Pongo_abelii; Primates

1

1

1 XP_011797114.1: Colobus_angolensis_palliatus; Primates

XP_017738014.1: Rhinopithecus_bieti; Primates

0.9 XP_026305545.1: Piliocolobus_tephrosceles; Primates

XP_011797688.1: Colobus_angolensis_palliatus; Primates

0.9

1 XP_008017958.1: Chlorocebus_sabaeus; Primates

XP_007960619.1: Chlorocebus_sabaeus; Primates

XP_021789415.1: Papio_anubis; Primates

XP_024097462.1: Pongo_abelii; Primates

0.85

0.58

1

1 XP_002749016.3: Callithrix_jacchus; Primates

XP_002763052.3: Callithrix_jacchus; Primates

XP_008981959.1: Callithrix_jacchus; Primates

XP_002751826.1: Callithrix_jacchus; Primates

0.58 XP_017399630.1: Cebus_capucinus_imitator; Primates

XP_021524930.1: Aotus_nancymaae; Primates

XP_012310998.1: Aotus_nancymaae; Primates

0.78 XP_010343671.1: Saimiri_boliviensis_boliviensis; Primates

XP_017389318.1: Cebus_capucinus_imitator; Primates

XP_021533064.1: Aotus_nancymaae; Primates

0.55 XP_012301888.1: Aotus_nancymaae; Primates

XP_010338649.1: Saimiri_boliviensis_boliviensis; Primates

0.56

0.59

0.52

0.93

0.96

0.97

0.9

0.6

0.89

0.99

1 XP_007646855.1: Cricetulus_griseus; Rodentia

NP_001231504.1: Cricetulus_griseus; Rodentia

NP_001268524.1: Mesocricetus_auratus; Rodentia

XP_005368059.1: Microtus_ochrogaster; Rodentia

1 XP_006992734.1: Peromyscus_maniculatus_bairdii; Rodentia

XP_006992733.1: Peromyscus_maniculatus_bairdii; Rodentia

1

1

1 NP_031419.1: Mus_musculus; Rodentia

XP_021019553.1: Mus_caroli; Rodentia

XP_021042765.1: Mus_pahari; Rodentia

NP_112406.1: Rattus_norvegicus; Rodentia

XP_021508648.1: Meriones_unguiculatus; Rodentia

XP_008849594.1: Nannospalax_galili; Rodentia

XP_004671363.1: Jaculus_jaculus; Rodentia

0.99

0.85

0.96

1 XP_004647790.1: Octodon_degus; Rodentia

XP_004636475.1: Octodon_degus; Rodentia

XP_005397899.1: Chinchilla_lanigera; Rodentia

NP_001166380.1: Cavia_porcellus; Rodentia

0.98 XP_010641141.1: Fukomys_damarensis; Rodentia

XP_004840438.1: Heterocephalus_glaber; Rodentia

0.64 XP_012878920.1: Dipodomys_ordii; Rodentia

XP_020041566.1: Castor_canadensis; Rodentia

0.99

1

XP_015357507.1: Marmota_marmota_marmota; Rodentia

XP_027782642.1: Marmota_flaviventris; Rodentia

XP_015333278.1: Marmota_marmota_marmota; Rodentia

XP_005340095.1: Ictidomys_tridecemlineatus; Rodentia

XP_027775535.1: Marmota_flaviventris; Rodentia

1

1 XP_027785968.1: Marmota_flaviventris; Rodentia

XP_015350350.1: Marmota_marmota_marmota; Rodentia

1 XP_026268287.1: Urocitellus_parryii; Rodentia

XP_005340212.1: Ictidomys_tridecemlineatus; Rodentia

0.75

1 XP_012614407.1: Microcebus_murinus; Primates

XP_012494379.1: Propithecus_coquereli; Primates

1 XP_003795487.1: Otolemur_garnettii; Primates

XP_012658062.1: Otolemur_garnettii; Primates

0.71 XP_008574178.1: Galeopterus_variegatus; Dermoptera

XP_006143676.1: Tupaia_chinensis; Scandentia

0.9

0.91

0.96

0.55 XP_006889170.1: Elephantulus_edwardii; Macroscelidea

XP_006899107.1: Elephantulus_edwardii; Macroscelidea

XP_006891919.1: Elephantulus_edwardii; Macroscelidea

XP_006903006.1: Elephantulus_edwardii; Macroscelidea

0.94 XP_006885108.1: Elephantulus_edwardii; Macroscelidea

XP_012373767.1: Dasypus_novemcinctus; Xenarthra

0.56

1 XP_010594571.1: Loxodonta_africana; Proboscidea

XP_004380888.1: Trichechus_manatus_latirostris; Sirenia

XP_007939296.1: Orycteropus_afer_afer; Tubulidentata

0.52

0.55

0.95

1

0.94

0.66 XP_005870268.1: Myotis_brandtii; Chiroptera

XP_005879009.1: Myotis_brandtii; Chiroptera

XP_006093229.1: Myotis_lucifugus; Chiroptera

XP_006765504.1: Myotis_davidii; Chiroptera

XP_008154229.1: Eptesicus_fuscus; Chiroptera

XP_016069128.1: Miniopterus_natalensis; Chiroptera

XP_024432502.1: Desmodus_rotundus; Chiroptera

XP_004440930.1: Ceratotherium_simum_simum; Perissodactyla

0.55

1

0.86 XP_006906625.1: Pteropus_alecto; Chiroptera

XP_011362131.1: Pteropus_vampyrus; Chiroptera

XP_016010695.1: Rousettus_aegyptiacus; Chiroptera

0.66 XP_004691980.1: Condylura_cristata; Eulipotyphla

XP_019493102.1: Hipposideros_armiger; Chiroptera

0.63

0.87

1

0.94

0.76

1

0.65

XP_010844072.1: Bison_bison_bison; Cetartiodactyla

XP_019843421.1: Bos_indicus; Cetartiodactyla

NP_776404.2: Bos_taurus; Cetartiodactyla

XP_027383816.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_005887384.1: Bos_mutus; Cetartiodactyla

1 XP_025130274.1: Bubalus_bubalis; Cetartiodactyla

NP_001277861.1: Bubalus_bubalis; Cetartiodactyla

XP_005982179.1: Pantholops_hodgsonii; Cetartiodactyla

0.83

1 XP_017895320.1: Capra_hircus; Cetartiodactyla

NP_001301271.1: Capra_hircus; Cetartiodactyla

NP_001009784.1: Ovis_aries; Cetartiodactyla

XP_020730372.1: Odocoileus_virginianus_texanus; Cetartiodactyla

1

0.59

1

1 XP_004269004.1: Orcinus_orca; Cetartiodactyla

XP_026981497.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_022421129.1: Delphinapterus_leucas; Cetartiodactyla

XP_024619220.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007447141.1: Lipotes_vexillifer; Cetartiodactyla

1 XP_023974866.1: Physeter_catodon; Cetartiodactyla

XP_007129366.1: Physeter_catodon; Cetartiodactyla

XP_007186830.2: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

1

1

1

1

1

1 XP_010961755.1: Camelus_bactrianus; Cetartiodactyla

XP_014420309.1: Camelus_ferus; Cetartiodactyla

XP_015095676.1: Vicugna_pacos; Cetartiodactyla

XP_006195376.2: Camelus_ferus; Cetartiodactyla

1

1 XP_014413755.1: Camelus_ferus; Cetartiodactyla

XP_010981715.1: Camelus_dromedarius; Cetartiodactyla

XP_015107789.1: Vicugna_pacos; Cetartiodactyla

1

0.99

0.99 XP_010990806.1: Camelus_dromedarius; Cetartiodactyla

XP_010964501.1: Camelus_bactrianus; Cetartiodactyla

XP_015107926.1: Vicugna_pacos; Cetartiodactyla

1 XP_010948284.1: Camelus_bactrianus; Cetartiodactyla

XP_014422586.1: Camelus_ferus; Cetartiodactyla

1

1 XP_006176156.1: Camelus_ferus, Camelus_bactrianus; Cetartiodactyla

XP_010996228.1: Camelus_dromedarius; Cetartiodactyla

XP_006210450.1: Vicugna_pacos; Cetartiodactyla

0.99

0.99

0.99

1 XP_014713867.1: Equus_asinus; Perissodactyla

XP_014690583.1: Equus_asinus; Perissodactyla

XP_014711001.1: Equus_asinus; Perissodactyla

XP_023510770.1: Equus_caballus; Perissodactyla

XP_008513609.1: Equus_przewalskii; Perissodactyla

NP_001075307.1: Equus_caballus; Perissodactyla

0.58

0.74

0.99

1

1

1 XP_025719592.1: Callorhinus_ursinus; Carnivora

XP_025738472.1: Callorhinus_ursinus; Carnivora

1 XP_027468103.1: Zalophus_californianus; Carnivora

XP_027944334.1: Eumetopias_jubatus; Carnivora

XP_004394207.1: Odobenus_rosmarus_divergens; Carnivora

1 XP_006734419.1: Leptonychotes_weddellii; Carnivora

XP_021535924.1: Neomonachus_schauinslandi; Carnivora

0.53

1 XP_004775070.1: Mustela_putorius_furo; Carnivora

XP_022356605.1: Enhydra_lutris_kenyoni; Carnivora

1 XP_026372117.1: Ursus_arctos_horribilis; Carnivora

XP_002916509.1: Ailuropoda_melanoleuca; Carnivora

1 NP_001182774.2: Canis_lupus; Carnivora

XP_025867157.1: Vulpes_vulpes; Carnivora

0.55

1 XP_006941961.2: Felis_catus; Carnivora

XP_026898110.1: Acinonyx_jubatus; Carnivora

XP_017519674.1: Manis_javanica; Pholidota

XP_003124328.1: Sus_scrofa; Cetartiodactyla

XP_004695563.1: Condylura_cristata; Eulipotyphla

NP_001095153.1: Oryctolagus_cuniculus; Lagomorpha

0.96 XP_004617406.1: Sorex_araneus; Eulipotyphla

XP_004603876.1: Sorex_araneus; Eulipotyphla

XP_007525116.1: Erinaceus_europaeus; Eulipotyphla

0.54

0.51

0.98

0.98

1

1

0.56

0.99

1 XP_025218402.1: Theropithecus_gelada; Primates

XP_025218401.1: Theropithecus_gelada; Primates

XP_003913607.1: Papio_anubis; Primates

0.97

0.79 XP_014976066.1: Macaca_mulatta; Primates

NP_001271653.1: Macaca_fascicularis; Primates

XP_011718490.1: Macaca_nemestrina; Primates

XP_011848881.1: Mandrillus_leucophaeus; Primates

0.54

1

0.81 XP_008011433.1: Chlorocebus_sabaeus; Primates

XP_007963439.1: Chlorocebus_sabaeus; Primates

XP_007959428.1: Chlorocebus_sabaeus; Primates

XP_011921552.1: Cercocebus_atys; Primates

1

0.77

1

0.75

0.99 XP_010352583.1: Rhinopithecus_roxellana; Primates

XP_017734769.1: Rhinopithecus_bieti; Primates

XP_010386608.1: Rhinopithecus_roxellana; Primates

XP_010369252.1: Rhinopithecus_roxellana; Primates

1 XP_011815535.1: Colobus_angolensis_palliatus; Primates

XP_011815463.1: Colobus_angolensis_palliatus; Primates

0.94 XP_023067340.1: Piliocolobus_tephrosceles; Primates

XP_023047466.2: Piliocolobus_tephrosceles; Primates

0.72

0.98

1

NP_001605.1: Homo_sapiens; Primates

XP_004040872.1: Gorilla_gorilla_gorilla; Primates

1 XP_003831173.1: Pan_paniscus; Primates

XP_016786157.1: Pan_troglodytes; Primates

XP_009250409.1: Pongo_abelii; Primates

1 XP_012367864.1: Nomascus_leucogenys; Primates

XP_003274870.1: Nomascus_leucogenys; Primates

1

1

1

0.76 XP_017821891.1: Callithrix_jacchus; Primates

XP_008987529.1: Callithrix_jacchus; Primates

1 XP_002758560.1: Callithrix_jacchus; Primates

XP_002757742.1: Callithrix_jacchus; Primates

XP_002748261.1: Callithrix_jacchus; Primates

XP_017380370.1: Cebus_capucinus_imitator; Primates

XP_010349143.1: Saimiri_boliviensis_boliviensis; Primates

0.68

0.99 XP_012308165.1: Aotus_nancymaae; Primates

XP_012315401.1: Aotus_nancymaae; Primates

XP_012292253.1: Aotus_nancymaae; Primates

0.66

0.72

0.71

0.72

0.72

0.61

0.7

0.7

0.55

0.61

0.94 NP_033739.1: Mus_musculus; Rodentia

XP_021031208.1: Mus_caroli; Rodentia

XP_021067147.1: Mus_pahari; Rodentia

XP_027260561.1: Cricetulus_griseus; Rodentia

1 NP_001120921.1: Rattus_norvegicus; Rodentia

XP_002728578.2: Rattus_norvegicus; Rodentia

XP_006984899.1: Peromyscus_maniculatus_bairdii; Rodentia

1 XP_003496930.2: Cricetulus_griseus; Rodentia

XP_027284381.1: Cricetulus_griseus; Rodentia

XP_005350909.1: Microtus_ochrogaster; Rodentia

XP_021493060.1: Meriones_unguiculatus; Rodentia

XP_004655321.1: Jaculus_jaculus; Rodentia

XP_008826829.1: Nannospalax_galili; Rodentia

XP_020043675.1: Castor_canadensis; Rodentia

1

0.93

1

0.79

1

1 XP_004627171.1: Octodon_degus; Rodentia

XP_023578688.1: Octodon_degus; Rodentia

XP_012370642.1: Octodon_degus; Rodentia

XP_013361520.1: Chinchilla_lanigera; Rodentia

XP_003464851.1: Cavia_porcellus; Rodentia

XP_012933617.1: Heterocephalus_glaber; Rodentia

XP_010616920.1: Fukomys_damarensis; Rodentia

XP_005332707.2: Ictidomys_tridecemlineatus; Rodentia

XP_008567052.1: Galeopterus_variegatus; Dermoptera

0.83

0.7 XP_012511818.1: Propithecus_coquereli; Primates

XP_012644914.1: Microcebus_murinus; Primates

XP_003786113.1: Otolemur_garnettii; Primates

XP_006172147.2: Tupaia_chinensis; Scandentia

0.62

0.99

0.99

0.96

0.75

1

0.94

NP_001028790.1: Bos_taurus; Cetartiodactyla

XP_019837062.1: Bos_indicus; Cetartiodactyla

XP_027373774.1: Bos_indicus_x_Bos_taurus; Cetartiodactyla

XP_005905452.1: Bos_mutus; Cetartiodactyla

XP_010854616.1: Bison_bison_bison; Cetartiodactyla

XP_025135478.1: Bubalus_bubalis; Cetartiodactyla

1

0.85 XP_011964823.2: Ovis_aries; Cetartiodactyla

XP_017919092.1: Capra_hircus; Cetartiodactyla

XP_005963829.1: Pantholops_hodgsonii; Cetartiodactyla

XP_020762125.1: Odocoileus_virginianus_texanus; Cetartiodactyla

1

0.99

1

XP_004275611.1: Orcinus_orca; Cetartiodactyla

XP_019796283.1: Tursiops_truncatus; Cetartiodactyla

XP_026936802.1: Lagenorhynchus_obliquidens; Cetartiodactyla

XP_022445051.1: Delphinapterus_leucas; Cetartiodactyla

XP_024616427.1: Neophocaena_asiaeorientalis_asiaeorientalis; Cetartiodactyla

XP_007462391.1: Lipotes_vexillifer; Cetartiodactyla

0.83 XP_007125705.1: Physeter_catodon; Cetartiodactyla

XP_007185913.1: Balaenoptera_acutorostrata_scammoni; Cetartiodactyla

0.99

1

1 XP_023507564.1: Equus_caballus; Perissodactyla

XP_008518606.1: Equus_przewalskii; Perissodactyla

XP_014719674.1: Equus_asinus; Perissodactyla

XP_004432908.1: Ceratotherium_simum_simum; Perissodactyla

0.99

0.99 XP_010948971.1: Camelus_bactrianus; Cetartiodactyla

XP_010997836.1: Camelus_dromedarius; Cetartiodactyla

XP_006199509.1: Vicugna_pacos; Cetartiodactyla

1

1 XP_006926969.2: Pteropus_alecto; Chiroptera

XP_023394379.1: Pteropus_vampyrus; Chiroptera

XP_016019318.1: Rousettus_aegyptiacus; Chiroptera

XP_019517489.1: Hipposideros_armiger; Chiroptera

XP_024409556.1: Desmodus_rotundus; Chiroptera

0.99 XP_016048746.1: Erinaceus_europaeus; Eulipotyphla

XP_007534802.1: Erinaceus_europaeus; Eulipotyphla

XP_003357976.1: Sus_scrofa; Cetartiodactyla

0.97

1

0.75 XP_007099147.2: Panthera_tigris_altaica; Carnivora

XP_019321482.1: Panthera_pardus; Carnivora

0.92 XP_023100072.1: Felis_catus; Carnivora

XP_026907943.1: Acinonyx_jubatus; Carnivora

0.99 XP_012909756.1: Mustela_putorius_furo; Carnivora

XP_022378881.1: Enhydra_lutris_kenyoni; Carnivora

1

1 XP_025324074.1: Canis_lupus_dingo; Carnivora

NP_001003349.2: Canis_lupus_familiaris; Carnivora

XP_025855715.1: Vulpes_vulpes; Carnivora

0.56

0.99

1

1 XP_027482209.1: Zalophus_californianus; Carnivora

XP_027968116.1: Eumetopias_jubatus; Carnivora

XP_025715375.1: Callorhinus_ursinus; Carnivora

1 XP_021536589.1: Neomonachus_schauinslandi; Carnivora

XP_006752408.1: Leptonychotes_weddellii; Carnivora

0.53

1 XP_008692076.1: Ursus_maritimus; Carnivora

XP_026339692.1: Ursus_arctos_horribilis; Carnivora

XP_011216383.1: Ailuropoda_melanoleuca; Carnivora

XP_017536125.1: Manis_javanica; Pholidota

0.71

0.97

1 XP_006753072.1: Myotis_davidii; Chiroptera

XP_015415449.1: Myotis_davidii; Chiroptera

XP_014386747.1: Myotis_brandtii; Chiroptera

XP_027986231.1: Eptesicus_fuscus; Chiroptera

XP_016070943.1: Miniopterus_natalensis; Chiroptera

0.87

0.98 XP_003417431.1: Loxodonta_africana; Proboscidea

XP_004374150.1: Trichechus_manatus_latirostris; Sirenia

XP_006869574.1: Chrysochloris_asiatica; Chrysochloridae

XP_007957779.1: Orycteropus_afer_afer; Tubulidentata

0.66

0.92

1

0.95

0.95

0.84 XP_027510214.1: Corapipo_altera; Aves

XP_027581203.1: Pipra_filicauda; Aves

XP_017667527.1: Lepidothrix_coronata; Aves

XP_027547492.1: Neopelma_chrysocephalum; Aves

XP_027759931.1: Empidonax_traillii; Aves

0.92

0.65

0.99 XP_015501205.1: Parus_major; Aves

XP_005530730.1: Pseudopodoces_humilis; Aves

XP_021389849.1: Lonchura_striata_domestica; Aves

XP_014742958.1: Sturnus_vulgaris; Aves

0.66

0.87

0.81

1 XP_010576860.1: Haliaeetus_leucocephalus; Aves

XP_011585049.1: Aquila_chrysaetos_canadensis; Aves

XP_009281779.2: Aptenodytes_forsteri; Aves

XP_014806967.1: Calidris_pugnax; Aves

0.99

0.99 XP_015735544.1: Coturnix_japonica; Aves

NP_001295542.1: Gallus_gallus; Aves

XP_021270110.1: Numida_meleagris; Aves

0.86

0.95

1

1

0.74

1

0.99

0.92 XP_021413118.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413122.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413121.1: Oncorhynchus_mykiss; Actinopterygii

XP_021413116.1: Oncorhynchus_mykiss; Actinopterygii

XP_023997352.1: Salvelinus_alpinus; Actinopterygii

0.94

1 XP_014057797.1: Salmo_salar; Actinopterygii

XP_014057876.1: Salmo_salar; Actinopterygii

XP_014049876.1: Salmo_salar; Actinopterygii

XP_010872256.1: Esox_lucius; Actinopterygii

0.95 XP_018588225.1: Scleropages_formosus; Actinopterygii

XP_017569539.1: Pygocentrus_nattereri; Actinopterygii

0.59 XP_006635223.2: Lepisosteus_oculatus; Actinopterygii

XP_018588221.1: Scleropages_formosus; Actinopterygii

0.96

0.92

0.93

0.93

1 XP_009562875.1: Cuculus_canorus; Aves

XP_009562878.1: Cuculus_canorus; Aves

XP_010295608.1: Phaethon_lepturus; Aves

1

0.94 XP_009284687.1: Aptenodytes_forsteri; Aves

XP_009284688.1: Aptenodytes_forsteri; Aves

XP_009318317.1: Pygoscelis_adeliae; Aves

XP_009511564.1: Phalacrocorax_carbo; Aves

XP_009476550.1: Pelecanus_crispus; Aves

XP_009466076.1: Nipponia_nippon; Aves

XP_009582089.1: Fulmarus_glacialis; Aves

XP_009869802.1: Apaloderma_vittatum; Aves

XP_010181524.1: Mesitornis_unicolor; Aves

1 XP_011577511.1: Aquila_chrysaetos_canadensis; Aves

XP_010568622.1: Haliaeetus_leucocephalus; Aves

XP_009957959.1: Leptosomus_discolor; Aves

0.57

0.88

0.52

1

0.85

0.91

XP_008926299.2: Manacus_vitellinus; Aves

XP_027569030.1: Pipra_filicauda; Aves

XP_017668911.1: Lepidothrix_coronata; Aves

XP_027512476.1: Corapipo_altera; Aves

XP_027539553.1: Neopelma_chrysocephalum; Aves

XP_027745291.1: Empidonax_traillii; Aves

0.9 XP_009076921.1: Acanthisitta_chloris; Aves

XP_009991994.1: Chaetura_pelagica; Aves

XP_026714658.1: Athene_cunicularia; Aves

1

0.88

1

1

XP_008941321.1: Merops_nubicus; Aves

XP_008941322.1: Merops_nubicus; Aves

XP_008941323.1: Merops_nubicus; Aves

XP_008941320.1: Merops_nubicus; Aves

XP_014791720.1: Calidris_pugnax; Aves

XP_009887518.1: Charadrius_vociferus; Aves

0.77 XP_010305896.1: Balearica_regulorum_gibbericeps; Aves

XP_005504559.1: Columba_livia; Aves

XP_010120024.1: Chlamydotis_macqueenii; Aves

0.99 XP_009972363.1: Tyto_alba; Aves

XP_009972340.1: Tyto_alba; Aves

XP_010082493.1: Pterocles_gutturalis; Aves

0.98

0.93

0.92

0.97

0.97

1 XP_018771392.1: Serinus_canaria; Aves

XP_018771391.1: Serinus_canaria; Aves

XP_005487470.1: Zonotrichia_albicollis; Aves

XP_005420398.1: Geospiza_fortis; Aves

XP_021405229.1: Lonchura_striata_domestica; Aves

XP_014726150.1: Sturnus_vulgaris; Aves

XP_005054472.1: Ficedula_albicollis; Aves

1

XP_015498358.1: Parus_major; Aves

XP_023792613.1: Cyanistes_caeruleus; Aves

XP_005523079.1: Pseudopodoces_humilis; Aves

1 XP_008631680.1: Corvus_brachyrhynchos; Aves

XP_010390671.1: Corvus_cornix_cornix; Aves

XP_009644204.1: Egretta_garzetta; Aves

0.61

1 XP_005229046.1: Falco_peregrinus; Aves

XP_005435706.1: Falco_cherrug; Aves

XP_009984545.1: Tauraco_erythrolophus; Aves

XP_009934044.1: Opisthocomus_hoazin; Aves

XP_009695577.1: Cariama_cristata; Aves

0.75 XP_010012315.1: Nestor_notabilis; Aves

XP_010195714.1: Colius_striatus; Aves

XP_008496755.1: Calypte_anna; Aves

1 XP_009895235.1: Picoides_pubescens; Aves

XP_009895225.1: Picoides_pubescens; Aves

0.6

0.99

0.94

0.74 NP_001290102.1: Meleagris_gallopavo; Aves

XP_021267960.1: Numida_meleagris; Aves

XP_015732105.1: Coturnix_japonica; Aves

NP_990849.1: Gallus_gallus; Aves

1 NP_001297350.1: Anas_platyrhynchos; Aves

XP_013030340.1: Anser_cygnoides_domesticus; Aves

0.53

0.99

0.94

1 XP_013814428.1: Apteryx_australis_mantelli; Aves

XP_025938772.1: Apteryx_rowi; Aves

XP_025968258.1: Dromaius_novaehollandiae; Aves

XP_009688348.1: Struthio_camelus_australis; Aves

0.97 XP_010219456.1: Tinamus_guttatus; Aves

XP_025909888.1: Nothoprocta_perdicaria; Aves

0.91

0.99

1

1 NP_001273776.1: Alligator_sinensis; Crocodylia

XP_014466124.1: Alligator_mississippiensis; Crocodylia

0.69 XP_019368539.1: Gavialis_gangeticus; Crocodylia

XP_019397543.1: Crocodylus_porosus; Crocodylia

1

1

0.99 XP_005289125.1: Chrysemys_picta_bellii; Testudines

XP_026506370.1: Terrapene_mexicana_triunguis; Testudines

XP_007062784.1: Chelonia_mydas; Testudines

XP_006112977.1: Pelodiscus_sinensis; Testudines

0.99

0.63

1

1

1 XP_026560125.1: Pseudonaja_textilis; Lepidosauria

XP_026547382.1: Notechis_scutatus; Lepidosauria

XP_015682953.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007436312.1: Python_bivittatus; Lepidosauria

0.71 XP_008122082.2: Anolis_carolinensis; Lepidosauria

XP_015261900.1: Gekko_japonicus; Lepidosauria

XP_020658070.1: Pogona_vitticeps; Lepidosauria

0.93

1

1

1

0.6

0.82 XP_016286160.1: Monodelphis_domestica; Metatheria

XP_016280458.1: Monodelphis_domestica; Metatheria

XP_001363482.1: Monodelphis_domestica; Metatheria

XP_016284704.1: Monodelphis_domestica; Metatheria

XP_016287838.1: Monodelphis_domestica; Metatheria

XP_016284236.1: Monodelphis_domestica; Metatheria

0.77

1

0.94 XP_020864101.1: Phascolarctos_cinereus; Metatheria

XP_020837991.1: Phascolarctos_cinereus; Metatheria

XP_027730641.1: Vombatus_ursinus; Metatheria

XP_003761602.1: Sarcophilus_harrisii; Metatheria

XP_001512727.3: Ornithorhynchus_anatinus; Monotremata

0.83

0.68

1

1

0.97

1

1

0.96

0.99 XP_026531551.1: Notechis_scutatus; Lepidosauria

XP_026557543.1: Pseudonaja_textilis; Lepidosauria

XP_013921350.1: Thamnophis_sirtalis; Lepidosauria

XP_015670662.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007419915.2: Python_bivittatus; Lepidosauria

XP_020669001.1: Pogona_vitticeps; Lepidosauria

XP_008102340.2: Anolis_carolinensis; Lepidosauria

XP_015264215.1: Gekko_japonicus; Lepidosauria

0.99

0.99

1 XP_008165885.2: Chrysemys_picta_bellii; Testudines

XP_024068143.1: Terrapene_mexicana_triunguis; Testudines

XP_006134922.1: Pelodiscus_sinensis; Testudines

XP_007070993.1: Chelonia_mydas; Testudines

1

0.91 XP_001370868.3: Monodelphis_domestica; Metatheria

XP_027705927.1: Vombatus_ursinus; Metatheria

XP_020856456.1: Phascolarctos_cinereus; Metatheria

0.91

0.72

0.95

1 XP_014380747.1: Alligator_sinensis; Crocodylia

XP_014380746.1: Alligator_sinensis; Crocodylia

XP_019342030.1: Alligator_mississippiensis; Crocodylia

XP_019397841.1: Crocodylus_porosus; Crocodylia

XP_019371339.1: Gavialis_gangeticus; Crocodylia

0.8

0.58

0.96 XP_010226323.1: Tinamus_guttatus; Aves

XP_025892612.1: Nothoprocta_perdicaria; Aves

XP_025978707.1: Dromaius_novaehollandiae; Aves

XP_013806576.1: Apteryx_australis_mantelli, Apteryx_rowi; Aves

0.94

0.97 XP_020366648.1: Rhincodon_typus; Chondrichthyes

NP_001279247.1: Callorhinchus_milii; Chondrichthyes

0.99 XP_014350131.1: Latimeria_chalumnae; Coelacanthiformes

XP_014350135.1: Latimeria_chalumnae; Coelacanthiformes

0.96

1

1 NP_001165634.1: Xenopus_laevis; Amphibia

NP_001089852.1: Xenopus_laevis; Amphibia

NP_989332.1: Xenopus_tropicalis; Amphibia

XP_018423728.1: Nanorana_parkeri; Amphibia

0.96

1

0.99 NP_998884.1: Xenopus_tropicalis; Amphibia

NP_001082422.1: Xenopus_laevis; Amphibia

XP_018094537.1: Xenopus_laevis; Amphibia

XP_018427227.1: Nanorana_parkeri; Amphibia

0.99 XP_020376146.1: Rhincodon_typus; Chondrichthyes

NP_001279672.1: Callorhinchus_milii; Chondrichthyes

XP_005992382.1: Latimeria_chalumnae; Coelacanthiformes

1

0.95

0.68

1 XP_026106155.1: Carassius_auratus; Actinopterygii

XP_026067183.1: Carassius_auratus; Actinopterygii

XP_016361526.1: Sinocyclocheilus_anshuiensis; Actinopterygii

1 XP_016136449.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016324144.1: Sinocyclocheilus_anshuiensis; Actinopterygii

NP_853632.3: Danio_rerio; Actinopterygii

XP_012682616.1: Clupea_harengus; Actinopterygii

1

0.85

0.67 XP_007247883.1: Astyanax_mexicanus; Actinopterygii

XP_017558662.1: Pygocentrus_nattereri; Actinopterygii

XP_026879329.1: Electrophorus_electricus; Actinopterygii

1

0.99 XP_026785415.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_027004264.1: Tachysurus_fulvidraco; Actinopterygii

XP_017310157.1: Ictalurus_punctatus; Actinopterygii

0.93

0.89

1 XP_023670662.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018595388.1: Scleropages_formosus; Actinopterygii

0.52 XP_023687434.1: Paramormyrops_kingsleyae; Actinopterygii

XP_018588245.1: Scleropages_formosus; Actinopterygii

XP_006637184.1: Lepisosteus_oculatus; Actinopterygii

0.96

0.8

0.83

0.68

0.64

0.52

0.75

0.97

0.57

0.87

1 XP_020782947.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_020782948.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_026180539.1: Mastacembelus_armatus; Actinopterygii

XP_020476920.1: Monopterus_albus; Actinopterygii

XP_003964470.1: Takifugu_rubripes; Actinopterygii

0.82

0.99 NP_001098278.1: Oryzias_latipes; Actinopterygii

XP_024128556.1: Oryzias_melastigma; Actinopterygii

XP_019965179.1: Paralichthys_olivaceus; Actinopterygii

0.71

1 XP_022612776.1: Seriola_dumerili; Actinopterygii

XP_023252974.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018523182.1: Lates_calcarifer; Actinopterygii

0.57

1

1 XP_022063516.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023150299.1: Amphiprion_ocellaris; Actinopterygii

XP_008300333.1: Stegastes_partitus; Actinopterygii

0.67

1 NP_001295108.1: Cynoglossus_semilaevis; Actinopterygii

XP_008328443.1: Cynoglossus_semilaevis; Actinopterygii

XP_020506963.1: Labrus_bergylta; Actinopterygii

XP_027140724.1: Larimichthys_crocea; Actinopterygii

XP_026218662.1: Anabas_testudineus; Actinopterygii

0.82

0.99

0.96

0.99

0.68

1

1 XP_007574424.1: Poecilia_formosa; Actinopterygii

XP_014902936.1: Poecilia_latipinna; Actinopterygii

XP_014859441.1: Poecilia_mexicana; Actinopterygii

1 XP_005806106.1: Xiphophorus_maculatus; Actinopterygii

XP_027897695.1: Xiphophorus_couchianus; Actinopterygii

NP_001284404.1: Poecilia_reticulata; Actinopterygii

XP_012705818.1: Fundulus_heteroclitus; Actinopterygii

XP_015234082.1: Cyprinodon_variegatus; Actinopterygii

0.99

0.77 XP_017272165.1: Kryptolebias_marmoratus; Actinopterygii

XP_013887800.1: Austrofundulus_limnaeus; Actinopterygii

XP_015800880.1: Nothobranchius_furzeri; Actinopterygii

1

1

1

XP_005743534.1: Pundamilia_nyererei, Astatotilapia_calliptera; Actinopterygii

XP_005946270.1: Haplochromis_burtoni; Actinopterygii

XP_004560794.1: Maylandia_zebra; Actinopterygii

XP_006798048.1: Neolamprologus_brichardi; Actinopterygii

XP_003443175.1: Oreochromis_niloticus; Actinopterygii

XP_019732902.1: Hippocampus_comes; Actinopterygii

0.58

0.99

0.9

0.97

1

XP_021451454.1: Oncorhynchus_mykiss; Actinopterygii

XP_021451455.1: Oncorhynchus_mykiss; Actinopterygii

NP_001117707.1: Oncorhynchus_mykiss; Actinopterygii

XP_020327314.1: Oncorhynchus_kisutch; Actinopterygii

1

1 XP_021448349.1: Oncorhynchus_mykiss; Actinopterygii

XP_021448752.1: Oncorhynchus_mykiss; Actinopterygii

XP_024264891.1: Oncorhynchus_tshawytscha; Actinopterygii

0.98

1 NP_001116997.1: Salmo_salar; Actinopterygii

XP_014050011.1: Salmo_salar; Actinopterygii

1 XP_014042641.1: Salmo_salar; Actinopterygii

XP_013985441.1: Salmo_salar; Actinopterygii

0.82 XP_010903576.1: Esox_lucius; Actinopterygii

XP_010901423.1: Esox_lucius; Actinopterygii

0.92

0.98

0.98

0.98

0.72

0.86

0.55

1 XP_016390096.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016390097.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016105203.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016347318.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_026060405.1: Carassius_auratus; Actinopterygii

XP_018944977.1: Cyprinus_carpio; Actinopterygii

0.99

0.53

0.99

1 XP_016135098.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016135099.1: Sinocyclocheilus_grahami; Actinopterygii

XP_016386928.1: Sinocyclocheilus_rhinocerous; Actinopterygii

XP_016360370.1: Sinocyclocheilus_anshuiensis; Actinopterygii

XP_018924920.1: Cyprinus_carpio; Actinopterygii

XP_026114193.1: Carassius_auratus; Actinopterygii

NP_571106.2: Danio_rerio; Actinopterygii

0.67

0.92

0.9 XP_007260329.1: Astyanax_mexicanus; Actinopterygii

XP_017572763.1: Pygocentrus_nattereri; Actinopterygii

XP_026871542.1: Electrophorus_electricus; Actinopterygii

0.99

0.64 XP_017312989.1: Ictalurus_punctatus; Actinopterygii

XP_026784633.1: Pangasianodon_hypophthalmus; Actinopterygii

XP_026998742.1: Tachysurus_fulvidraco; Actinopterygii

XP_012694728.1: Clupea_harengus; Actinopterygii

0.97

0.73

0.53

0.75

0.57

0.99

1

1

1

1

1 XP_014885421.1: Poecilia_latipinna; Actinopterygii

XP_014830807.1: Poecilia_mexicana; Actinopterygii

XP_007573219.1: Poecilia_formosa; Actinopterygii

XP_008417682.1: Poecilia_reticulata; Actinopterygii

1 XP_005809780.1: Xiphophorus_maculatus; Actinopterygii

XP_027874023.1: Xiphophorus_couchianus; Actinopterygii

1 XP_014881363.1: Poecilia_latipinna; Actinopterygii

XP_014833705.1: Poecilia_mexicana; Actinopterygii

1 XP_015229703.1: Cyprinodon_variegatus; Actinopterygii

XP_012712601.1: Fundulus_heteroclitus; Actinopterygii

0.5

0.99

1

1

1 XP_014885420.1: Poecilia_latipinna; Actinopterygii

XP_007573220.1: Poecilia_formosa; Actinopterygii

1 XP_005809779.1: Xiphophorus_maculatus; Actinopterygii

XP_027874026.1: Xiphophorus_couchianus; Actinopterygii

XP_015229704.1: Cyprinodon_variegatus; Actinopterygii

0.94

1 XP_017288573.1: Kryptolebias_marmoratus; Actinopterygii

XP_012714522.1: Fundulus_heteroclitus; Actinopterygii

XP_015229708.1: Cyprinodon_variegatus; Actinopterygii

0.99 XP_017288572.1: Kryptolebias_marmoratus; Actinopterygii

XP_013882805.1: Austrofundulus_limnaeus; Actinopterygii

XP_015815812.1: Nothobranchius_furzeri; Actinopterygii

0.99

0.98

1

1

1 XP_023814601.1: Oryzias_latipes; Actinopterygii

XP_023814600.1: Oryzias_latipes; Actinopterygii

XP_004072874.1: Oryzias_latipes; Actinopterygii

XP_020561954.1: Oryzias_latipes; Actinopterygii

XP_011477986.1: Oryzias_latipes; Actinopterygii

0.99 XP_024116512.1: Oryzias_melastigma; Actinopterygii

XP_024116514.1: Oryzias_melastigma; Actinopterygii

1

1

0.56

0.99 XP_014269710.2: Maylandia_zebra; Actinopterygii

XP_026044701.1: Astatotilapia_calliptera; Actinopterygii

XP_005754021.1: Pundamilia_nyererei; Actinopterygii

XP_005949198.1: Haplochromis_burtoni; Actinopterygii

XP_003444532.1: Oreochromis_niloticus; Actinopterygii

1 XP_022624940.1: Seriola_dumerili; Actinopterygii

XP_023257111.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018519362.1: Lates_calcarifer; Actinopterygii

XP_019966803.1: Paralichthys_olivaceus; Actinopterygii

XP_027133335.1: Larimichthys_crocea; Actinopterygii

0.62 XP_020450872.1: Monopterus_albus; Actinopterygii

XP_026177115.1: Mastacembelus_armatus; Actinopterygii

XP_023143074.1: Amphiprion_ocellaris; Actinopterygii

XP_010792310.1: Notothenia_coriiceps; Actinopterygii

0.65

1 XP_026198258.1: Anabas_testudineus; Actinopterygii

XP_026198285.1: Anabas_testudineus; Actinopterygii

XP_011616661.1: Takifugu_rubripes; Actinopterygii

0.74

0.94

0.96

0.77

0.76

0.51

0.62

0.7

0.56

0.56

0.91

0.9

0.91

0.92

1

1

1

1 XP_007549631.1: Poecilia_formosa; Actinopterygii

XP_014829602.1: Poecilia_mexicana; Actinopterygii

XP_014889429.1: Poecilia_latipinna; Actinopterygii

XP_008402967.1: Poecilia_reticulata; Actinopterygii

1 XP_005812013.1: Xiphophorus_maculatus; Actinopterygii

XP_027872882.1: Xiphophorus_couchianus; Actinopterygii

XP_012737914.1: Fundulus_heteroclitus; Actinopterygii

XP_015248684.1: Cyprinodon_variegatus; Actinopterygii

0.99

0.99 XP_013866827.1: Austrofundulus_limnaeus; Actinopterygii

XP_017286391.1: Kryptolebias_marmoratus; Actinopterygii

XP_015821675.1: Nothobranchius_furzeri; Actinopterygii

1 XP_024115147.1: Oryzias_melastigma; Actinopterygii

XP_004066026.1: Oryzias_latipes; Actinopterygii

XP_026214890.1: Anabas_testudineus; Actinopterygii

0.83 XP_026158521.1: Mastacembelus_armatus; Actinopterygii

XP_020478403.1: Monopterus_albus; Actinopterygii

0.75 XP_020498794.1: Labrus_bergylta; Actinopterygii

XP_003972351.1: Takifugu_rubripes; Actinopterygii

0.92

1

0.99

1

0.51

1

1 XP_026027378.1: Astatotilapia_calliptera; Actinopterygii

XP_004568349.2: Maylandia_zebra; Actinopterygii

XP_005952745.1: Haplochromis_burtoni; Actinopterygii

XP_005750241.1: Pundamilia_nyererei; Actinopterygii

0.97 XP_026027377.1: Astatotilapia_calliptera; Actinopterygii

XP_004568354.1: Maylandia_zebra; Actinopterygii

XP_005929392.1: Haplochromis_burtoni; Actinopterygii

XP_006796239.1: Neolamprologus_brichardi; Actinopterygii

0.53

1

1

1 XP_013770640.1: Pundamilia_nyererei; Actinopterygii

XP_012779335.1: Maylandia_zebra; Actinopterygii

XP_003455995.1: Oreochromis_niloticus; Actinopterygii

XP_003455994.1: Oreochromis_niloticus; Actinopterygii

XP_003455997.3: Oreochromis_niloticus; Actinopterygii

1

1 XP_022053963.1: Acanthochromis_polyacanthus; Actinopterygii

XP_023122558.1: Amphiprion_ocellaris; Actinopterygii

XP_008290663.1: Stegastes_partitus; Actinopterygii

1 XP_022594077.1: Seriola_dumerili; Actinopterygii

XP_023286381.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_018555290.1: Lates_calcarifer; Actinopterygii

XP_010731935.1: Larimichthys_crocea; Actinopterygii

XP_010776110.1: Notothenia_coriiceps; Actinopterygii

XP_019958658.1: Paralichthys_olivaceus; Actinopterygii

XP_008314854.1: Cynoglossus_semilaevis; Actinopterygii

XP_020773086.1: Boleophthalmus_pectinirostris; Actinopterygii

XP_019717809.1: Hippocampus_comes; Actinopterygii

0.8

0.8

0.81

0.94

1

1

1

1

0.91

1

1 XP_002610800.1: Branchiostoma_floridae; Cephalochordata

XP_002610801.1: Branchiostoma_floridae; Cephalochordata

XP_002610799.1: Branchiostoma_floridae; Cephalochordata

XP_002610798.1: Branchiostoma_floridae; Cephalochordata

XP_002610797.1: Branchiostoma_floridae; Cephalochordata

XP_019637201.1: Branchiostoma_belcheri; Cephalochordata

XP_019637338.1: Branchiostoma_belcheri; Cephalochordata

1

0.96

1 XP_002610803.1: Branchiostoma_floridae; Cephalochordata

XP_002610802.1: Branchiostoma_floridae; Cephalochordata

XP_019637393.1: Branchiostoma_belcheri; Cephalochordata

XP_019637200.1: Branchiostoma_belcheri; Cephalochordata

1

1 XP_002601937.1: Branchiostoma_floridae; Cephalochordata

XP_019639517.1: Branchiostoma_belcheri; Cephalochordata

XP_019635371.1: Branchiostoma_belcheri; Cephalochordata

1

1

1 XP_019637340.1: Branchiostoma_belcheri; Cephalochordata

XP_019637343.1: Branchiostoma_belcheri; Cephalochordata

XP_019637339.1: Branchiostoma_belcheri; Cephalochordata

0.72 XP_002610809.1: Branchiostoma_floridae; Cephalochordata

XP_002610808.1: Branchiostoma_floridae; Cephalochordata

1 XP_019637346.1: Branchiostoma_belcheri; Cephalochordata

XP_019637347.1: Branchiostoma_belcheri; Cephalochordata

1

1

1

0.54 XP_002610567.1: Branchiostoma_floridae; Cephalochordata

XP_002603133.1: Branchiostoma_floridae; Cephalochordata

XP_002590525.1: Branchiostoma_floridae; Cephalochordata

1 XP_019637248.1: Branchiostoma_belcheri; Cephalochordata

XP_019637761.1: Branchiostoma_belcheri; Cephalochordata

XP_019647614.1: Branchiostoma_belcheri; Cephalochordata

1

0.99

1

1

1

1 XP_002590163.1: Branchiostoma_floridae; Cephalochordata

XP_002588006.1: Branchiostoma_floridae; Cephalochordata

XP_002590161.1: Branchiostoma_floridae; Cephalochordata

XP_002588007.1: Branchiostoma_floridae; Cephalochordata

XP_002590512.1: Branchiostoma_floridae; Cephalochordata

XP_019640346.1: Branchiostoma_belcheri; Cephalochordata

XP_002590158.1: Branchiostoma_floridae; Cephalochordata

XP_022103479.1: Acanthaster_planci; Echinodermata

XP_022103903.1: Acanthaster_planci; Echinodermata

0.95 XP_022093295.1: Acanthaster_planci; Echinodermata

XP_011680957.1: Strongylocentrotus_purpuratus; Echinodermata

XP_002610810.1: Branchiostoma_floridae; Cephalochordata

0.57

1 XP_002606072.1: Branchiostoma_floridae; Cephalochordata

XP_019641989.1: Branchiostoma_belcheri; Cephalochordata

0.99 XP_002592016.1: Branchiostoma_floridae; Cephalochordata

XP_002592018.1: Branchiostoma_floridae; Cephalochordata

1

1 XP_022314553.1: Crassostrea_virginica; Mollusca

XP_022316063.1: Crassostrea_virginica; Mollusca

XP_011432968.1: Crassostrea_gigas; Mollusca

XP_786731.1: Strongylocentrotus_purpuratus; Echinodermata

0.51 XP_019755691.1: Dendroctonus_ponderosae; Arthropoda

XP_023024442.1: Leptinotarsa_decemlineata; Arthropoda

XP_018577421.1: Anoplophora_glabripennis; Arthropoda

1 XP_018336773.1: Agrilus_planipennis; Arthropoda

XP_018335426.1: Agrilus_planipennis; Arthropoda

XP_966495.1: Tribolium_castaneum; Arthropoda

XP_019870671.1: Aethina_tumida; Arthropoda

1

0.67

0.99

1

0.5 NP_001136108.1: Acyrthosiphon_pisum; Arthropoda

XP_022165489.1: Myzus_persicae; Arthropoda

XP_015365036.1: Diuraphis_noxia; Arthropoda

1

0.85 XP_025192902.1: Melanaphis_sacchari; Arthropoda

XP_027841315.1: Aphis_gossypii; Arthropoda

XP_026806363.1: Rhopalosiphum_maidis; Arthropoda

1

1

0.57 XP_001948457.2: Acyrthosiphon_pisum; Arthropoda

XP_015366322.1: Diuraphis_noxia; Arthropoda

XP_022176786.1: Myzus_persicae; Arthropoda

1

0.98 XP_025206156.1: Melanaphis_sacchari; Arthropoda

XP_026806827.1: Rhopalosiphum_maidis; Arthropoda

XP_027839590.1: Aphis_gossypii; Arthropoda

0.92 XP_025425635.1: Sipha_flava; Arthropoda

XP_025421026.1: Sipha_flava; Arthropoda

1

0.72

1 XP_026467263.1: Ctenocephalides_felis; Arthropoda

XP_026461908.1: Ctenocephalides_felis; Arthropoda

XP_026471974.1: Ctenocephalides_felis; Arthropoda

0.99 XP_026467283.1: Ctenocephalides_felis; Arthropoda

XP_026472989.1: Ctenocephalides_felis; Arthropoda

XP_002426688.1: Pediculus_humanus_corporis; Arthropoda

XP_022910575.1: Onthophagus_taurus; Arthropoda

0.72

0.87

0.78 XP_021951797.1: Folsomia_candida; Arthropoda

XP_021951861.1: Folsomia_candida; Arthropoda

XP_021956177.1: Folsomia_candida; Arthropoda

XP_021948872.1: Folsomia_candida; Arthropoda

0.52 XP_017779394.1: Nicrophorus_vespilloides; Arthropoda

XP_017786311.1: Nicrophorus_vespilloides; Arthropoda

XP_019877817.1: Aethina_tumida; Arthropoda

0.64

0.98

0.82

1 XP_011496266.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_011496265.1: Ceratosolen_solmsi_marchali; Arthropoda

0.52 XP_014205744.1: Copidosoma_floridanum; Arthropoda

XP_014206033.1: Copidosoma_floridanum; Arthropoda

0.95 XP_001600960.1: Nasonia_vitripennis; Arthropoda

XP_001601342.1: Nasonia_vitripennis; Arthropoda

XP_022904150.1: Onthophagus_taurus; Arthropoda

XP_019760672.1: Dendroctonus_ponderosae; Arthropoda

0.8

0.85

0.97

0.88

0.99

0.99 XP_005180578.1: Musca_domestica; Arthropoda

XP_013102502.1: Stomoxys_calcitrans; Arthropoda

XP_023292241.1: Lucilia_cuprina; Arthropoda

0.96 XP_005178998.1: Musca_domestica; Arthropoda

XP_023308445.1: Lucilia_cuprina; Arthropoda

XP_013114010.1: Stomoxys_calcitrans; Arthropoda

0.96

0.95

0.96 XP_011202215.1: Bactrocera_dorsalis; Arthropoda

XP_018796894.1: Bactrocera_latifrons; Arthropoda

XP_014098836.1: Bactrocera_oleae; Arthropoda

XP_011196319.1: Zeugodacus_cucurbitae; Arthropoda

XP_004526477.1: Ceratitis_capitata; Arthropoda

XP_017486102.1: Rhagoletis_zephyria; Arthropoda

1

0.61

0.7

0.94

1 XP_018786741.1: Bactrocera_latifrons; Arthropoda

XP_011208683.2: Bactrocera_dorsalis; Arthropoda

XP_014090630.1: Bactrocera_oleae; Arthropoda

XP_011181929.1: Zeugodacus_cucurbitae; Arthropoda

XP_004530029.1: Ceratitis_capitata; Arthropoda

XP_017478230.1: Rhagoletis_zephyria; Arthropoda

0.79

0.92

0.82

1

0.99

1 XP_001999127.1: Drosophila_mojavensis; Arthropoda

XP_017873822.1: Drosophila_arizonae; Arthropoda

XP_023179814.1: Drosophila_hydei; Arthropoda

XP_002056070.1: Drosophila_virilis; Arthropoda

XP_017846884.1: Drosophila_busckii; Arthropoda

XP_001989898.1: Drosophila_grimshawi; Arthropoda

XP_002073085.1: Drosophila_willistoni; Arthropoda

0.51

0.89

0.94

0.97

1 XP_002017890.1: Drosophila_persimilis, Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017149703.1: Drosophila_miranda; Arthropoda

XP_022227989.1: Drosophila_obscura; Arthropoda

XP_017837026.1: Drosophila_busckii; Arthropoda

XP_001987596.1: Drosophila_grimshawi; Arthropoda

0.99

1

XP_002004255.1: Drosophila_mojavensis; Arthropoda

XP_017868271.1: Drosophila_arizonae; Arthropoda

XP_017961306.1: Drosophila_navojoa; Arthropoda

XP_023174795.1: Drosophila_hydei; Arthropoda

XP_002059414.1: Drosophila_virilis; Arthropoda

XP_002074960.1: Drosophila_willistoni; Arthropoda

1 XP_001959144.1: Drosophila_ananassae; Arthropoda

XP_017093596.1: Drosophila_bipectinata; Arthropoda

XP_017072885.1: Drosophila_eugracilis; Arthropoda

XP_002091621.1: Drosophila_yakuba; Arthropoda

XP_001974973.1: Drosophila_erecta; Arthropoda

XP_002082396.1: Drosophila_simulans; Arthropoda

NP_523800.1: Drosophila_melanogaster; Arthropoda

XP_016929004.1: Drosophila_suzukii; Arthropoda

XP_016946968.1: Drosophila_biarmipes; Arthropoda

0.9 XP_017027246.1: Drosophila_kikkawai; Arthropoda

XP_020806826.1: Drosophila_serrata; Arthropoda

0.95

1 XP_016979549.1: Drosophila_rhopaloa; Arthropoda

XP_017126326.1: Drosophila_elegans; Arthropoda

XP_017002078.1: Drosophila_takahashii; Arthropoda

XP_017051608.1: Drosophila_ficusphila; Arthropoda

0.57

0.64

0.68

0.77

0.75

1

1

0.91 XP_016034853.1: Drosophila_simulans; Arthropoda

XP_002031326.1: Drosophila_sechellia; Arthropoda

NP_477091.1: Drosophila_melanogaster; Arthropoda

0.94 XP_001980267.1: Drosophila_erecta; Arthropoda

XP_002097534.1: Drosophila_yakuba; Arthropoda

0.81

0.94 XP_016942724.1: Drosophila_suzukii; Arthropoda

XP_016960465.1: Drosophila_biarmipes; Arthropoda

0.91 XP_016970812.1: Drosophila_rhopaloa; Arthropoda

XP_017117379.1: Drosophila_elegans; Arthropoda

XP_017084468.1: Drosophila_eugracilis; Arthropoda

XP_017001287.1: Drosophila_takahashii; Arthropoda

1 XP_001953106.1: Drosophila_ananassae; Arthropoda

XP_017104502.1: Drosophila_bipectinata; Arthropoda

1 XP_017021434.1: Drosophila_kikkawai; Arthropoda

XP_020809466.1: Drosophila_serrata; Arthropoda

0.99

1

0.69 XP_017142762.1: Drosophila_miranda; Arthropoda

XP_002013173.2: Drosophila_persimilis; Arthropoda

XP_001359004.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_022221945.1: Drosophila_obscura; Arthropoda

XP_017046435.1: Drosophila_ficusphila; Arthropoda

0.93

0.94

0.97

0.97

0.96

0.65

0.98

0.68

1 XP_019541796.1: Aedes_albopictus; Arthropoda

XP_019529660.1: Aedes_albopictus; Arthropoda

XP_001654313.1: Aedes_aegypti; Arthropoda

XP_001651745.1: Aedes_aegypti; Arthropoda

1 XP_019541792.1: Aedes_albopictus; Arthropoda

XP_019529658.1: Aedes_albopictus; Arthropoda

0.78 XP_001862809.1: Culex_quinquefasciatus; Arthropoda

XP_001862806.1: Culex_quinquefasciatus; Arthropoda

1

1 XP_001651744.2: Aedes_aegypti; Arthropoda

XP_019541793.1: Aedes_albopictus; Arthropoda

XP_001862810.1: Culex_quinquefasciatus; Arthropoda

1

1

1

1

1 XP_019537677.1: Aedes_albopictus; Arthropoda

XP_019564645.1: Aedes_albopictus; Arthropoda

XP_001660073.1: Aedes_aegypti; Arthropoda

1 XP_321420.4: Anopheles_gambiae_str._PEST; Arthropoda

XP_001862348.1: Culex_quinquefasciatus; Arthropoda

XP_001862808.1: Culex_quinquefasciatus; Arthropoda

1

1 XP_019541795.1: Aedes_albopictus; Arthropoda

XP_019529662.1: Aedes_albopictus; Arthropoda

XP_001654312.1: Aedes_aegypti; Arthropoda

XP_315269.4: Anopheles_gambiae_str._PEST; Arthropoda

0.94

0.85

1 XP_001659963.1: Aedes_aegypti; Arthropoda

XP_019557748.1: Aedes_albopictus; Arthropoda

XP_001866863.1: Culex_quinquefasciatus; Arthropoda

XP_313971.4: Anopheles_gambiae_str._PEST; Arthropoda

0.97

0.97

0.96

1

1

1 XP_019563902.1: Aedes_albopictus; Arthropoda

XP_019532411.1: Aedes_albopictus; Arthropoda

XP_001649531.1: Aedes_aegypti; Arthropoda

XP_001847270.1: Culex_quinquefasciatus; Arthropoda

0.99 XP_019563901.1: Aedes_albopictus; Arthropoda

XP_019532410.1: Aedes_albopictus; Arthropoda

XP_001649530.1: Aedes_aegypti; Arthropoda

XP_001847269.1: Culex_quinquefasciatus; Arthropoda

0.73

0.7

0.53

0.65

0.69

0.69

0.51

0.79

0.8

0.98

0.98

0.99

1

1 XP_011208262.1: Bactrocera_dorsalis; Arthropoda

XP_018797621.1: Bactrocera_latifrons; Arthropoda

XP_014087796.1: Bactrocera_oleae; Arthropoda

XP_011196917.1: Zeugodacus_cucurbitae; Arthropoda

XP_004518136.1: Ceratitis_capitata; Arthropoda

XP_017483891.1: Rhagoletis_zephyria; Arthropoda

0.97

0.82

0.81

1

1 XP_005182555.1: Musca_domestica; Arthropoda

XP_013100389.1: Stomoxys_calcitrans; Arthropoda

XP_023304278.1: Lucilia_cuprina; Arthropoda

XP_023291988.1: Lucilia_cuprina; Arthropoda

XP_013098905.1: Stomoxys_calcitrans; Arthropoda

XP_005181411.1: Musca_domestica; Arthropoda

XP_002069647.1: Drosophila_willistoni; Arthropoda

XP_017845028.1: Drosophila_busckii; Arthropoda

1

0.93

1 XP_001999160.1: Drosophila_mojavensis; Arthropoda

XP_017869752.1: Drosophila_arizonae; Arthropoda

XP_023164600.1: Drosophila_hydei; Arthropoda

1 XP_001989952.1: Drosophila_grimshawi; Arthropoda

XP_002054294.1: Drosophila_virilis; Arthropoda

1

1

0.59 XP_002137155.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_026840230.1: Drosophila_persimilis; Arthropoda

XP_017143475.1: Drosophila_miranda; Arthropoda

XP_022221246.1: Drosophila_obscura; Arthropoda

0.99 XP_001954513.1: Drosophila_ananassae; Arthropoda

XP_017101869.1: Drosophila_bipectinata; Arthropoda

1 XP_020818633.1: Drosophila_serrata; Arthropoda

XP_017031544.1: Drosophila_kikkawai; Arthropoda

0.74

0.73

1

1 NP_524367.1: Drosophila_melanogaster; Arthropoda

XP_016034553.1: Drosophila_simulans; Arthropoda

0.89 XP_002097730.1: Drosophila_yakuba; Arthropoda

XP_026831618.1: Drosophila_erecta; Arthropoda

0.74

1 XP_016925443.1: Drosophila_suzukii; Arthropoda

XP_016952383.1: Drosophila_biarmipes; Arthropoda

XP_017067677.1: Drosophila_eugracilis; Arthropoda

XP_017008988.1: Drosophila_takahashii; Arthropoda

0.79 XP_016979269.1: Drosophila_rhopaloa; Arthropoda

XP_017118708.1: Drosophila_elegans; Arthropoda

XP_017053452.1: Drosophila_ficusphila; Arthropoda

0.9

0.55

1

0.98

0.99

0.95

0.85

0.93 XP_017049197.1: Drosophila_ficusphila; Arthropoda

XP_017123005.1: Drosophila_elegans; Arthropoda

XP_016977036.1: Drosophila_rhopaloa; Arthropoda

0.85 XP_016927008.1: Drosophila_suzukii; Arthropoda

XP_016959429.1: Drosophila_biarmipes; Arthropoda

XP_017013515.1: Drosophila_takahashii; Arthropoda

1

1

1 XP_002040890.1: Drosophila_sechellia; Arthropoda

XP_016032930.1: Drosophila_simulans; Arthropoda

NP_524210.1: Drosophila_melanogaster; Arthropoda

XP_001973711.1: Drosophila_erecta; Arthropoda

XP_017072348.1: Drosophila_eugracilis; Arthropoda

1 XP_001958475.1: Drosophila_ananassae; Arthropoda

XP_017102542.1: Drosophila_bipectinata; Arthropoda

0.99 XP_017023019.1: Drosophila_kikkawai; Arthropoda

XP_020803110.1: Drosophila_serrata; Arthropoda

1

1

1 XP_001352883.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_026848039.1: Drosophila_persimilis; Arthropoda

XP_017134834.1: Drosophila_miranda; Arthropoda

XP_022216953.1: Drosophila_obscura; Arthropoda

0.99

0.76

1

1

0.53

1

1

1 XP_011206241.1: Bactrocera_dorsalis; Arthropoda

XP_018782531.1: Bactrocera_latifrons; Arthropoda

XP_014093464.1: Bactrocera_oleae; Arthropoda

XP_011183279.1: Zeugodacus_cucurbitae; Arthropoda

XP_004518901.1: Ceratitis_capitata; Arthropoda

XP_017480986.1: Rhagoletis_zephyria; Arthropoda

XP_002068049.1: Drosophila_willistoni; Arthropoda

1 XP_017842136.1: Drosophila_busckii; Arthropoda

XP_017842156.1: Drosophila_busckii; Arthropoda

0.77

0.59

0.85

0.99 XP_002008570.1: Drosophila_mojavensis; Arthropoda

XP_017863548.1: Drosophila_arizonae; Arthropoda

XP_017957133.1: Drosophila_navojoa; Arthropoda

XP_023170599.1: Drosophila_hydei; Arthropoda

XP_002048319.1: Drosophila_virilis; Arthropoda

XP_001985560.1: Drosophila_grimshawi; Arthropoda

0.74

1

1 XP_002020732.2: Drosophila_persimilis; Arthropoda

XP_002132912.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_022228946.1: Drosophila_obscura; Arthropoda

1 XP_020803338.1: Drosophila_serrata; Arthropoda

XP_017019781.1: Drosophila_kikkawai; Arthropoda

0.8

1 XP_020813027.1: Drosophila_serrata; Arthropoda

XP_017036305.1: Drosophila_kikkawai; Arthropoda

1 XP_020805744.1: Drosophila_serrata; Arthropoda

XP_017035270.1: Drosophila_kikkawai; Arthropoda

1

1

0.99 XP_002021770.1: Drosophila_persimilis; Arthropoda

XP_015036728.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017152507.1: Drosophila_miranda; Arthropoda

XP_022232920.1: Drosophila_obscura; Arthropoda

0.69

0.95 XP_016977046.1: Drosophila_rhopaloa; Arthropoda

XP_016991777.1: Drosophila_rhopaloa; Arthropoda

XP_017110539.1: Drosophila_elegans; Arthropoda

0.95

0.99

0.66

0.99

0.99

1 XP_002043384.1: Drosophila_sechellia; Arthropoda

XP_016026067.1: Drosophila_simulans; Arthropoda

NP_523625.1: Drosophila_melanogaster; Arthropoda

0.92 XP_026835446.1: Drosophila_erecta; Arthropoda

XP_002090100.1: Drosophila_yakuba; Arthropoda

0.55

1 XP_016931470.1: Drosophila_suzukii; Arthropoda

XP_016949648.1: Drosophila_biarmipes; Arthropoda

XP_017074869.1: Drosophila_eugracilis; Arthropoda

XP_017000542.1: Drosophila_takahashii; Arthropoda

XP_017045658.1: Drosophila_ficusphila; Arthropoda

0.51

0.99 XP_017017603.1: Drosophila_kikkawai; Arthropoda

XP_020815315.1: Drosophila_serrata; Arthropoda

1 XP_001961354.1: Drosophila_ananassae; Arthropoda

XP_017104090.1: Drosophila_bipectinata; Arthropoda

0.76

0.67

1

0.98

1

1

1 XP_002004473.1: Drosophila_mojavensis; Arthropoda

XP_017866202.1: Drosophila_arizonae; Arthropoda

XP_017960857.1: Drosophila_navojoa; Arthropoda

XP_023176475.1: Drosophila_hydei; Arthropoda

XP_002059335.1: Drosophila_virilis; Arthropoda

XP_001986647.1: Drosophila_grimshawi; Arthropoda

XP_002063119.1: Drosophila_willistoni; Arthropoda

XP_017837194.1: Drosophila_busckii; Arthropoda

1

1

0.94 XP_002018578.1: Drosophila_persimilis; Arthropoda

XP_004444310.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017147821.1: Drosophila_miranda; Arthropoda

XP_022230218.1: Drosophila_obscura; Arthropoda

0.5

0.51

0.94

1

0.86

1

0.99 XP_011198527.1: Bactrocera_dorsalis; Arthropoda

XP_018800860.1: Bactrocera_latifrons; Arthropoda

XP_014098863.1: Bactrocera_oleae; Arthropoda

XP_011179934.1: Zeugodacus_cucurbitae; Arthropoda

XP_017486053.1: Rhagoletis_zephyria; Arthropoda

XP_004527412.1: Ceratitis_capitata; Arthropoda

0.97

0.99

1 XP_013100818.1: Stomoxys_calcitrans; Arthropoda

XP_013108459.1: Stomoxys_calcitrans; Arthropoda

XP_005189249.1: Musca_domestica; Arthropoda

XP_023296114.1: Lucilia_cuprina; Arthropoda

XP_002064370.1: Drosophila_willistoni; Arthropoda

0.93

1

1

1

0.92 XP_002009370.1: Drosophila_mojavensis; Arthropoda

XP_017871938.1: Drosophila_arizonae; Arthropoda

XP_017964908.1: Drosophila_navojoa; Arthropoda

XP_023167768.1: Drosophila_hydei; Arthropoda

1 XP_001992145.1: Drosophila_grimshawi; Arthropoda

XP_002059576.1: Drosophila_virilis; Arthropoda

XP_017851714.1: Drosophila_busckii; Arthropoda

0.99 XP_014759795.1: Drosophila_ananassae; Arthropoda

XP_017088022.1: Drosophila_bipectinata; Arthropoda

0.5

0.59

0.59

0.73

1

1

1

0.53 XP_002036849.1: Drosophila_sechellia; Arthropoda

XP_016038239.1: Drosophila_simulans; Arthropoda

NP_511052.1: Drosophila_melanogaster; Arthropoda

XP_001977029.1: Drosophila_erecta; Arthropoda

XP_002101323.1: Drosophila_yakuba; Arthropoda

XP_017064088.1: Drosophila_eugracilis; Arthropoda

0.55 XP_016960277.1: Drosophila_biarmipes; Arthropoda

XP_017003262.1: Drosophila_takahashii; Arthropoda

XP_016931695.1: Drosophila_suzukii; Arthropoda

XP_017009086.1: Drosophila_takahashii; Arthropoda

1

1 XP_017119405.1: Drosophila_elegans; Arthropoda

XP_016981149.1: Drosophila_rhopaloa; Arthropoda

XP_017048224.1: Drosophila_ficusphila; Arthropoda

1 XP_017036167.1: Drosophila_kikkawai; Arthropoda

XP_020804920.1: Drosophila_serrata; Arthropoda

1

0.59 XP_001354857.1: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_017140118.1: Drosophila_miranda; Arthropoda

0.62 XP_002024300.1: Drosophila_persimilis; Arthropoda

XP_022226648.1: Drosophila_obscura; Arthropoda

0.74

0.69

0.81

0.6

0.62

0.82

1

XP_009173846.1: Opisthorchis_viverrini; Platyhelminthes

XP_009173845.1: Opisthorchis_viverrini; Platyhelminthes

XP_009173847.1: Opisthorchis_viverrini; Platyhelminthes

1 XP_018653065.1: Schistosoma_mansoni; Platyhelminthes

XP_018653066.1: Schistosoma_mansoni; Platyhelminthes

1

1 XP_009162638.1: Opisthorchis_viverrini; Platyhelminthes

XP_009162639.1: Opisthorchis_viverrini; Platyhelminthes

XP_009162640.1: Opisthorchis_viverrini; Platyhelminthes

XP_012798726.1: Schistosoma_haematobium; Platyhelminthes

1 XP_009175832.1: Opisthorchis_viverrini; Platyhelminthes

XP_009168820.1: Opisthorchis_viverrini; Platyhelminthes

1 XP_024345678.1: Echinococcus_granulosus; Platyhelminthes

XP_024350533.1: Echinococcus_granulosus; Platyhelminthes

0.94

0.91 XP_024347275.1: Echinococcus_granulosus; Platyhelminthes

XP_024347274.1: Echinococcus_granulosus; Platyhelminthes

XP_024348028.1: Echinococcus_granulosus; Platyhelminthes

0.91

0.94

0.96

0.97 XP_019525667.1: Aedes_albopictus; Arthropoda

XP_019533942.1: Aedes_albopictus; Arthropoda

XP_001655175.1: Aedes_aegypti; Arthropoda

XP_001870756.1: Culex_quinquefasciatus; Arthropoda

XP_001230772.1: Anopheles_gambiae_str._PEST; Arthropoda

0.92

0.99

0.89

0.74

0.68

0.71

0.99

1

1 XP_024684417.1: Aspergillus_novofumigatus_IBT_16806; Ascomycota

XP_001257681.1: Aspergillus_fischeri_NRRL_181; Ascomycota

XP_026613094.1: Aspergillus_thermomutatus; Ascomycota

XP_001270073.1: Aspergillus_clavatus_NRRL_1; Ascomycota

0.93 XP_022398645.1: Aspergillus_glaucus_CBS_516.65; Ascomycota

XP_022578302.1: Penicilliopsis_zonata_CBS_506.65; Ascomycota

1

0.97 XP_015401459.1: Aspergillus_nomius_NRRL_13137; Ascomycota

XP_022383962.1: Aspergillus_bombycis; Ascomycota

XP_002378267.1: Aspergillus_flavus_NRRL3357; Ascomycota

XP_664146.1: Aspergillus_nidulans_FGSC_A4; Ascomycota

0.87

1

1

1

1 XP_025545585.1: Aspergillus_costaricaensis_CBS_115574; Ascomycota

XP_025390416.1: Aspergillus_eucalypticola_CBS_122712; Ascomycota

XP_001396595.1: Aspergillus_niger_CBS_513.88, Aspergillus_welwitschiae; Ascomycota

0.97 XP_025577118.1: Aspergillus_ibericus_CBS_121593; Ascomycota

XP_025462951.1: Aspergillus_sclerotioniger_CBS_115572; Ascomycota

XP_025399731.1: Aspergillus_heteromorphus_CBS_117.55; Ascomycota

1

1

0.74 XP_020053674.1: Aspergillus_aculeatus_ATCC_16872; Ascomycota

XP_025526147.1: Aspergillus_japonicus_CBS_114.51; Ascomycota

XP_025439474.1: Aspergillus_brunneoviolaceus_CBS_621.78; Ascomycota

XP_025546924.1: Aspergillus_homomorphus_CBS_101889; Ascomycota

XP_024704791.1: Aspergillus_steynii_IBT_23096; Ascomycota

XP_024668465.1: Aspergillus_candidus; Ascomycota

XP_018186899.1: Xylona_heveae_TC161; Ascomycota

1

0.99 XP_002153345.1: Talaromyces_marneffei_ATCC_18224; Ascomycota

XP_002488094.1: Talaromyces_stipitatus_ATCC_10500; Ascomycota

XP_020117139.1: Talaromyces_atroroseus; Ascomycota

XP_013331144.1: Rasamsonia_emersonii_CBS_393.64; Ascomycota

0.65 XP_016222613.1: Exophiala_mesophila; Ascomycota

XP_018239358.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota

XP_007800543.1: Endocarpon_pusillum_Z07020; Ascomycota

XP_013277728.1: Rhinocladiella_mackenziei_CBS_650.93; Ascomycota

0.99

1 XP_016237522.1: Exophiala_spinifera; Ascomycota

XP_016267566.1: Exophiala_oligosperma; Ascomycota

XP_013317266.1: Exophiala_xenobiotica; Ascomycota

1 XP_007727665.1: Capronia_coronata_CBS_617.96; Ascomycota

XP_009157056.1: Exophiala_dermatitidis_NIH/UT8656; Ascomycota

0.99

1

0.71

1

1

1 XP_022502772.1: Fonsecaea_nubica; Ascomycota

XP_022510319.1: Fonsecaea_monophora; Ascomycota

XP_013279410.1: Fonsecaea_pedrosoi_CBS_271.37; Ascomycota

0.92 XP_016627789.1: Fonsecaea_multimorphosa_CBS_102226; Ascomycota

XP_018690198.1: Fonsecaea_erecta; Ascomycota

XP_016247083.1: Cladophialophora_immunda; Ascomycota

1 XP_016623475.1: Cladophialophora_bantiana_CBS_173.52; Ascomycota

XP_007743167.1: Cladophialophora_psammophila_CBS_110553; Ascomycota

XP_008727416.1: Cladophialophora_carrionii_CBS_160.54; Ascomycota

0.8

1

1

1 XP_001537101.1: Histoplasma_capsulatum_NAm1; Ascomycota

XP_002621923.1: Blastomyces_gilchristii_SLH14081; Ascomycota

XP_001249020.1: Coccidioides_immitis_RS, Coccidioides_posadasii_C735_delta_SOWgp; Ascomycota

1 XP_003171968.1: Nannizzia_gypsea_CBS_118893; Ascomycota

XP_002845588.1: Microsporum_canis_CBS_113480; Ascomycota

XP_011128059.1: Arthrobotrys_oligospora_ATCC_24927; Ascomycota

1

1 XP_002380812.1: Aspergillus_flavus_NRRL3357; Ascomycota

XP_001823695.1: Aspergillus_oryzae_RIB40; Ascomycota

XP_022392101.1: Aspergillus_bombycis; Ascomycota

XP_007776861.1: Coniosporium_apollinis_CBS_100218; Ascomycota

0.54

0.52

0.99

1

0.91

0.6

0.98 XP_003849124.1: Zymoseptoria_tritici_IPO323; Ascomycota

XP_023626731.1: Ramularia_collo-cygni; Ascomycota

0.92 XP_016763977.1: Sphaerulina_musiva_SO2202; Ascomycota

XP_023456980.1: Cercospora_beticola; Ascomycota

XP_007923998.1: Pseudocercospora_fijiensis_CIRAD86; Ascomycota

XP_007676086.1: Baudoinia_panamericana_UAMH_10762; Ascomycota

XP_016208865.1: Verruconis_gallopava; Ascomycota

0.91

1 XP_013347191.1: Aureobasidium_subglaciale_EXF-2481; Ascomycota

XP_013431398.1: Aureobasidium_namibiae_CBS_147.97; Ascomycota

XP_020132721.1: Diplodia_corticola; Ascomycota

1

1

0.97

1

0.87

0.83 XP_007687776.1: Bipolaris_oryzae_ATCC_44560; Ascomycota

XP_007711988.1: Bipolaris_zeicola_26-R-13; Ascomycota

XP_007704835.1: Bipolaris_sorokiniana_ND90Pr; Ascomycota

XP_014080774.1: Bipolaris_maydis_ATCC_48331; Ascomycota

XP_008023948.1: Exserohilum_turcica_Et28A; Ascomycota

XP_018384667.1: Alternaria_alternata; Ascomycota

0.51 XP_001791794.1: Parastagonospora_nodorum_SN15; Ascomycota

XP_018041161.1: Paraphaeosphaeria_sporulosa; Ascomycota

0.99

0.99

0.86

0.99

1 XP_001589969.1: Sclerotinia_sclerotiorum_1980_UF-70; Ascomycota

XP_024553767.1: Botrytis_cinerea_B05.10; Ascomycota

XP_008078545.1: Glarea_lozoyensis_ATCC_20868; Ascomycota

XP_024717752.1: Amorphotheca_resinae_ATCC_22711; Ascomycota

0.56 XP_007291099.1: Marssonina_brunnea_f._sp._'multigermtubi'_MB_m1; Ascomycota

XP_018074481.1: Phialocephala_scopiformis; Ascomycota

1 XP_018132665.1: Pseudogymnoascus_verrucosus; Ascomycota

XP_024321032.1: Pseudogymnoascus_destructans; Ascomycota

0.51

0.94

0.53

1

1

1

0.98 XP_009255534.1: Fusarium_pseudograminearum_CS3096; Ascomycota

XP_011327086.1: Fusarium_graminearum_PH-1; Ascomycota

XP_025581842.1: Fusarium_venenatum; Ascomycota

1

XP_018234367.1: Fusarium_oxysporum_f._sp._lycopersici_4287; Ascomycota

XP_018754153.1: Fusarium_verticillioides_7600; Ascomycota

XP_023428783.1: Fusarium_fujikuroi_IMI_58289; Ascomycota

XP_003050047.1: Nectria_haematococca_mpVI_77-13-4; Ascomycota

1

1

1 XP_006961104.1: Trichoderma_reesei_QM6a; Ascomycota

XP_024751298.1: Trichoderma_citrinoviride; Ascomycota

0.53 XP_013961468.1: Trichoderma_virens_Gv29-8; Ascomycota

XP_024772428.1: Trichoderma_harzianum_CBS_226.95; Ascomycota

1 XP_013948869.1: Trichoderma_atroviride_IMI_206040; Ascomycota

XP_024761736.1: Trichoderma_asperellum_CBS_433.97; Ascomycota

1

1 XP_007811563.1: Metarhizium_acridum_CQMa_102; Ascomycota

XP_007823745.2: Metarhizium_robertsii_ARSEF_23; Ascomycota

XP_018141826.1: Pochonia_chlamydosporia_170; Ascomycota

XP_007918573.1: Phaeoacremonium_minimum_UCRPA7; Ascomycota

0.7

0.76

1

1 XP_003662159.1: Thermothelomyces_thermophilus_ATCC_42464; Ascomycota

XP_003649754.1: Thielavia_terrestris_NRRL_8126; Ascomycota

XP_006696523.1: Chaetomium_thermophilum_var._thermophilum_DSM_1495; Ascomycota

1

1 XP_006670578.1: Cordyceps_militaris_CM01; Ascomycota

XP_008594783.1: Beauveria_bassiana_ARSEF_2860; Ascomycota

XP_018703763.1: Cordyceps_fumosorosea_ARSEF_2679; Ascomycota

0.67

0.76

0.78 XP_009224094.1: Gaeumannomyces_tritici_R3-111a-1; Ascomycota

XP_003719871.1: Pyricularia_oryzae_70-15; Ascomycota

0.96 XP_014169436.1: Grosmannia_clavigera_kw1407; Ascomycota

XP_016586421.1: Sporothrix_schenckii_1099-18; Ascomycota

XP_018176406.1: Purpureocillium_lilacinum; Ascomycota

0.51 XP_007834514.1: Pestalotiopsis_fici_W106-1; Ascomycota

XP_016639460.1: Scedosporium_apiospermum; Ascomycota

0.53

0.95

1

1 XP_009847674.1: Neurospora_tetrasperma_FGSC_2508; Ascomycota

XP_011394625.1: Neurospora_crassa_OR74A; Ascomycota

XP_024511429.1: Sordaria_macrospora_k-hell; Ascomycota

1 XP_006668998.1: Cordyceps_militaris_CM01; Ascomycota

XP_008598179.1: Beauveria_bassiana_ARSEF_2860; Ascomycota

XP_001911932.1: Podospora_anserina_S_mat+; Ascomycota

1

0.99 XP_008091932.1: Colletotrichum_graminicola_M1.001; Ascomycota

XP_018160461.1: Colletotrichum_higginsianum_IMI_349063; Ascomycota

XP_022468251.1: Colletotrichum_orchidophilum; Ascomycota

XP_003008477.1: Verticillium_alfalfae_VaMs.102; Ascomycota

1

1

1 XP_014537511.1: Penicillium_digitatum_Pd1; Ascomycota

XP_016596595.1: Penicillium_expansum; Ascomycota

XP_002563649.1: Penicillium_rubens_Wisconsin_54-1255; Ascomycota

XP_022486581.1: Penicillium_arizonense; Ascomycota

1 XP_502566.2: Yarrowia_lipolytica_CLIB122; Ascomycota

XP_024665774.1: Wickerhamiella_sorbophila; Ascomycota

0.82 XP_023471460.1: Rhizopus_microsporus_ATCC_52813; Mucoromycota

XP_018287949.1: Phycomyces_blakesleeanus_NRRL_1555; Mucoromycota

XP_013239259.1: Mitosporidium_daphniae; Microsporidia

0.52

1

1

1 XP_013017925.1: Schizosaccharomyces_octosporus_yFS286; Ascomycota

XP_013025957.1: Schizosaccharomyces_cryophilus_OY26; Ascomycota

NP_595618.1: Schizosaccharomyces_pombe; Ascomycota

XP_002174311.1: Schizosaccharomyces_japonicus_yFS275; Ascomycota

1 XP_021882259.1: Lobosporangium_transversale; Mucoromycota

XP_021880752.1: Lobosporangium_transversale; Mucoromycota

0.89

1

0.52

0.56

0.56

0.88

0.79

0.96

0.96

0.69

0.91 XP_007862658.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota

XP_007305464.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota

0.96 XP_001840083.1: Coprinopsis_cinerea_okayama7#130; Basidiomycota

XP_007268066.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

XP_007268069.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

1 XP_007388499.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota

XP_003038955.1: Schizophyllum_commune_H4-8; Basidiomycota

XP_003026150.1: Schizophyllum_commune_H4-8; Basidiomycota

XP_007388498.1: Punctularia_strigosozonata_HHB-11173_SS5; Basidiomycota

0.64 XP_007268062.1: Fomitiporia_mediterranea_MF3/22; Basidiomycota

XP_007862659.1: Gloeophyllum_trabeum_ATCC_11539; Basidiomycota

1 XP_009544328.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota

XP_009544320.1: Heterobasidion_irregulare_TC_32-1; Basidiomycota

1

1

1

1 XP_027609928.1: Sparassis_crispa; Basidiomycota

XP_012182515.1: Fibroporia_radiculosa; Basidiomycota

XP_024337527.1: Postia_placenta_MAD-698-R-SB12; Basidiomycota

0.69 XP_008034748.1: Trametes_versicolor_FP-101664_SS1; Basidiomycota

XP_007371494.1: Dichomitus_squalens_LYAD-421_SS1; Basidiomycota

XP_007391592.1: Phanerochaete_carnosa_HHB-10118-sp; Basidiomycota

0.98

1

1 XP_007327861.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota

XP_006460401.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota

1 XP_006460394.1: Agaricus_bisporus_var._bisporus_H97; Basidiomycota

XP_007327855.1: Agaricus_bisporus_var._burnettii_JB137-S8; Basidiomycota

XP_007312009.1: Serpula_lacrymans_var._lacrymans_S7.9; Basidiomycota

XP_007767488.1: Coniophora_puteana_RWD-64-598_SS2; Basidiomycota

1 XP_001884444.1: Laccaria_bicolor_S238N-H82; Basidiomycota

XP_001884321.1: Laccaria_bicolor_S238N-H82; Basidiomycota

XP_007305471.1: Stereum_hirsutum_FP-91666_SS1; Basidiomycota

XP_001839365.1: Coprinopsis_cinerea_okayama7#130; Basidiomycota

0.82

0.84

1

1

0.88

0.88 XP_011392631.1: Ustilago_maydis_521; Basidiomycota

XP_012188676.1: Pseudozyma_hubeiensis_SY62; Basidiomycota

XP_016291802.1: Kalmanozyma_brasiliensis_GHG001; Basidiomycota

XP_014654218.1: Moesziomyces_antarcticus; Basidiomycota

XP_007882417.1: Anthracocystis_flocculosa_PF-1; Basidiomycota

0.88

1 XP_016271443.1: Rhodotorula_toruloides_NP11; Basidiomycota

XP_018273462.1: Rhodotorula_graminis_WP1; Basidiomycota

XP_025596305.1: Tilletiopsis_washingtonensis; Basidiomycota

0.86

0.99

0.99 XP_027483652.1: Malassezia_restricta; Basidiomycota

XP_001730987.1: Malassezia_globosa_CBS_7966; Basidiomycota

XP_018739675.1: Malassezia_sympodialis_ATCC_42132; Basidiomycota

XP_025379997.1: Acaromyces_ingoldii; Basidiomycota

0.82 XP_025346423.1: Pseudomicrostroma_glucosiphilum; Basidiomycota

XP_025361004.1: Jaminaea_rosea; Basidiomycota

XP_014569215.1: Mixia_osmundae_IAM_14324; Basidiomycota

0.97

0.88

0.93

0.73

0.75

1

0.58 XP_003191418.1: Cryptococcus_gattii_WM276; Basidiomycota

XP_566845.1: Cryptococcus_neoformans_var._neoformans; Basidiomycota

XP_012046325.1: Cryptococcus_neoformans_var._grubii_H99; Basidiomycota

1 XP_018989638.1: Cryptococcus_amylolentus_CBS_6039; Basidiomycota

XP_019029634.1: Tsuchiyaea_wingfieldii_CBS_7118; Basidiomycota

1

1 XP_019006017.1: Kwoniella_mangroviensis_CBS_8507; Basidiomycota

XP_019014031.1: Kwoniella_pini_CBS_10737; Basidiomycota

XP_019048200.1: Kwoniella_bestiolae_CBS_10118; Basidiomycota

XP_007000867.1: Tremella_mesenterica_DSM_1558; Basidiomycota

XP_018279415.1: Cutaneotrichosporon_oleaginosum; Basidiomycota

XP_014179101.1: Trichosporon_asahii_var._asahii_CBS_2479; Basidiomycota

1 XP_016607082.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota

XP_016604925.1: Spizellomyces_punctatus_DAOM_BR117; Chytridiomycota

XP_009496373.1: Fonticula_alba; Nucleariidae_and_Fonticula

0.94

0.99

0.99

1

1

1

1 XP_002417908.1: Candida_dubliniensis_CD36; Ascomycota

XP_019330727.1: Candida_albicans_SC5314; Ascomycota

XP_002549329.1: Candida_tropicalis_MYA-3404; Ascomycota

1 XP_026594214.1: Candida_viswanathii; Ascomycota

XP_026593564.1: Candida_viswanathii; Ascomycota

1 XP_003869147.1: Candida_orthopsilosis_Co_90-125; Ascomycota

XP_001525621.1: Lodderomyces_elongisporus_NRRL_YB-4239; Ascomycota

XP_007375872.1: Spathaspora_passalidarum_NRRL_Y-27907; Ascomycota

0.99

0.99

1 XP_458703.2: Debaryomyces_hansenii_CBS767; Ascomycota

XP_015465902.1: Debaryomyces_fabryi; Ascomycota

XP_020078961.1: Hyphopichia_burtonii_NRRL_Y-1933; Ascomycota

1 XP_001386952.1: Scheffersomyces_stipitis_CBS_6054; Ascomycota

XP_018709471.1: Metschnikowia_bicuspidata_var._bicuspidata_NRRL_YB-4993; Ascomycota

0.59

0.98

1 XP_013936258.1: Ogataea_parapolymorpha_DL-1; Ascomycota

XP_018210233.1: Ogataea_polymorpha; Ascomycota

XP_002492446.1: Komagataella_phaffii_GS115; Ascomycota

0.57 XP_018984743.1: Babjeviella_inositovora_NRRL_Y-12698; Ascomycota

XP_020069746.1: Cyberlindnera_jadinii_NRRL_Y-1542; Ascomycota

0.95

0.91

0.95 XP_020050402.1: Ascoidea_rubescens_DSM_1968; Ascomycota

XP_019037652.1: Wickerhamomyces_anomalus_NRRL_Y-366-8; Ascomycota

XP_020545162.1: Pichia_kudriavzevii; Ascomycota

XP_019018800.1: Pichia_membranifaciens_NRRL_Y-2026; Ascomycota

0.76

0.93

0.93

0.97

0.99

0.96

0.83

0.58

XP_003671324.2: Naumovozyma_dairenensis_CBS_421; Ascomycota

XP_001645336.1: Vanderwaltozyma_polyspora_DSM_70294; Ascomycota

XP_003956876.1: Kazachstania_africana_CBS_2517; Ascomycota

XP_003675725.1: Naumovozyma_castellii_CBS_4309; Ascomycota

XP_003685103.1: Tetrapisispora_phaffii_CBS_4417; Ascomycota

XP_004179379.1: Tetrapisispora_blattae_CBS_6284; Ascomycota

NP_116614.1: Saccharomyces_cerevisiae_S288C; Ascomycota

0.94

0.69

0.94

0.98 XP_002555845.1: Lachancea_thermotolerans_CBS_6340; Ascomycota

XP_022631144.1: Lachancea_lanzarotensis; Ascomycota

XP_022466893.1: Kazachstania_naganishii_CBS_8797; Ascomycota

XP_448768.2: Candida_glabrata; Ascomycota

0.58 XP_003680147.1: Torulaspora_delbrueckii; Ascomycota

XP_002497318.1: Zygosaccharomyces_rouxii; Ascomycota

1 XP_453299.1: Kluyveromyces_lactis; Ascomycota

XP_022677670.1: Kluyveromyces_marxianus_DMKU3-1042; Ascomycota

0.99

0.95 NP_983171.1: Eremothecium_gossypii_ATCC_10895; Ascomycota

XP_003644559.1: Eremothecium_cymbalariae_DBVPG#7215; Ascomycota

XP_017987198.1: Eremothecium_sinecaudum; Ascomycota

0.7

1 XP_007416800.1: Melampsora_larici-populina_98AG31; Basidiomycota

XP_003323586.1: Puccinia_graminis_f._sp._tritici_CRL_75-36-700-3; Basidiomycota

XP_025354585.1: Meira_miltonrushii; Basidiomycota

1 XP_006960573.1: Wallemia_mellicola_CBS_633.66; Basidiomycota

XP_009268595.1: Wallemia_ichthyophaga_EXF-994; Basidiomycota

0.84

0.94

1

0.98

0.99

0.99

1

1

0.74 XP_005784943.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005786438.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005784939.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005782432.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

0.99

1 XP_005758142.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005766800.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005768436.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

0.93 XP_005766765.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005785139.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005766767.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_005785137.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

XP_023256295.1: Seriola_lalandi_dorsalis; Actinopterygii

XP_005770739.1: Emiliania_huxleyi_CCMP1516; Haptophyceae

0.62

1 XP_013753450.1: Thecamonas_trahens_ATCC_50062; Apusozoa

XP_013755506.1: Thecamonas_trahens_ATCC_50062; Apusozoa

XP_013755905.1: Thecamonas_trahens_ATCC_50062; Apusozoa

0.94

0.85

0.79

0.88

0.79 XP_004352564.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004352730.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004335674.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004352077.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004340099.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

0.98 XP_004337269.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

XP_004336648.1: Acanthamoeba_castellanii_str._Neff; Amoebozoa

1 XP_004345608.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea

XP_004365563.1: Capsaspora_owczarzaki_ATCC_30864; Ichthyosporea

1

0.77 XP_004996687.1: Salpingoeca_rosetta; Choanoflagellida

XP_004993570.1: Salpingoeca_rosetta; Choanoflagellida

1 XP_004993208.1: Salpingoeca_rosetta; Choanoflagellida

XP_004993204.1: Salpingoeca_rosetta; Choanoflagellida

XP_004997532.1: Salpingoeca_rosetta; Choanoflagellida

XP_001747496.1: Monosiga_brevicollis_MX1; Choanoflagellida

0.73

0.67

0.71

0.78

0.78

0.62

0.95

0.88

0.94

0.99

0.98

0.98

0.88

0.66

1

1

1

1

0.9

0.55 XP_018342370.1: Trachymyrmex_septentrionalis; Arthropoda

XP_011055426.1: Acromyrmex_echinatior; Arthropoda

XP_018357405.1: Trachymyrmex_cornetzi; Arthropoda

XP_018046363.1: Atta_colombica; Arthropoda

1

0.61

0.87 XP_018046365.1: Atta_colombica; Arthropoda

XP_018342358.1: Trachymyrmex_septentrionalis; Arthropoda

XP_018357406.1: Trachymyrmex_cornetzi; Arthropoda

XP_011055428.1: Acromyrmex_echinatior; Arthropoda

1 XP_018403559.1: Cyphomyrmex_costatus; Arthropoda

XP_018403560.1: Cyphomyrmex_costatus; Arthropoda

XP_011698151.1: Wasmannia_auropunctata; Arthropoda

0.68 XP_024871731.1: Temnothorax_curvispinosus; Arthropoda

XP_024871733.1: Temnothorax_curvispinosus; Arthropoda

0.99

1 XP_012532732.1: Monomorium_pharaonis; Arthropoda

XP_012534723.1: Monomorium_pharaonis; Arthropoda

0.99 XP_011173634.1: Solenopsis_invicta; Arthropoda

XP_011173641.1: Solenopsis_invicta; Arthropoda

1 XP_011874560.1: Vollenhovia_emeryi; Arthropoda

XP_011874562.1: Vollenhovia_emeryi; Arthropoda

1 XP_011631851.1: Pogonomyrmex_barbatus; Arthropoda

XP_011631852.1: Pogonomyrmex_barbatus; Arthropoda

1 XP_011267531.1: Camponotus_floridanus; Arthropoda

XP_011267533.1: Camponotus_floridanus; Arthropoda

0.99

1 XP_020279210.1: Pseudomyrmex_gracilis; Arthropoda

XP_020279211.1: Pseudomyrmex_gracilis; Arthropoda

1 XP_011334617.2: Ooceraea_biroi; Arthropoda

XP_019886119.2: Ooceraea_biroi; Arthropoda

1 XP_012231851.1: Linepithema_humile; Arthropoda

XP_012231852.1: Linepithema_humile; Arthropoda

0.96

1 XP_011148680.1: Harpegnathos_saltator; Arthropoda

XP_011148681.1: Harpegnathos_saltator; Arthropoda

XP_014468377.1: Dinoponera_quadriceps; Arthropoda

0.59

0.84

0.72

0.68

0.77

0.76 XP_012345682.1: Apis_florea; Arthropoda

XP_026296530.1: Apis_mellifera; Arthropoda

XP_006607782.1: Apis_dorsata; Arthropoda

XP_017759621.1: Eufriesea_mexicana; Arthropoda

1 XP_003394488.1: Bombus_terrestris; Arthropoda

XP_003486568.1: Bombus_impatiens; Arthropoda

0.62 XP_003706099.1: Megachile_rotundata; Arthropoda

XP_017796748.1: Habropoda_laboriosa; Arthropoda

XP_015434640.1: Dufourea_novaeangliae; Arthropoda

0.99

0.66

1 XP_014603494.1: Polistes_canadensis; Arthropoda

XP_014603495.1: Polistes_canadensis; Arthropoda

XP_015179142.1: Polistes_dominula; Arthropoda

1 XP_015179139.1: Polistes_dominula; Arthropoda

XP_015179141.1: Polistes_dominula; Arthropoda

0.59

0.91

0.99

0.98

0.99

1

1

1 XP_012062350.1: Atta_cephalotes; Arthropoda

XP_018046364.1: Atta_colombica; Arthropoda

XP_018342345.1: Trachymyrmex_septentrionalis; Arthropoda

XP_018357403.1: Trachymyrmex_cornetzi; Arthropoda

XP_018314396.1: Trachymyrmex_zeteki; Arthropoda

XP_018403647.1: Cyphomyrmex_costatus; Arthropoda

0.95 XP_011173639.1: Solenopsis_invicta; Arthropoda

XP_011631853.1: Pogonomyrmex_barbatus; Arthropoda

XP_011874563.1: Vollenhovia_emeryi; Arthropoda

0.91

0.92 XP_020279208.1: Pseudomyrmex_gracilis; Arthropoda

XP_011334490.1: Ooceraea_biroi; Arthropoda

XP_011267534.2: Camponotus_floridanus; Arthropoda

XP_012231849.1: Linepithema_humile; Arthropoda

XP_025156255.1: Harpegnathos_saltator; Arthropoda

XP_014468465.1: Dinoponera_quadriceps; Arthropoda

0.5

0.81

0.7

0.76

0.77 XP_003251464.1: Apis_mellifera; Arthropoda

XP_016767697.1: Apis_mellifera; Arthropoda

XP_012345672.1: Apis_florea; Arthropoda

1 XP_006607783.1: Apis_dorsata; Arthropoda

XP_006607784.1: Apis_dorsata; Arthropoda

1 XP_016920952.1: Apis_cerana; Arthropoda

XP_016920953.1: Apis_cerana; Arthropoda

1

0.51 XP_017880124.1: Ceratina_calcarata; Arthropoda

XP_017880123.1: Ceratina_calcarata; Arthropoda

XP_017880121.1: Ceratina_calcarata; Arthropoda

1 XP_003394490.1: Bombus_terrestris; Arthropoda

XP_012236309.1: Bombus_impatiens; Arthropoda

1 XP_017759619.1: Eufriesea_mexicana; Arthropoda

XP_017759620.1: Eufriesea_mexicana; Arthropoda

1 XP_015434651.1: Dufourea_novaeangliae; Arthropoda

XP_015434661.1: Dufourea_novaeangliae; Arthropoda

XP_003706097.1: Megachile_rotundata; Arthropoda

1 XP_014237692.1: Trichogramma_pretiosum; Arthropoda

XP_014234490.1: Trichogramma_pretiosum; Arthropoda

0.93

1 XP_014298694.1: Microplitis_demolitor; Arthropoda

XP_014298695.1: Microplitis_demolitor; Arthropoda

1 XP_015116369.1: Diachasma_alloeum; Arthropoda

XP_015116368.1: Diachasma_alloeum; Arthropoda

1

1 XP_015606245.1: Cephus_cinctus; Arthropoda

XP_024946047.1: Cephus_cinctus; Arthropoda

XP_015606244.1: Cephus_cinctus; Arthropoda

0.99

1

1

1 XP_015515538.1: Neodiprion_lecontei; Arthropoda

XP_015515539.1: Neodiprion_lecontei; Arthropoda

XP_015515540.1: Neodiprion_lecontei; Arthropoda

1 XP_012263514.1: Athalia_rosae; Arthropoda

XP_012263513.1: Athalia_rosae; Arthropoda

1

1 XP_012276300.1: Orussus_abietinus; Arthropoda

XP_012276304.1: Orussus_abietinus; Arthropoda

1 XP_012276302.1: Orussus_abietinus; Arthropoda

XP_023290538.1: Orussus_abietinus; Arthropoda

0.72 XP_966415.1: Tribolium_castaneum; Arthropoda

XP_018567750.1: Anoplophora_glabripennis; Arthropoda

0.64

0.78

0.79

0.63

0.96

0.6

0.98 XP_021192787.1: Helicoverpa_armigera; Arthropoda

XP_022837265.1: Spodoptera_litura; Arthropoda

XP_026730392.1: Trichoplusia_ni; Arthropoda

0.99 XP_013195106.1: Amyelois_transitella; Arthropoda

XP_026760150.1: Galleria_mellonella; Arthropoda

XP_022114279.1: Pieris_rapae; Arthropoda

XP_026500081.1: Vanessa_tameamea; Arthropoda

1 XP_028039980.1: Bombyx_mandarina; Arthropoda

NP_001119724.1: Bombyx_mori; Arthropoda

1 NP_001299379.1: Papilio_xuthus; Arthropoda

XP_014358050.1: Papilio_machaon; Arthropoda

0.81

0.98

0.93

0.97

0.73

0.98 XP_021196684.1: Helicoverpa_armigera; Arthropoda

XP_022837900.1: Spodoptera_litura; Arthropoda

XP_026738711.1: Trichoplusia_ni; Arthropoda

XP_013199497.1: Amyelois_transitella; Arthropoda

1

0.96 XP_028030073.1: Bombyx_mandarina; Arthropoda

XP_028030081.1: Bombyx_mandarina; Arthropoda

NP_001119725.1: Bombyx_mori; Arthropoda

XP_026314060.1: Hyposmocoma_kahamanoa; Arthropoda

XP_023947168.1: Bicyclus_anynana; Arthropoda

XP_026315955.1: Hyposmocoma_kahamanoa; Arthropoda

1 NP_001296055.1: Plutella_xylostella; Arthropoda

NP_001296030.1: Plutella_xylostella; Arthropoda

1

0.92

1 XP_026287922.1: Frankliniella_occidentalis; Arthropoda

XP_026287923.1: Frankliniella_occidentalis; Arthropoda

XP_026287921.1: Frankliniella_occidentalis; Arthropoda

XP_026287856.1: Frankliniella_occidentalis; Arthropoda

0.99

1 XP_021937347.1: Zootermopsis_nevadensis; Arthropoda

XP_023727685.1: Cryptotermes_secundus; Arthropoda

XP_022201109.1: Nilaparvata_lugens; Arthropoda

1 XP_014262001.1: Cimex_lectularius; Arthropoda

XP_014279601.1: Halyomorpha_halys; Arthropoda

XP_008468689.1: Diaphorina_citri; Arthropoda

XP_018898263.1: Bemisia_tabaci; Arthropoda

1

0.76

0.93

0.88

0.67

0.88

0.85

0.9

0.88

1

0.86

0.95

0.93

0.93

1

1

0.5

XP_027223044.1: Penaeus_vannamei; Arthropoda

XP_027223043.1: Penaeus_vannamei; Arthropoda

1 XP_027223046.1: Penaeus_vannamei; Arthropoda

XP_027223047.1: Penaeus_vannamei; Arthropoda

0.57

XP_027223040.1: Penaeus_vannamei; Arthropoda

XP_027223041.1: Penaeus_vannamei; Arthropoda

XP_027223042.1: Penaeus_vannamei; Arthropoda

XP_027223048.1: Penaeus_vannamei; Arthropoda

1

0.9

0.9

0.9

1 XP_027227289.1: Penaeus_vannamei; Arthropoda

XP_027227288.1: Penaeus_vannamei; Arthropoda

XP_027227293.1: Penaeus_vannamei; Arthropoda

XP_027227291.1: Penaeus_vannamei; Arthropoda

XP_027223037.1: Penaeus_vannamei; Arthropoda

XP_027214687.1: Penaeus_vannamei; Arthropoda

0.93 XP_027223035.1: Penaeus_vannamei; Arthropoda

XP_027223032.1: Penaeus_vannamei; Arthropoda

0.6 XP_027227290.1: Penaeus_vannamei; Arthropoda

XP_027227294.1: Penaeus_vannamei; Arthropoda

0.63

0.61

1

0.51 XP_027227301.1: Penaeus_vannamei; Arthropoda

XP_027227302.1: Penaeus_vannamei; Arthropoda

1 XP_027227299.1: Penaeus_vannamei; Arthropoda

XP_027227298.1: Penaeus_vannamei; Arthropoda

1 XP_027227304.1: Penaeus_vannamei; Arthropoda

XP_027227303.1: Penaeus_vannamei; Arthropoda

XP_027227296.1: Penaeus_vannamei; Arthropoda

0.62 XP_027223034.1: Penaeus_vannamei; Arthropoda

XP_027227300.1: Penaeus_vannamei; Arthropoda

XP_027227306.1: Penaeus_vannamei; Arthropoda

0.97

1 XP_027236900.1: Penaeus_vannamei; Arthropoda

XP_027226729.1: Penaeus_vannamei; Arthropoda

XP_027224003.1: Penaeus_vannamei; Arthropoda

0.56

1

0.59

0.93

0.5

0.99 XP_027209934.1: Penaeus_vannamei; Arthropoda

XP_027209936.1: Penaeus_vannamei; Arthropoda

XP_027218507.1: Penaeus_vannamei; Arthropoda

XP_027209938.1: Penaeus_vannamei; Arthropoda

XP_027209933.1: Penaeus_vannamei; Arthropoda

XP_027226732.1: Penaeus_vannamei; Arthropoda

1 XP_027226731.1: Penaeus_vannamei; Arthropoda

XP_027226730.1: Penaeus_vannamei; Arthropoda

XP_027218506.1: Penaeus_vannamei; Arthropoda

0.98

0.96

0.96

0.89

0.76

0.74 XP_027220859.1: Penaeus_vannamei; Arthropoda

XP_027220903.1: Penaeus_vannamei; Arthropoda

XP_027220893.1: Penaeus_vannamei; Arthropoda

0.79 XP_027220882.1: Penaeus_vannamei; Arthropoda

XP_027220869.1: Penaeus_vannamei; Arthropoda

0.99 XP_027220928.1: Penaeus_vannamei; Arthropoda

XP_027220939.1: Penaeus_vannamei; Arthropoda

1

0.89 XP_027223027.1: Penaeus_vannamei; Arthropoda

XP_027223033.1: Penaeus_vannamei; Arthropoda

XP_027223004.1: Penaeus_vannamei; Arthropoda

1 XP_027223030.1: Penaeus_vannamei; Arthropoda

XP_027223031.1: Penaeus_vannamei; Arthropoda

XP_027223028.1: Penaeus_vannamei; Arthropoda

XP_027223022.1: Penaeus_vannamei; Arthropoda

XP_027223008.1: Penaeus_vannamei; Arthropoda

0.89 XP_027220951.1: Penaeus_vannamei; Arthropoda

XP_027214688.1: Penaeus_vannamei; Arthropoda

0.91

0.81

1

1 XP_027223017.1: Penaeus_vannamei; Arthropoda

XP_027223018.1: Penaeus_vannamei; Arthropoda

1 XP_027223020.1: Penaeus_vannamei; Arthropoda

XP_027223016.1: Penaeus_vannamei; Arthropoda

0.65

0.77

0.84 XP_027223011.1: Penaeus_vannamei; Arthropoda

XP_027223013.1: Penaeus_vannamei; Arthropoda

XP_027223012.1: Penaeus_vannamei; Arthropoda

XP_027223009.1: Penaeus_vannamei; Arthropoda

XP_027223021.1: Penaeus_vannamei; Arthropoda

XP_010378728.1: Rhinopithecus_roxellana; Primates

0.77

1

1 XP_018017254.1: Hyalella_azteca; Arthropoda

XP_018017253.1: Hyalella_azteca; Arthropoda

XP_027223023.1: Penaeus_vannamei; Arthropoda

0.75 XP_027223005.1: Penaeus_vannamei; Arthropoda

XP_027223006.1: Penaeus_vannamei; Arthropoda

1

0.87

1 XP_018017255.1: Hyalella_azteca; Arthropoda

XP_018017256.1: Hyalella_azteca; Arthropoda

XP_018017257.1: Hyalella_azteca; Arthropoda

1

1 XP_018017259.1: Hyalella_azteca; Arthropoda

XP_018017258.1: Hyalella_azteca; Arthropoda

XP_018017260.1: Hyalella_azteca; Arthropoda

1

0.96

1

1

0.58

0.88

0.9

1

1 XP_023320545.1: Eurytemora_affinis; Arthropoda

XP_023320551.1: Eurytemora_affinis; Arthropoda

XP_023321319.1: Eurytemora_affinis; Arthropoda

XP_023344265.1: Eurytemora_affinis; Arthropoda

1 XP_023344974.1: Eurytemora_affinis; Arthropoda

XP_023344975.1: Eurytemora_affinis; Arthropoda

XP_023341662.1: Eurytemora_affinis; Arthropoda

XP_023324336.1: Eurytemora_affinis; Arthropoda

1

0.84 XP_023320353.1: Eurytemora_affinis; Arthropoda

XP_023321124.1: Eurytemora_affinis; Arthropoda

XP_023341229.1: Eurytemora_affinis; Arthropoda

XP_023321950.1: Eurytemora_affinis; Arthropoda

1 XP_023341390.1: Eurytemora_affinis; Arthropoda

XP_023334031.1: Eurytemora_affinis; Arthropoda

0.51

0.66

0.94

0.94 XP_017489416.1: Rhagoletis_zephyria; Arthropoda

XP_017489411.1: Rhagoletis_zephyria; Arthropoda

XP_017480875.1: Rhagoletis_zephyria; Arthropoda

XP_017487464.1: Rhagoletis_zephyria; Arthropoda

0.85 XP_017485285.1: Rhagoletis_zephyria; Arthropoda

XP_027220757.1: Penaeus_vannamei; Arthropoda

0.73

0.98 XP_027220754.1: Penaeus_vannamei; Arthropoda

XP_027220756.1: Penaeus_vannamei; Arthropoda

XP_018012626.1: Hyalella_azteca; Arthropoda

0.53

0.53

0.73

0.68

1

0.79

1

0.55

0.63

0.55

XP_012338237.1: Plasmodium_fragile; Alveolata

XP_004224515.1: Plasmodium_cynomolgi_strain_B; Alveolata

XP_008817554.1: Plasmodium_inui_San_Antonio_1; Alveolata

XP_001616829.1: Plasmodium_vivax; Alveolata

XP_019917469.1: Plasmodium_coatneyi; Alveolata

XP_002260872.1: Plasmodium_knowlesi_strain_H; Alveolata

0.54

1

1 XP_001348297.1: Plasmodium_falciparum_3D7; Alveolata

XP_012765189.1: Plasmodium_reichenowi; Alveolata

XP_018639204.1: Plasmodium_gaboni; Alveolata

XP_023052504.1: Piliocolobus_tephrosceles; Primates

1

1 XP_680164.1: Plasmodium_berghei_ANKA; Alveolata

XP_729324.1: Plasmodium_yoelii; Alveolata

0.78 XP_008624022.1: Plasmodium_vinckei_vinckei; Alveolata

XP_016655637.1: Plasmodium_chabaudi_chabaudi; Alveolata

0.98

0.59

0.89

0.93

0.94

0.96 XP_001613986.1: Plasmodium_vivax; Alveolata

XP_008818523.1: Plasmodium_inui_San_Antonio_1; Alveolata

XP_012335839.1: Plasmodium_fragile; Alveolata

XP_002262534.1: Plasmodium_knowlesi_strain_H; Alveolata

XP_019917543.1: Plasmodium_coatneyi; Alveolata

1

1 XP_730110.1: Plasmodium_yoelii; Alveolata

XP_022714161.1: Plasmodium_berghei_ANKA; Alveolata

1 XP_008622642.1: Plasmodium_vinckei_vinckei; Alveolata

XP_740220.2: Plasmodium_chabaudi_chabaudi; Alveolata

1

1 XP_001350847.1: Plasmodium_falciparum_3D7; Alveolata

XP_012764321.1: Plasmodium_reichenowi; Alveolata

XP_018640881.1: Plasmodium_gaboni; Alveolata

1

1 XP_666187.1: Cryptosporidium_hominis_TU502; Alveolata

XP_001388282.1: Cryptosporidium_parvum_Iowa_II; Alveolata

XP_002140201.1: Cryptosporidium_muris_RN66; Alveolata

1

1

0.97

1 XP_001459509.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001426299.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001458174.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

1 XP_001429791.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

XP_001443621.1: Paramecium_tetraurelia_strain_d4-2; Alveolata

1 XP_001016672.1: Tetrahymena_thermophila_SB210; Alveolata

XP_004029994.1: Ichthyophthirius_multifiliis; Alveolata

1

1

0.62

1

1

1

1

0.82

1

1 XP_002677318.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002679406.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002670573.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

1

1 XP_002678295.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002672124.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002676311.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002677561.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002680634.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002671345.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002682379.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

0.88 XP_002678480.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002678593.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

0.6 XP_002669273.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002670099.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

XP_002679433.1: Naegleria_gruberi_strain_NEG-M; Heterolobosea

0.77

0.98

1

0.61

1

0.6

0.75

0.92 XP_001735761.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001739953.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734478.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734818.1: Entamoeba_dispar_SAW760; Amoebozoa

1 XP_001735889.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001734132.1: Entamoeba_dispar_SAW760; Amoebozoa

XP_001913457.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_656738.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_648054.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_655490.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_648828.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_001913786.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

XP_655156.1: Entamoeba_histolytica_HM-1_IMSS; Amoebozoa

0.99

0.79

0.71

0.81

0.98 XP_004254367.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004258978.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259919.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259583.1: Entamoeba_invadens_IP1; Amoebozoa

0.94

0.98 XP_004259439.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259497.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004259414.1: Entamoeba_invadens_IP1; Amoebozoa

0.5 XP_004182796.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004182803.1: Entamoeba_invadens_IP1; Amoebozoa

0.59

1 XP_004182843.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004182834.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004257073.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004184309.1: Entamoeba_invadens_IP1; Amoebozoa

XP_004258916.1: Entamoeba_invadens_IP1; Amoebozoa

0.56

0.67

0.96

1

1 XP_636188.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636187.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636193.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636192.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636169.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643865.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_641146.1: Dictyostelium_discoideum_AX4; Amoebozoa

1 XP_020433297.1: Heterostelium_album_PN500; Amoebozoa

XP_020431739.1: Heterostelium_album_PN500; Amoebozoa

XP_646389.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644247.1: Dictyostelium_discoideum_AX4; Amoebozoa

1 XP_644244.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644246.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_645262.1: Dictyostelium_discoideum_AX4; Amoebozoa

1

0.82

0.82 XP_643986.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643989.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643990.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_643988.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_645099.1: Dictyostelium_discoideum_AX4; Amoebozoa

0.73

0.73

0.74

0.76

0.95 XP_003286041.1: Dictyostelium_purpureum; Amoebozoa

XP_003292274.1: Dictyostelium_purpureum; Amoebozoa

XP_003286053.1: Dictyostelium_purpureum; Amoebozoa

XP_003283774.1: Dictyostelium_purpureum; Amoebozoa

0.55

1 XP_003283397.1: Dictyostelium_purpureum; Amoebozoa

XP_003283398.1: Dictyostelium_purpureum; Amoebozoa

XP_003285742.1: Dictyostelium_purpureum; Amoebozoa

XP_003292014.1: Dictyostelium_purpureum; Amoebozoa

0.52

1 XP_003289998.1: Dictyostelium_purpureum; Amoebozoa

XP_003290005.1: Dictyostelium_purpureum; Amoebozoa

XP_003287782.1: Dictyostelium_purpureum; Amoebozoa

XP_003289403.1: Dictyostelium_purpureum; Amoebozoa

XP_003283290.1: Dictyostelium_purpureum; Amoebozoa

0.52 XP_003289213.1: Dictyostelium_purpureum; Amoebozoa

XP_003292893.1: Dictyostelium_purpureum; Amoebozoa

XP_003292121.1: Dictyostelium_purpureum; Amoebozoa

XP_003284815.1: Dictyostelium_purpureum; Amoebozoa

0.55

1

0.96 XP_644146.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644157.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_644132.1: Dictyostelium_discoideum_AX4; Amoebozoa

1 XP_636425.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636507.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_646688.1: Dictyostelium_discoideum_AX4; Amoebozoa

0.88 XP_636030.1: Dictyostelium_discoideum_AX4; Amoebozoa

XP_636088.1: Dictyostelium_discoideum_AX4; Amoebozoa

0.96

0.88

0.92

0.96

1

1 XP_004362157.1: Cavenderia_fasciculata; Amoebozoa

XP_004362156.1: Cavenderia_fasciculata; Amoebozoa

XP_004362155.1: Cavenderia_fasciculata; Amoebozoa

XP_004355959.1: Cavenderia_fasciculata; Amoebozoa

XP_004350837.1: Cavenderia_fasciculata; Amoebozoa

1

0.95

0.99

1 XP_004361683.1: Cavenderia_fasciculata; Amoebozoa

XP_004361773.1: Cavenderia_fasciculata; Amoebozoa

XP_004350719.1: Cavenderia_fasciculata; Amoebozoa

XP_004350578.1: Cavenderia_fasciculata; Amoebozoa

XP_004350653.1: Cavenderia_fasciculata; Amoebozoa

XP_004355576.1: Cavenderia_fasciculata; Amoebozoa

0.55

XP_020435686.1: Heterostelium_album_PN500; Amoebozoa

XP_020429811.1: Heterostelium_album_PN500; Amoebozoa

XP_020435712.1: Heterostelium_album_PN500; Amoebozoa

XP_020429495.1: Heterostelium_album_PN500; Amoebozoa

XP_020427737.1: Heterostelium_album_PN500; Amoebozoa

0.54 XP_020434005.1: Heterostelium_album_PN500; Amoebozoa

XP_020433574.1: Heterostelium_album_PN500; Amoebozoa

XP_020432918.1: Heterostelium_album_PN500; Amoebozoa

0.57 XP_020427719.1: Heterostelium_album_PN500; Amoebozoa

XP_020437385.1: Heterostelium_album_PN500; Amoebozoa

0.85

0.64

0.84 XP_012755649.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012759815.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012758259.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012757047.1: Acytostelium_subglobosum_LB1; Amoebozoa

XP_012751371.1: Acytostelium_subglobosum_LB1; Amoebozoa

0.51

1

0.98

XP_014155910.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014160304.1: Sphaeroforma_arctica_JP610; Ichthyosporea

1 XP_014154779.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014159021.1: Sphaeroforma_arctica_JP610; Ichthyosporea

XP_014148133.1: Sphaeroforma_arctica_JP610; Ichthyosporea

NP_001091149.1: Xenopus_laevis; Amphibia

0.77

0.89

0.96

0.95

0.96

0.98

0.8

0.96

0.99

0.99

0.99

0.52

0.5

1 XP_012062192.1: Atta_cephalotes; Arthropoda

XP_018052530.1: Atta_colombica; Arthropoda

XP_018337366.1: Trachymyrmex_septentrionalis; Arthropoda

XP_011051575.1: Acromyrmex_echinatior; Arthropoda

XP_018377857.1: Trachymyrmex_cornetzi; Arthropoda

XP_018301026.1: Trachymyrmex_zeteki; Arthropoda

XP_018393946.1: Cyphomyrmex_costatus; Arthropoda

0.74

0.93 XP_011639413.1: Pogonomyrmex_barbatus; Arthropoda

XP_012522031.1: Monomorium_pharaonis; Arthropoda

XP_011703767.1: Wasmannia_auropunctata; Arthropoda

0.61 XP_011873596.1: Vollenhovia_emeryi; Arthropoda

XP_024872975.1: Temnothorax_curvispinosus; Arthropoda

XP_011173672.1: Solenopsis_invicta; Arthropoda

0.79 XP_011257342.1: Camponotus_floridanus; Arthropoda

XP_012214760.1: Linepithema_humile; Arthropoda

0.84 XP_011335819.1: Ooceraea_biroi; Arthropoda

XP_020292524.1: Pseudomyrmex_gracilis; Arthropoda

1 XP_011139727.1: Harpegnathos_saltator; Arthropoda

XP_014484761.1: Dinoponera_quadriceps; Arthropoda

0.94

0.94

0.98

0.98

0.99

0.99

0.79

1

0.82

0.98 NP_001172074.1: Apis_mellifera; Arthropoda

XP_006611219.1: Apis_dorsata; Arthropoda

XP_016914556.1: Apis_cerana; Arthropoda

XP_012340998.1: Apis_florea; Arthropoda

1 XP_003396989.1: Bombus_terrestris; Arthropoda

XP_003488485.1: Bombus_impatiens; Arthropoda

XP_017765151.1: Eufriesea_mexicana; Arthropoda

XP_017795667.1: Habropoda_laboriosa; Arthropoda

XP_003702208.1: Megachile_rotundata; Arthropoda

XP_015433852.1: Dufourea_novaeangliae; Arthropoda

0.97

1 XP_014611484.1: Polistes_canadensis; Arthropoda

XP_015182472.1: Polistes_dominula; Arthropoda

XP_008551509.1: Microplitis_demolitor; Arthropoda

XP_017892322.1: Ceratina_calcarata; Arthropoda

XP_012276111.1: Orussus_abietinus; Arthropoda

0.59

0.61

0.82 XP_011494054.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_014219483.1: Copidosoma_floridanum; Arthropoda

0.99 XP_011301374.1: Fopius_arisanus; Arthropoda

XP_015127621.1: Diachasma_alloeum; Arthropoda

NP_001157191.1: Nasonia_vitripennis; Arthropoda

0.64

0.99 XP_015511762.1: Neodiprion_lecontei; Arthropoda

XP_012254916.1: Athalia_rosae; Arthropoda

XP_015597828.1: Cephus_cinctus; Arthropoda

XP_023317372.1: Trichogramma_pretiosum; Arthropoda

0.58 XP_017768895.1: Nicrophorus_vespilloides; Arthropoda

XP_018561158.1: Anoplophora_glabripennis; Arthropoda

0.96

0.66

0.54

0.69

0.71

1

1 XP_026317564.1: Hyposmocoma_kahamanoa; Arthropoda

XP_026317563.1: Hyposmocoma_kahamanoa; Arthropoda

XP_026317562.1: Hyposmocoma_kahamanoa; Arthropoda

1 XP_023943705.1: Bicyclus_anynana; Arthropoda

XP_023943706.1: Bicyclus_anynana; Arthropoda

1 XP_026746015.1: Trichoplusia_ni; Arthropoda

XP_026744833.1: Trichoplusia_ni; Arthropoda

0.98 XP_021193390.1: Helicoverpa_armigera; Arthropoda

XP_021193402.1: Helicoverpa_armigera; Arthropoda

1 XP_022831296.1: Spodoptera_litura; Arthropoda

XP_022831151.1: Spodoptera_litura; Arthropoda

0.98

1

0.99

0.74 XP_028043930.1: Bombyx_mandarina; Arthropoda

XP_028043932.1: Bombyx_mandarina; Arthropoda

NP_001119727.1: Bombyx_mori; Arthropoda

0.98 NP_001119726.1: Bombyx_mori; Arthropoda

XP_021203568.1: Bombyx_mori; Arthropoda

1 XP_013198973.1: Amyelois_transitella; Arthropoda

XP_013198989.1: Amyelois_transitella; Arthropoda

1 XP_022115609.1: Pieris_rapae; Arthropoda

XP_022115608.1: Pieris_rapae; Arthropoda

1

1

0.99 NP_001298732.1: Papilio_xuthus; Arthropoda

XP_013169129.1: Papilio_xuthus; Arthropoda

1 NP_001298736.1: Papilio_xuthus; Arthropoda

XP_013169130.1: Papilio_xuthus; Arthropoda

1

1 XP_013143202.1: Papilio_polytes; Arthropoda

XP_013143203.1: Papilio_polytes; Arthropoda

NP_001298591.1: Papilio_polytes; Arthropoda

0.97

0.97

0.99

0.99

0.99

0.53

0.75

0.99

0.78

0.75

0.94

1

0.87

0.99

1 XP_012064536.1: Atta_cephalotes; Arthropoda

XP_018049174.1: Atta_colombica; Arthropoda

XP_011055718.1: Acromyrmex_echinatior; Arthropoda

0.64 XP_018355755.1: Trachymyrmex_septentrionalis; Arthropoda

XP_018374876.1: Trachymyrmex_cornetzi; Arthropoda

XP_018300903.1: Trachymyrmex_zeteki; Arthropoda

XP_018402471.1: Cyphomyrmex_costatus; Arthropoda

XP_011870969.1: Vollenhovia_emeryi; Arthropoda

XP_024869593.1: Temnothorax_curvispinosus; Arthropoda

1 XP_011167847.1: Solenopsis_invicta; Arthropoda

XP_012525257.1: Monomorium_pharaonis; Arthropoda

XP_011684823.1: Wasmannia_auropunctata; Arthropoda

XP_011647581.1: Pogonomyrmex_barbatus; Arthropoda

XP_020293316.1: Pseudomyrmex_gracilis; Arthropoda

XP_012223347.1: Linepithema_humile; Arthropoda

XP_011250479.1: Camponotus_floridanus; Arthropoda

XP_011331114.1: Ooceraea_biroi; Arthropoda

1 XP_011150241.1: Harpegnathos_saltator; Arthropoda

XP_014481398.1: Dinoponera_quadriceps; Arthropoda

0.98

0.54

1

0.98

0.58

0.98

0.5

1

0.98

1 XP_625015.1: Apis_mellifera; Arthropoda

XP_016916123.1: Apis_cerana; Arthropoda

XP_006622767.1: Apis_dorsata; Arthropoda

XP_003691164.1: Apis_florea; Arthropoda

1 XP_003399722.1: Bombus_terrestris; Arthropoda

XP_012244763.1: Bombus_impatiens; Arthropoda

1 XP_017754630.1: Eufriesea_mexicana; Arthropoda

XP_017754631.1: Eufriesea_mexicana; Arthropoda

XP_003700544.1: Megachile_rotundata; Arthropoda

XP_017798373.1: Habropoda_laboriosa; Arthropoda

XP_017893662.1: Ceratina_calcarata; Arthropoda

0.96

1 XP_012257830.1: Athalia_rosae; Arthropoda

XP_015513323.1: Neodiprion_lecontei; Arthropoda

XP_015601140.1: Cephus_cinctus; Arthropoda

XP_012270633.1: Orussus_abietinus; Arthropoda

1

1 XP_011297747.1: Fopius_arisanus; Arthropoda

XP_015115148.1: Diachasma_alloeum; Arthropoda

XP_008559920.1: Microplitis_demolitor; Arthropoda

0.7

0.7 XP_011501757.1: Ceratosolen_solmsi_marchali; Arthropoda

XP_001601504.1: Nasonia_vitripennis; Arthropoda

XP_014218713.1: Copidosoma_floridanum; Arthropoda

1

0.53

0.53

0.59 XP_017779406.1: Nicrophorus_vespilloides; Arthropoda

XP_022907432.1: Onthophagus_taurus; Arthropoda

XP_967305.1: Tribolium_castaneum; Arthropoda

1 XP_023029067.1: Leptinotarsa_decemlineata; Arthropoda

XP_018569273.1: Anoplophora_glabripennis; Arthropoda

XP_019878277.1: Aethina_tumida; Arthropoda

XP_019769732.1: Dendroctonus_ponderosae; Arthropoda

1 XP_014258398.1: Cimex_lectularius; Arthropoda

XP_014286815.1: Halyomorpha_halys; Arthropoda

XP_026280479.1: Frankliniella_occidentalis; Arthropoda

1

0.98

0.98

0.94 XP_015369527.1: Diuraphis_noxia; Arthropoda

XP_022182025.1: Myzus_persicae; Arthropoda

XP_001948128.1: Acyrthosiphon_pisum; Arthropoda

0.92

0.96 XP_026823357.1: Rhopalosiphum_maidis; Arthropoda

XP_027852649.1: Aphis_gossypii; Arthropoda

XP_025207901.1: Melanaphis_sacchari; Arthropoda

XP_025405147.1: Sipha_flava; Arthropoda

0.94 XP_022202754.1: Nilaparvata_lugens; Arthropoda

XP_018902853.1: Bemisia_tabaci; Arthropoda

XP_022202043.1: Nilaparvata_lugens; Arthropoda

0.51

0.98 XP_021915301.1: Zootermopsis_nevadensis; Arthropoda

XP_023723341.1: Cryptotermes_secundus; Arthropoda

XP_026281658.1: Frankliniella_occidentalis; Arthropoda

1 XP_021922874.1: Zootermopsis_nevadensis; Arthropoda

XP_023707613.1: Cryptotermes_secundus; Arthropoda

0.87

1

1

1

1 XP_022651589.1: Varroa_destructor; Arthropoda

XP_022686250.1: Varroa_jacobsoni; Arthropoda

1 XP_022651590.1: Varroa_destructor; Arthropoda

XP_022686251.1: Varroa_jacobsoni; Arthropoda

1

1 XP_022656070.1: Varroa_destructor; Arthropoda

XP_022686254.1: Varroa_jacobsoni; Arthropoda

XP_022651588.1: Varroa_destructor; Arthropoda

1

1 XP_018496680.1: Galendromus_occidentalis; Arthropoda

XP_003747695.2: Galendromus_occidentalis; Arthropoda

XP_018497295.1: Galendromus_occidentalis; Arthropoda

0.91

0.9

1 XP_022656860.1: Varroa_destructor; Arthropoda

XP_022707444.1: Varroa_jacobsoni; Arthropoda

XP_022644172.1: Varroa_destructor, Varroa_jacobsoni; Arthropoda

XP_003742602.1: Galendromus_occidentalis; Arthropoda

0.92

0.93

0.94

0.87

0.94

0.98

0.6

0.98

0.98 XP_022313912.1: Crassostrea_virginica; Mollusca

XP_022313467.1: Crassostrea_virginica; Mollusca

XP_022316576.1: Crassostrea_virginica; Mollusca

XP_022314741.1: Crassostrea_virginica; Mollusca

XP_022314975.1: Crassostrea_virginica; Mollusca

0.8

1 XP_011444819.2: Crassostrea_gigas; Mollusca

XP_019928288.1: Crassostrea_gigas; Mollusca

XP_011425175.1: Crassostrea_gigas; Mollusca

1 XP_011433782.1: Crassostrea_gigas; Mollusca

XP_011433787.1: Crassostrea_gigas; Mollusca

0.93 XP_011425162.1: Crassostrea_gigas; Mollusca

XP_011437202.1: Crassostrea_gigas; Mollusca

XP_011437201.1: Crassostrea_gigas; Mollusca

XP_011444815.1: Crassostrea_gigas; Mollusca

0.96

0.96 XP_011444817.1: Crassostrea_gigas; Mollusca

XP_022313465.1: Crassostrea_virginica; Mollusca

NP_001295788.1: Crassostrea_gigas; Mollusca

0.98

0.98

1 XP_011448618.1: Crassostrea_gigas; Mollusca

XP_011448620.1: Crassostrea_gigas; Mollusca

XP_011448623.1: Crassostrea_gigas; Mollusca

1 XP_022342106.1: Crassostrea_virginica; Mollusca

XP_022341279.1: Crassostrea_virginica; Mollusca

1

1

1

1

1 XP_021356756.1: Mizuhopecten_yessoensis; Mollusca

XP_021356757.1: Mizuhopecten_yessoensis; Mollusca

XP_021356758.1: Mizuhopecten_yessoensis; Mollusca

XP_021356759.1: Mizuhopecten_yessoensis; Mollusca

XP_021356754.1: Mizuhopecten_yessoensis; Mollusca

XP_021372849.1: Mizuhopecten_yessoensis; Mollusca

1 NP_001295818.1: Crassostrea_gigas; Mollusca

XP_022325998.1: Crassostrea_virginica; Mollusca

XP_021367253.1: Mizuhopecten_yessoensis; Mollusca

0.71

1

1 XP_009025437.1: Helobdella_robusta; Annelida

XP_009025436.1: Helobdella_robusta; Annelida

XP_009030330.1: Helobdella_robusta; Annelida

1

1 XP_009027497.1: Helobdella_robusta; Annelida

XP_009027498.1: Helobdella_robusta; Annelida

XP_009024738.1: Helobdella_robusta; Annelida

XP_014784116.1: Octopus_bimaculoides; Mollusca

NP_001134991.1: Salmo_salar; Actinopterygii

0.93

1

0.62

0.75

1 XP_006821144.1: Saccoglossus_kowalevskii; Hemichordata

NP_001158422.1: Saccoglossus_kowalevskii; Hemichordata

NP_001158423.1: Saccoglossus_kowalevskii; Hemichordata

XP_006821145.1: Saccoglossus_kowalevskii; Hemichordata

XP_006821151.1: Saccoglossus_kowalevskii; Hemichordata

0.99

1

0.91 XP_006825589.1: Saccoglossus_kowalevskii; Hemichordata

XP_002742033.2: Saccoglossus_kowalevskii; Hemichordata

XP_006825588.1: Saccoglossus_kowalevskii; Hemichordata

XP_002740362.1: Saccoglossus_kowalevskii; Hemichordata

1 XP_014771927.1: Octopus_bimaculoides; Mollusca

XP_014779484.1: Octopus_bimaculoides; Mollusca

XP_002125803.1: Ciona_intestinalis; Tunicata

XP_013407688.1: Lingula_anatina; Brachiopoda

XP_021376587.1: Mizuhopecten_yessoensis; Mollusca

XP_013410615.1: Lingula_anatina; Brachiopoda

XP_013386345.1: Lingula_anatina; Brachiopoda

XP_013397317.1: Lingula_anatina; Brachiopoda

0.97 XP_013391160.1: Lingula_anatina; Brachiopoda

XP_013402367.1: Lingula_anatina; Brachiopoda

0.58

0.97

1

1 XP_013773443.1: Limulus_polyphemus; Arthropoda

XP_013772932.1: Limulus_polyphemus; Arthropoda

XP_013773637.1: Limulus_polyphemus; Arthropoda

1 NP_001301091.1: Limulus_polyphemus; Arthropoda

NP_001301052.1: Limulus_polyphemus; Arthropoda

0.69

XP_013788449.1: Limulus_polyphemus; Arthropoda

XP_013790276.1: Limulus_polyphemus; Arthropoda

XP_022243699.1: Limulus_polyphemus; Arthropoda

XP_013788450.1: Limulus_polyphemus; Arthropoda

XP_015912859.1: Parasteatoda_tepidariorum; Arthropoda

XP_023215218.1: Centruroides_sculpturatus; Arthropoda

0.59

1 XP_015926744.1: Parasteatoda_tepidariorum; Arthropoda

XP_015926753.1: Parasteatoda_tepidariorum; Arthropoda

0.99 XP_015926735.1: Parasteatoda_tepidariorum; Arthropoda

XP_015919216.1: Parasteatoda_tepidariorum; Arthropoda

0.85

0.89

0.55

0.89

0.9

0.98

0.97

1

1

1 XP_002643902.1: Caenorhabditis_briggsae; Nematoda

XP_002643901.1: Caenorhabditis_briggsae; Nematoda

XP_002643906.1: Caenorhabditis_briggsae; Nematoda

XP_002648287.1: Caenorhabditis_briggsae; Nematoda

XP_002636430.1: Caenorhabditis_briggsae; Nematoda

XP_002636429.1: Caenorhabditis_briggsae; Nematoda

0.92 NP_505818.1: Caenorhabditis_elegans; Nematoda

NP_505817.1: Caenorhabditis_elegans; Nematoda

0.98

0.94

0.81

1 XP_003100415.1: Caenorhabditis_remanei; Nematoda

XP_003100376.1: Caenorhabditis_remanei; Nematoda

XP_003100412.1: Caenorhabditis_remanei; Nematoda

XP_003100400.1: Caenorhabditis_remanei; Nematoda

XP_003100455.1: Caenorhabditis_remanei; Nematoda

NP_508841.1: Caenorhabditis_elegans; Nematoda

XP_002644615.1: Caenorhabditis_briggsae; Nematoda

1

0.99

1 XP_002642268.1: Caenorhabditis_briggsae; Nematoda

XP_003110788.1: Caenorhabditis_remanei; Nematoda

NP_499809.1: Caenorhabditis_elegans; Nematoda

XP_013297181.1: Necator_americanus; Nematoda

0.99

1

1

0.91

1

0.73 XP_002123216.1: Ciona_intestinalis; Tunicata

XP_002132052.2: Ciona_intestinalis; Tunicata

XP_009862521.1: Ciona_intestinalis; Tunicata

XP_002126256.2: Ciona_intestinalis; Tunicata

XP_018667351.1: Ciona_intestinalis; Tunicata

XP_002129608.1: Ciona_intestinalis; Tunicata

XP_002127504.1: Ciona_intestinalis; Tunicata

1

0.94 XP_009861333.1: Ciona_intestinalis; Tunicata

NP_001027674.1: Ciona_intestinalis; Tunicata

XP_002128962.1: Ciona_intestinalis; Tunicata

0.98

1 XP_002128671.1: Ciona_intestinalis; Tunicata

XP_002128924.1: Ciona_intestinalis; Tunicata

XP_002128607.1: Ciona_intestinalis; Tunicata

0.97

0.72

0.66

0.96 NP_999634.1: Strongylocentrotus_purpuratus; Echinodermata

XP_011663770.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999693.1: Strongylocentrotus_purpuratus; Echinodermata

NP_001032234.2: Strongylocentrotus_purpuratus; Echinodermata

XP_001176242.1: Strongylocentrotus_purpuratus; Echinodermata

1

0.66 XP_003725373.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999694.1: Strongylocentrotus_purpuratus; Echinodermata

NP_999692.1: Strongylocentrotus_purpuratus; Echinodermata

0.99

1

1

0.98

1 XP_796638.3: Strongylocentrotus_purpuratus; Echinodermata

XP_796654.2: Strongylocentrotus_purpuratus; Echinodermata

XP_797655.1: Strongylocentrotus_purpuratus; Echinodermata

XP_794999.1: Strongylocentrotus_purpuratus; Echinodermata

1 XP_011670747.1: Strongylocentrotus_purpuratus; Echinodermata

XP_011670748.1: Strongylocentrotus_purpuratus; Echinodermata

XP_797504.1: Strongylocentrotus_purpuratus; Echinodermata

1

0.89

0.66 XP_022096766.1: Acanthaster_planci; Echinodermata

XP_022096724.1: Acanthaster_planci; Echinodermata

XP_022096719.1: Acanthaster_planci; Echinodermata

XP_022080612.1: Acanthaster_planci; Echinodermata

1

1

1 XP_014669034.1: Priapulus_caudatus; Priapulida

XP_014662266.1: Priapulus_caudatus; Priapulida

XP_014662277.1: Priapulus_caudatus; Priapulida

XP_014676452.1: Priapulus_caudatus; Priapulida

1 XP_011661664.1: Strongylocentrotus_purpuratus; Echinodermata

NP_001119777.1: Strongylocentrotus_purpuratus; Echinodermata

0.9

0.8

0.84

0.99

0.99

0.99

0.99

0.51

1 XP_022795459.1: Stylophora_pistillata; Cnidaria

XP_022795460.1: Stylophora_pistillata; Cnidaria

XP_020627969.1: Orbicella_faveolata; Cnidaria

XP_020600429.1: Orbicella_faveolata; Cnidaria

1

1 XP_015768232.1: Acropora_digitifera; Cnidaria

XP_015762563.1: Acropora_digitifera; Cnidaria

XP_015751952.1: Acropora_digitifera; Cnidaria

1 XP_027049092.1: Pocillopora_damicornis; Cnidaria

XP_022777933.1: Stylophora_pistillata; Cnidaria

1

0.98

1

1 XP_027037818.1: Pocillopora_damicornis; Cnidaria

XP_022780033.1: Stylophora_pistillata; Cnidaria

XP_020627996.1: Orbicella_faveolata; Cnidaria

XP_027037807.1: Pocillopora_damicornis; Cnidaria

XP_020627971.1: Orbicella_faveolata; Cnidaria

1 XP_015753791.1: Acropora_digitifera; Cnidaria

XP_015753792.1: Acropora_digitifera; Cnidaria

0.84

1 XP_020905102.1: Exaiptasia_pallida; Cnidaria

XP_020905101.1: Exaiptasia_pallida; Cnidaria

XP_001628180.1: Nematostella_vectensis; Cnidaria

0.99

0.99 XP_020916414.1: Exaiptasia_pallida; Cnidaria

XP_020916498.1: Exaiptasia_pallida; Cnidaria

XP_020901517.1: Exaiptasia_pallida; Cnidaria

0.72

0.71

1 XP_001637076.1: Nematostella_vectensis; Cnidaria

XP_001634709.1: Nematostella_vectensis; Cnidaria

0.58 XP_001630583.1: Nematostella_vectensis; Cnidaria

XP_001630069.1: Nematostella_vectensis; Cnidaria

XP_001630039.1: Nematostella_vectensis; Cnidaria

0.61

0.99

1 XP_013083930.1: Biomphalaria_glabrata; Mollusca

XP_013069898.1: Biomphalaria_glabrata; Mollusca

XP_013071866.1: Biomphalaria_glabrata; Mollusca

0.94 XP_025112942.1: Pomacea_canaliculata; Mollusca

XP_025110090.1: Pomacea_canaliculata; Mollusca

1 XP_013083929.1: Biomphalaria_glabrata; Mollusca

XP_013083901.1: Biomphalaria_glabrata; Mollusca

0.98

0.97 XP_012944352.1: Aplysia_californica; Mollusca

NP_001191587.1: Aplysia_californica; Mollusca

NP_001191569.1: Aplysia_californica; Mollusca

0.5

XP_025112424.1: Pomacea_canaliculata; Mollusca

NP_001191580.1: Aplysia_californica; Mollusca

XP_013070997.1: Biomphalaria_glabrata; Mollusca

0.96

1

1 XP_007874173.1: Pneumocystis_murina_B123; Ascomycota

XP_018225256.1: Pneumocystis_carinii_B80; Ascomycota

XP_018230204.1: Pneumocystis_jirovecii_RU7; Ascomycota

XP_025179520.1: Rhizophagus_irregularis_DAOM_181602=DAOM_197198; Mucoromycota

1 XP_002154696.1: Hydra_vulgaris; Cnidaria

XP_002154462.1: Hydra_vulgaris; Cnidaria

1

0.99 XP_024508692.1: Strongyloides_ratti; Nematoda

XP_024506242.1: Strongyloides_ratti; Nematoda

XP_024502396.1: Strongyloides_ratti; Nematoda

0.6

1

1

0.64

1 XP_001898433.1: Brugia_malayi; Nematoda

XP_001895799.1: Brugia_malayi; Nematoda

XP_001895795.1: Brugia_malayi; Nematoda

XP_001898431.1: Brugia_malayi; Nematoda

XP_020306735.1: Loa_loa; Nematoda

1 XP_001894819.1: Brugia_malayi; Nematoda

XP_003146852.1: Loa_loa; Nematoda

0.82

1

1 XP_002112714.1: Trichoplax_adhaerens; Placozoa

XP_002112712.1: Trichoplax_adhaerens; Placozoa

0.54 XP_002115540.1: Trichoplax_adhaerens; Placozoa

XP_002107828.1: Trichoplax_adhaerens; Placozoa

0.96 XP_018652985.1: Schistosoma_mansoni; Platyhelminthes

XP_009173982.1: Opisthorchis_viverrini; Platyhelminthes

0.97

1 XP_003375861.1: Trichinella_spiralis; Nematoda

XP_003376375.1: Trichinella_spiralis; Nematoda

XP_003373575.1: Trichinella_spiralis; Nematoda

XP_013298257.1: Necator_americanus; Nematoda

XP_021964373.1: Folsomia_candida; Arthropoda

XP_027206362.1: Dermatophagoides_pteronyssinus; Arthropoda

NP_001165843.1: Tribolium_castaneum; Arthropoda

XP_019880418.1: Aethina_tumida; Arthropoda

0.56 XP_018322631.1: Agrilus_planipennis; Arthropoda

XP_019758487.1: Dendroctonus_ponderosae; Arthropoda

XP_022916310.1: Onthophagus_taurus; Arthropoda

0.57 XP_023013426.1: Leptinotarsa_decemlineata; Arthropoda

XP_023028518.1: Leptinotarsa_decemlineata; Arthropoda

XP_014775203.1: Octopus_bimaculoides; Mollusca

0.8

1 XP_026463152.1: Ctenocephalides_felis; Arthropoda

XP_026463176.1: Ctenocephalides_felis; Arthropoda

XP_014288699.1: Halyomorpha_halys; Arthropoda

XP_014255022.1: Cimex_lectularius; Arthropoda

0.97

0.98

0.77

0.81

0.99

0.94 XP_015373182.1: Diuraphis_noxia; Arthropoda

XP_022162864.1: Myzus_persicae; Arthropoda

NP_001119672.1: Acyrthosiphon_pisum; Arthropoda

XP_027853848.1: Aphis_gossypii; Arthropoda

XP_025194710.1: Melanaphis_sacchari; Arthropoda

XP_026804898.1: Rhopalosiphum_maidis; Arthropoda

XP_025410470.1: Sipha_flava; Arthropoda

XP_018899710.1: Bemisia_tabaci; Arthropoda

XP_026468341.1: Ctenocephalides_felis; Arthropoda

XP_002429368.1: Pediculus_humanus_corporis; Arthropoda

0.98

1

0.99 XP_009043797.1: Lottia_gigantea; Mollusca

XP_009065998.1: Lottia_gigantea; Mollusca

XP_009043798.1: Lottia_gigantea; Mollusca

XP_009043796.1: Lottia_gigantea; Mollusca

XP_009054813.1: Lottia_gigantea; Mollusca

XP_009060604.1: Lottia_gigantea; Mollusca

0.96

1 XP_015785616.1: Tetranychus_urticae; Arthropoda

XP_015785619.1: Tetranychus_urticae; Arthropoda

XP_015795605.1: Tetranychus_urticae; Arthropoda

XP_023234840.1: Centruroides_sculpturatus; Arthropoda

XP_023244322.1: Centruroides_sculpturatus; Arthropoda

XP_023242384.1: Centruroides_sculpturatus; Arthropoda

XP_013778575.1: Limulus_polyphemus; Arthropoda

XP_020438660.1: Heterostelium_album_PN500; Amoebozoa

0.97

1

1

0.94

0.94

0.79

1

XP_019367205.1: Gavialis_gangeticus; Crocodylia

XP_006259654.2: Alligator_mississippiensis; Crocodylia

XP_019396803.1: Crocodylus_porosus; Crocodylia

0.94

1 XP_013799643.1: Apteryx_australis_mantelli; Aves

XP_025941467.1: Apteryx_rowi; Aves

XP_025906833.1: Nothoprocta_perdicaria; Aves

1

1

1 XP_024063683.1: Terrapene_mexicana_triunguis; Testudines

XP_005292830.1: Chrysemys_picta_bellii; Testudines

XP_005292829.1: Chrysemys_picta_bellii; Testudines

XP_006124746.1: Pelodiscus_sinensis; Testudines

1

1

1

1 XP_026571580.1: Pseudonaja_textilis; Lepidosauria

XP_026543927.1: Notechis_scutatus; Lepidosauria

XP_013930173.1: Thamnophis_sirtalis; Lepidosauria

XP_015682144.1: Protobothrops_mucrosquamatus; Lepidosauria

1 XP_007437756.1: Python_bivittatus; Lepidosauria

XP_025028629.1: Python_bivittatus; Lepidosauria

1

0.73

1

1

1 XP_003765225.1: Sarcophilus_harrisii; Metatheria

XP_003765226.1: Sarcophilus_harrisii; Metatheria

XP_003765224.1: Sarcophilus_harrisii; Metatheria

XP_001365207.1: Monodelphis_domestica; Metatheria

XP_027699742.1: Vombatus_ursinus; Metatheria

XP_020831301.1: Phascolarctos_cinereus; Metatheria

XP_007900278.1: Callorhinchus_milii; Chondrichthyes

1

1

1

0.71

1

1

1

1 XP_026521883.1: Notechis_scutatus; Lepidosauria

XP_026561579.1: Pseudonaja_textilis; Lepidosauria

1 XP_015684716.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_015684717.1: Protobothrops_mucrosquamatus; Lepidosauria

XP_007429612.1: Python_bivittatus; Lepidosauria

XP_020661460.1: Pogona_vitticeps; Lepidosauria

XP_015267090.1: Gekko_japonicus; Lepidosauria

XP_003218206.1: Anolis_carolinensis; Lepidosauria

1

1

1 XP_005299292.1: Chrysemys_picta_bellii; Testudines

XP_024065274.1: Terrapene_mexicana_triunguis; Testudines

XP_007055562.1: Chelonia_mydas; Testudines

XP_006131781.1: Pelodiscus_sinensis; Testudines

1 XP_020390453.1: Rhincodon_typus; Chondrichthyes

XP_007895351.1: Callorhinchus_milii; Chondrichthyes

XP_019880498.1: Aethina_tumida; Arthropoda

1

1

1

1

1

0.96

1

1 XP_002034177.1: Drosophila_sechellia; Arthropoda

XP_016028043.1: Drosophila_simulans; Arthropoda

NP_477037.2: Drosophila_melanogaster; Arthropoda

XP_001975310.2: Drosophila_erecta; Arthropoda

XP_002092163.2: Drosophila_yakuba; Arthropoda

0.97

1

1 XP_016968248.1: Drosophila_biarmipes; Arthropoda

XP_016930246.1: Drosophila_suzukii; Arthropoda

XP_017015662.1: Drosophila_takahashii; Arthropoda

XP_017078988.1: Drosophila_eugracilis; Arthropoda

XP_017044659.1: Drosophila_ficusphila; Arthropoda

1 XP_017108136.1: Drosophila_bipectinata; Arthropoda

XP_001960623.2: Drosophila_ananassae; Arthropoda

1

1 XP_001362034.3: Drosophila_pseudoobscura_pseudoobscura; Arthropoda

XP_002026606.2: Drosophila_persimilis; Arthropoda

XP_022230781.1: Drosophila_obscura; Arthropoda

1

1

1

1

1 XP_017960246.1: Drosophila_navojoa; Arthropoda

XP_002006608.1: Drosophila_mojavensis; Arthropoda

XP_023160594.1: Drosophila_hydei; Arthropoda

XP_002049004.2: Drosophila_virilis; Arthropoda

XP_001995312.1: Drosophila_grimshawi; Arthropoda

XP_017837415.1: Drosophila_busckii; Arthropoda

XP_023030881.1: Drosophila_willistoni; Arthropoda

XP_001703266.1: Chlamydomonas_reinhardtii; Chlorophyta

1

1

1

0.9 XP_827205.1: Trypanosoma_brucei_brucei_TREU927; Kinetoplastida

XP_827206.1: Trypanosoma_brucei_brucei_TREU927; Kinetoplastida

XP_011776681.1: Trypanosoma_brucei_gambiense_DAL972; Kinetoplastida

1 XP_807262.1: Trypanosoma_cruzi_strain_CL_Brener; Kinetoplastida

XP_009307474.1: Trypanosoma_grayi; Kinetoplastida

1 XP_015654073.1: Leptomonas_pyrrhocoris; Kinetoplastida

XP_015654074.1: Leptomonas_pyrrhocoris; Kinetoplastida

0.57 XP_002649067.1: Caenorhabditis_briggsae; Nematoda

XP_024348013.1: Echinococcus_granulosus; Platyhelminthes

XP_003106644.1: Caenorhabditis_remanei; Nematoda

1 XP_005820671.1: Guillardia_theta_CCMP2712; Cryptophyta

XP_005829666.1: Guillardia_theta_CCMP2712; Cryptophyta

0.53

0.78

1

XP_001318939.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001330841.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001581997.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001311201.1: Trichomonas_vaginalis_G3; Parabasalia

0.67

XP_001301717.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001305234.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001309564.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001582846.1: Trichomonas_vaginalis_G3; Parabasalia

0.85 XP_001328056.1: Trichomonas_vaginalis_G3; Parabasalia

XP_001301893.1: Trichomonas_vaginalis_G3; Parabasalia

0.95 XP_782785.1: Strongylocentrotus_purpuratus; Echinodermata

XP_001704653.1: Giardia_lamblia_ATCC_50803; Diplomonadida

0.87

1 XP_005707846.1: Galdieria_sulphuraria; Rhodophyta

XP_005709337.1: Galdieria_sulphuraria; Rhodophyta

1 XP_005717262.1: Chondrus_crispus; Rhodophyta

XP_005715805.1: Chondrus_crispus; Rhodophyta

0.56

0.85

1

1

0.65

0.62 XP_014564422.1: Ordospora_colligata_OC4; Microsporidia

XP_965880.1: Encephalitozoon_cuniculi_GB-M1; Microsporidia

0.95 XP_003886637.1: Encephalitozoon_hellem_ATCC_50504; Microsporidia

XP_009263866.1: Encephalitozoon_romaleae_SJ-2008; Microsporidia

XP_003072256.1: Encephalitozoon_intestinalis_ATCC_50506; Microsporidia

1

1

XP_013173657.1: Papilio_xuthus; Arthropoda

XP_013175546.1: Papilio_xuthus; Arthropoda

XP_013182697.1: Papilio_xuthus; Arthropoda

XP_024332002.1: Nosema_ceranae; Microsporidia

XP_007604706.1: Vittaforma_corneae_ATCC_50505; Microsporidia

XP_008073227.1: Vavraia_culicis_subsp._floridensis; Microsporidia

XP_013059056.1: Nematocida_parisii_ERTm1; Microsporidia

XP_002277323.2: Vitis_vinifera; Streptophyta

0.56

0.9

1

1 XP_005105689.1: Aplysia_californica; Mollusca

XP_005105684.1: Aplysia_californica; Mollusca

XP_005103138.1: Aplysia_californica; Mollusca

XP_013067610.1: Biomphalaria_glabrata; Mollusca

XP_005092009.1: Aplysia_californica; Mollusca

XP_021346449.1: Mizuhopecten_yessoensis; Mollusca

XP_019922877.1: Crassostrea_gigas; Mollusca

XP_013393874.1: Lingula_anatina; Brachiopoda

1 XP_009056592.1: Lottia_gigantea; Mollusca

XP_009056593.1: Lottia_gigantea; Mollusca

0.95

0.96

1

1 XP_022314552.1: Crassostrea_virginica; Mollusca

XP_022316961.1: Crassostrea_virginica; Mollusca

XP_011432967.1: Crassostrea_gigas; Mollusca

XP_021341844.1: Mizuhopecten_yessoensis; Mollusca

XP_013072528.1: Biomphalaria_glabrata; Mollusca

0.89 XP_005707521.1: Galdieria_sulphuraria; Rhodophyta

XP_005537113.1: Cyanidioschyzon_merolae_strain_10D; Rhodophyta

0.96

0.68

1

0.72

0.72

0.72

0.89

1

0.83

0.83 XP_002898250.1: Phytophthora_infestans_T30-4; Stramenopiles

XP_008910684.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_024576633.1: Plasmopara_halstedii; Stramenopiles

XP_009538566.1: Phytophthora_sojae; Stramenopiles

XP_005852345.1: Nannochloropsis_gaditana_CCMP526; Stramenopiles

1 XP_008897499.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_008911039.1: Phytophthora_parasitica_INRA-310; Stramenopiles

1 XP_008910655.1: Phytophthora_parasitica_INRA-310; Stramenopiles

XP_002898284.1: Phytophthora_infestans_T30-4; Stramenopiles

XP_009528756.1: Phytophthora_sojae; Stramenopiles

0.52

1

0.55

1 XP_009037302.1: Aureococcus_anophagefferens; Stramenopiles

XP_009039473.1: Aureococcus_anophagefferens; Stramenopiles

XP_009038528.1: Aureococcus_anophagefferens; Stramenopiles

XP_009036992.1: Aureococcus_anophagefferens; Stramenopiles

1 XP_008613070.1: Saprolegnia_diclina_VS20; Stramenopiles

XP_012204798.1: Saprolegnia_parasitica_CBS_223.65; Stramenopiles

1 XP_009840723.1: Aphanomyces_astaci; Stramenopiles

XP_008878861.1: Aphanomyces_invadans; Stramenopiles

1

0.7 XP_002294917.1: Thalassiosira_pseudonana_CCMP1335; Stramenopiles

XP_002182221.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles

XP_002183295.1: Phaeodactylum_tricornutum_CCAP_1055/1; Stramenopiles

1

1 XP_012898236.1: Blastocystis_hominis; Stramenopiles

XP_014524750.1: Blastocystis_sp._subtype_4; Stramenopiles

XP_012894417.1: Blastocystis_hominis; Stramenopiles

0.5

0.83

1

0.95

1

1 XP_013252163.1: Eimeria_acervulina; Alveolata

XP_013351336.1: Eimeria_mitis; Alveolata

XP_013336347.1: Eimeria_maxima; Alveolata

1 XP_013229066.1: Eimeria_tenella; Alveolata

XP_013440541.1: Eimeria_necatrix; Alveolata

XP_022588625.1: Cyclospora_cayetanensis; Alveolata

0.97

0.99 XP_002369663.1: Toxoplasma_gondii_ME49; Alveolata

XP_008887036.1: Hammondia_hammondi; Alveolata

XP_003879894.1: Neospora_caninum_Liverpool; Alveolata

0.67 XP_011131581.1: Gregarina_niphandrodes; Alveolata

XP_027202227.1: Dermatophagoides_pteronyssinus; Arthropoda

0.99

0.51

1

1 XP_765471.1: Theileria_parva_strain_Muguga; Alveolata

XP_951813.1: Theileria_annulata; Alveolata

XP_009690977.1: Theileria_orientalis_strain_Shintoku; Alveolata

XP_004832920.1: Theileria_equi_strain_WA; Alveolata

0.74 XP_001608692.1: Babesia_bovis_T2Bo; Alveolata

XP_012768357.1: Babesia_bigemina; Alveolata

XP_012649089.1: Babesia_microti_strain_RI; Alveolata

1

1 XP_002775990.1: Perkinsus_marinus_ATCC_50983; Alveolata

XP_002783772.1: Perkinsus_marinus_ATCC_50983; Alveolata

XP_002785686.1: Perkinsus_marinus_ATCC_50983; Alveolata

1 XP_001699068.1: Chlamydomonas_reinhardtii; Chlorophyta

XP_002955536.1: Volvox_carteri_f._nagariensis; Chlorophyta

0.0

ACTA2

ACTA1

ACTA2

ACTB

ACTC1

ACTG2

ACTBL2

ACTB

ACTG1

ACTC1

ACTA1

ACTC1

ACTC1

ACTA1

ACTG2

ACTC1

ACTC1

ACTA1, ACTC1

ACTA1, ACTC1

ACTC1

ACTA1, ACTC1

ACTA1, ACTC1

ACTB

Fig. S . Cladogram obtained in MrBayes showing relationships between 3554 nucleotide

sequences of actins and their relatives. Seven groups of actins homologous to human

sequences: ACTB, ACTG1, ACTA2, ACTA1, ACTC1, ACTG2 and ACTBL2 were indicated

in different colours. The human sequences or their identical homologs were bolded. The

affiliation to main taxonomic groups was shown. The number of identical sequences for

those presented in the tree is included in parentheses. Numbers at nodes correspond to

posterior probabilities. Values lower than 0.5 were omitted.
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Fig. S . Logos of profile HMMs for seven actin groups. The letter height in the given position corresponds to 

information content above background, i.e. only positive-scoring amino acids were included in the stack. 

The height of the stack was subdivided according to the relative probabilities of these positive scoring amino 

acids. Columns including non-conserved amino acid substitutions were indicted by red boxes.

6



 ACTA1 p

 ACTC1 s

 ACTA2 m

 ACTG2 c

 ACTB n

 ACTBL2 cz

 ACTG1 z

 ACTA1

 ACTA1

 ACTA1

 p

 ACTC1

 ACTC1

 ACTC1

 s

 ACTA2

 ACTA2

 ACTA2

 m

 ACTG2

 ACTG2

 ACTG2

 c

 ACTB

 ACTB

 ACTB

 ACTBL2

 n

 ACTBL2

 ACTBL2

 ACTBL2

 ACTG1

 cz

 ACTG1

 ACTG1

 ACTG1

 ACTB

 z

 ACTA1  ACTA1 p

 ACTC1  ACTC1 s

 ACTA2  ACTA2 m

 ACTG2  ACTG2 c

 ACTB  ACTB n

 ACTG1  ACTG1 z

 ACTBL2  ACTBL2 cz

 ACTA1  ACTA1 p

 ACTC1  ACTC1 s

 ACTA2  ACTA2 m

 ACTG2  ACTG2 c

 ACTBL2  ACTBL2 cz

 ACTG1  ACTG1 z

 ACTB  ACTB n

t1: cons (IQT, MB)

t3: profile HMMs (neighbour joining, minimum evolution) t3: profiles (NJ, ME)aa (MB); 

t2: aa (MB); cons (PM, PB)

t4: full aln (IQ-TREE) t4: aa (IQT)

aa (MB: 0.68, IQT: 85/-); cons (MB: 1, PB:0.98, IQT: 91/86, PM: 0.80/78)

nt (main groups IQT: 100/-); cons (MB: 0.94, PB: 0.93, IQT: 91/83, PM: 0.86/84)

cons (MB: 1, PB: 1,
IQT: 100/100, PM: 1/100)

aa (MB: 0.73, IQT: 92/100); nt (IQT: 100/-)

nt (main groups IQT: 99/-); cons (PB: 0.66, PM: -/56)

aa (IQT: 84/-)

aa (IQT: 93/-); nt (main groups IQT: 99/-)

 ACTA1

 ACTC1

 ACTA2

 ACTG2

 ACTB

 ACTBL2

 ACTG1

t2: consensus (IQ-TREE, MrBayes)

 ACTA1

 ACTC1

 ACTA2

 ACTG2

 ACTB

 ACTBL2

 ACTG1

t1:consensus (morePhyML, PhyloBayes)

0.01

morePhyML MtArt w testachna rysunku w pracy

full aln (MrBayes)

full aln (MrBayes)

Fig. S7. Phylogram obtained in morePhyML showing relationships between consensus 

sequences of seven acting groups.
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Fig. S8. Tree topologies obtained from various approaches and data sets: consensus 

sequences analyzed in morePhyML, PhyloBayes, IQ-TREE and MrBayes, distance matrices 

between amino acid profile HMMs analyzed by neighbor-joining and minimum evolution 

methods, as well as the full alignment of 1441 amino acid sequences (full aln) analyzed in 

MrBayes and IQ-TREE.

Fig. S7. Phylogram obtained in morePhyML showing relationships between consensus 

sequences of seven acting groups.



CLUSTAL format alignment by MAFFT L-INS-i (v7.122b) 
 

 

alpha skeletal  MCDEDETTALVCDNGSGLVKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
alpha cardiac   MCDDEETTALVCDNGSGLVKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
alpha smooth    MCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
gamma smooth    MC-EEETTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
beta            M--DDDIAALVVDNGSGMCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
gamma           M--EEEIAALVIDNGSGMCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQSKRG 
actbl2          MT-DNELSALVVDNGSGMCKAGFGGDDAPRAVFPSMIGRPRHQGVMVGMGQKDCYVGDEAQSKRG 
                *  ::: :*** *****: ****.***********::****************.*********** 

 

alpha skeletal  ILTLKYPIEHGIITNWDDMEKIWHHTFYNELRVAPEEHPTLLTEAPLNPKANREKMTQIMFETFN 
alpha cardiac   ILTLKYPIEHGIITNWDDMEKIWHHTFYNELRVAPEEHPTLLTEAPLNPKANREKMTQIMFETFN 
alpha smooth    ILTLKYPIEHGIITNWDDMEKIWHHSFYNELRVAPEEHPTLLTEAPLNPKANREKMTQIMFETFN 
gamma smooth    ILTLKYPIEHGIITNWDDMEKIWHHSFYNELRVAPEEHPTLLTEAPLNPKANREKMTQIMFETFN 
beta            ILTLKYPIEHGIVTNWDDMEKIWHHTFYNELRVAPEEHPVLLTEAPLNPKANREKMTQIMFETFN 
gamma           ILTLKYPIEHGIVTNWDDMEKIWHHTFYNELRVAPEEHPVLLTEAPLNPKANREKMTQIMFETFN 
actbl2          VLTLKYPIEHGVVTNWDDMEKIWYHTFYNELRVAPDEHPILLTEAPLNPKINREKMTQIMFEAFN 
                :**********::**********:*:*********:*** ********** ***********:** 

 

alpha skeletal  VPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMRLDLAGRDLTDYLMKIL 
alpha cardiac   VPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMRLDLAGRDLTDYLMKIL 
alpha smooth    VPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMRLDLAGRDLTDYLMKIL 
gamma smooth    VPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMRLDLAGRDLTDYLMKIL 
beta            TPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHTVPIYEGYALPHAILRLDLAGRDLTDYLMKIL 
gamma           TPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHTVPIYEGYALPHAILRLDLAGRDLTDYLMKIL 
actbl2          TPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHIVPIYEGYALPHAILRLDLAGRDLTDYLMKIL 
                .***********************:******** *************:***************** 

 

alpha skeletal  TERGYSFVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
alpha cardiac   TERGYSFVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
alpha smooth    TERGYSFVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
gamma smooth    TERGYSFVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
beta            TERGYSFTTTAEREIVRDIKEKLCYVALDFEQEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
gamma           TERGYSFTTTAEREIVRDIKEKLCYVALDFEQEMATAASSSSLEKSYELPDGQVITIGNERFRCP 
actbl2          TERGYNFTTTAEREIVRDVKEKLCYVALDFEQEMVRAAASSSPERSYELPDGQVITIGNERFRCP 
                *****.*.**********:************:**. **:*** *:******************** 

 

alpha skeletal  ETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNVMSGGTTMYPGIADRMQKEITALAPS 
alpha cardiac   ETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNVLSGGTTMYPGIADRMQKEITALAPS 
alpha smooth    ETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNVLSGGTTMYPGIADRMQKEITALAPS 
gamma smooth    ETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNVLSGGTTMYPGIADRMQKEITALAPS 
beta            EALFQPSFLGMESCGIHETTFNSIMKCDVDIRKDLYANTVLSGGTTMYPGIADRMQKEITALAPS 
gamma           EALFQPSFLGMESCGIHETTFNSIMKCDVDIRKDLYANTVLSGGTTMYPGIADRMQKEITALAPS 
actbl2          EAIFQPSFLGIESSGIHETTFNSIMKCDVDIRKDLYANTVLSGGSTMYPGIADRMQKEIITLAPS 
                *::*****:*:**.******:*******:*********.*:***:************** :**** 

 

alpha skeletal  TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWITKQEYDEAGPSIVHRKCF 
alpha cardiac   TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKQEYDEAGPSIVHRKCF 
alpha smooth    TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKQEYDEAGPSIVHRKCF 
gamma smooth    TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKPEYDEAGPSIVHRKCF 
beta            TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKQEYDESGPSIVHRKCF 
gamma           TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKQEYDESGPSIVHRKCF 
actbl2          TMKIKIIAPPERKYSVWIGGSILASLSTFQQMWISKQEYDEAGPPIVHRKCF 
                **********************************:* ****:**.******* 

HQGVMVGMGQKDCYVGDEAQSK

YPIEHGVVTNWDDMEK

IWYHTFYNELR

VAPDEHPILLTEAPLNPK

- Peptide detected in following studies: [19], [26] (MVGMGQKDCYVGD), [31], [33], [34], 

[37], [43] (DCYVGDEAQSK)

- Peptide detected in following studies: [24], [31], [32], [33], [36], [37]

- Peptide detected in following studies: [20], [22], [23], [28], [30], [31], [33], [34], [35], [36], [37], [38], [39]

- Peptide detected in following studies: [9], [22], [23], [25], [27], [28], [29], [33], [39] 

DLYANTVLSGGSTMYPGIADR - Peptide detected in following studies: [33], [41], [42]
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Fig. S10. Quantitative OneStep qPCR amplification curves for ACTBL2. As templates served 250

ng of RNA of 5 melanoma cell lines. (n=3). Results are expressed as the mean ±SD.

A
37

5

W
M

13
41

D

S
K
-M

E
L-2

8

H
s2

94
T

W
M

9

0.00

0.01

0.02

0.03

0.04

Actbl2 mRNA level

2
^

-d
d

C
t 

(i
n

 r
e

la
ti

o
n

 t
o

H
P

R
T

1
)

Fig. S11. Quantitative RT-PCR analysis of ACTBL2 expression level in melanoma cell lines.

cDNAs of 5 melanoma cell lines served as templates for the reaction. Results were normalized

against the HPRT1 gene (n=3). Results are expressed as the mean ±SD.

Fig. S9. Sequences alignment of human typical actins and actbl2. Amino acid sequence
alignment [MAFFT L-INS-i (v7.122b) 1] of 6 classical actin isoforms and the new actbl2 isoform.

The semicolon indicates conserved substitutions and dot semi-conserved substitutions in a given

column. In microfilaments, one actin monomer forms contacts with four adjacent monomers, and

in these interactions, the following residues take part: 322-325 interact with 243-245; 286-289

with 202-204; 166-169 and 375 with 41-45 (blue rectangles). The interactions along the genetic

helix are between residues 110-112 and 195-197 (grey rectangles). All mentioned residues

except 110-112 and 375 are located on the “back” surface of actin. The loop (a hydrophobic

“plug”) in 264-273 residues contacts two other actin monomers of the opposing strand 2 (green

rectangle). Actin signatures I and II are highlighted in red (I - residues 54-64) and blue (II –

residues 357-365), whereas the actin-like protein signature is highlighted in green (residues 105-

117). Unique peptides of actbl2 identified by MS analysis in several proteomic studies are

marked. References’ numbers refer to the references’ list in the main manuscript.
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Fig. S12. Analysis of gDNA of obtained clones devoid of actbl2. Upon isolation of gDNA from

clones, PCR reactions were performed with appropriate starters and 100 ng of gDNA as a

template. Products of reactions were analyzed in 2% TAE agarose gel. bp – base pairs.



Fig. S13. Analysis of gDNA of obtained clones devoid of actbl2 production to check if ORF was

shifted for every allele. Upon isolation of gDNA from clones, PCR reactions were performed with

appropriate starters and gDNA as a template. Products were then cloned into the pAcGFP-C1

plasmid and selected plasmid clones were sequenced. The allele with the long insertion but no

shift in ORF for actbl2 is highlighted in red. The other alleles have shifted ORFs in the region

coding for actbl2. The codon start was shown in green. The star indicates identical nucleotide in

given position for every allele.

CR-CTRL c.1     cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.1_1 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.1_2 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.2_1 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.2_2 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.3_1 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

CR-ACTBL2 c.3_2 cttgtcctgttcactcgtctggaagatctcagccagcaccatgactgacaatgagctgtc

************************************************************ 

CR-CTRL c.1     tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.1_1 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.1_2 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.2_1 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.2_2 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.3_1 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

CR-ACTBL2 c.3_2 tgccttggtagtggataatgggtcagggatgtgcaaggcaggctttggtggtgacgatgc

************************************************************ 

CR-CTRL c.1     cccccgggctgtgttcccctccatgatagggcgtcctcgacaccagggcgttatgg----

CR-ACTBL2 c.1_1 cccccgggctgtgttcccctccatgatagggcgtcctc----------------------

CR-ACTBL2 c.1_2 cccccgggctgtgttcccctccatgatagggcgtcctc----------------------

CR-ACTBL2 c.2_1 cccccgggctgtgttcccatgggccatggg------------cccatgggccatgg----

CR-ACTBL2 c.2_1 cccccgggctgtgttcccctccatgatagggcgtcctcgacaccagggcgttatgatgat

CR-ACTBL2 c.3_1 cccccgggctgtgttcccctccatgatagggcgtcctcgacaccagggcgttatgatgat

CR-ACTBL2 c.3_2 cccccgggctgtgttcccctccatgatagggcgtcctcgacaccagggcgttatggtgag

****************** *     ** ** 

CR-CTRL c.1     ------------------------------------------------------------

CR-ACTBL2 c.1_1 ------------------------------------------------------------

CR-ACTBL2 c.1_2 ------------------------------------------------------------

CR-ACTBL2 c.2_1 ------------------------------------------------------------

CR-ACTBL2 c.2_2 aggacaccagggcgttatga----------tgataggacaccagggcgttatgatgatag

CR-ACTBL2 c.3_1 aggacaccagggcgttatga----------tgataggacaccagggcgttatgatgatag

CR-ACTBL2 c.3_2 gagctggttttttgaaaggatcaacaaaattgatagaccgctagcaagactaataaagaa

CR-CTRL c.1     ---------------------------------------------------------tag

CR-ACTBL2 c.1_1 ------------------------------------------------------------

CR-ACTBL2 c.1_2 ------------------------------------------------------------

CR-ACTBL2 c.2_1 ----------------------------------------------------------gc

CR-ACTBL2 c.2_2 gacaccagggcgttatgatgataggacaccagggcgttatgaccagggcgttattggtag

CR-ACTBL2 c.3_1 gacaccagggcgttatgatgataggacaccagggcgttatgaccagggcgttattggtag

CR-ACTBL2 c.3_2 aaaaagagagaagaatcaaatagacacaataaaaaatgataaaggggatatcaccaccga

CR-CTRL c.1     gcatg-ggccagaaggactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.1_1 ---------------gactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.1_2 ---------------gactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.2_1 ccatg-ggccagaaggactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.2_2 gcatg-ggccagaaggactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.3_1 gcatg-ggccagaaggactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

CR-ACTBL2 c.3_2 tcccacaatgataaggactgctacgtgggagatgaggctcagagcaagagaggcgtcctg

********************************************* 
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Fig. S14. Corresponding Ponceau S stainings of the membranes shown in Figure 6.

Additionally uncroped membranes are shown. * The membrane was cut, because the upper

and lower parts of the membrane were used for the reblotting to detect proteins of low

abundance. The areas of the membranes shown in the Fig. 6 are marked here by red

rectangles.
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Fig. S15. Representative pictures of cells migrating collectively recorded over 72 h for studied

cells (n=3). Results from collective migration are shown in Fig. 7.
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Fig. S16. The cells were grown under control conditions (the cells were grown in the presence of

FBS) (A, D) or were treated with 1 mM LPA for 10 min. (B, E) or 100 mM PMA for 5 min. (C, F).

The cells were fixed and stained with either solely phalloidin-Alexa Fluor 488 (B, C, E, and F) or

with phalloidin-Alexa Fluor 488, DNase I–Alexa Fluor 594 and Hoechst 33342 (A and D) to detect

solely F-actin or F-actin, G-actin and cell nucleus, respectively. Red arrows point at stress fibers.
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Fig. S17. Formation of focal adhesions in CR-ACTBL2 cells grown in medium without FBS for 24

h. (A) The cells were seeded on coverslips. Some of them were treated with either 1 mM LPA for

10 min. or 100 nM PMA for 5 min. 24 h later, they were fixed. The cells were stained with

antibodies recognizing either a Parvin or VASP. (B) Based on captured photos, the FAs number

and their area were estimated (n=30). (C, D) Slope graphs presenting trends upon LPA or PMA

stimulation in the number and surface area of focal adhesion regarding starvation conditions. (E)

Cell area surface of the cells grown in the absence of FBS or treated with either LPA or PMA was

measured (n=30). Results are expressed as the mean±SD; p ≤ 0.01 (**), p ≤ 0.0001 (****).
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Fig. S18. Formation of focal adhesions in OE-ACTBL2 cells grown in medium without FBS for 24

h. (A) Upon seeding the cells on the coverslips and treatment, some of them with either 1 mM

LPA for 10 min or 100 nM PMA for 5 min, the cells were fixed and stained with antibodies directed

against either a Parvin or VASP. (B) After taking the stained cells' photos presented in A, the FAs

number and their area were measured and presented in bar charts (n=30). (C, D) Slope graphs

presenting trends upon LPA or PMA stimulation in the number and surface area of focal

adhesion. (E) The cell surface area of OE-CTRL and OE-ACTBL2 cells growing it the absence of

FBS or upon treatment with either LPA or PMA was measured (n=30). Results are expressed as

the mean±SD; p ≤ 0.01 (**), p ≤ 0.001 (***), p ≤ 0.0001 (****).
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Table S1. The number of sequences assigned to seven actin groups. 

Actin group 

Initial assignment based on phylogenetic 
grouping 

Final assignment based of HMM 
profiles and phylogenetic trees 

Amino acid sequences Nucleotide sequences 
Amino acid 
sequences 

Nucleotide 
sequences 

IQ-TREE MrBayes IQ-TREE MrBayes 

ACTB ( cytoplasmic) 107 104 57 175 105/290* 465/469* 

ACTG1 ( 1 cytoplasmic) 125 43 63 119 131/387* 63/63* 

ACTA2 ( 2 smooth muscle) 26 25 235 213 26/260* 248/252* 

ACTA1 ( 1 skeletal muscle) 40 68 95 149 68/318* 222/226* 

ACTC1 ( cardiac muscle 1) 4 18 189 179 27/221* 375/385* 

ACTG2 ( 2 smooth muscle) 47 48 166 150 47/233* 210/216* 

ACTBL2 ( like 2) 97 143 178 189 98/120* 185/187* 

* The number of sequences including identical versions. 

 

Tab. S2. Results of tests comparing tree topologies for seven groups of actins presented in Fig. 

S8. The table includes: log-likelihood values (logL) and their difference to the best tree (logL), marginal 
log-likelihood values (logLm), p-values from an approximately unbiased test (AU), bootstrap 
probabilities calculated from all sets of scaled replicates (NP) and from one set of replicates (BP), 
Bayesian posterior probabilities calculated by BIC approximation (PP), p-values from Shimodaira-
Hasegawa (SH) and weighted Shimodaira-Hasegawa (wSH) tests, bootstrap proportion using RELL 
method (bp-RELL), Expected Likelihood Weight (c-ELW) as well as Bayes factor (BF) expressed as 
differences in natural logarithm likelihood units from the best topology. P-values smaller than 0.05 and 
BF > 3 were bolded. 

Program Parameter/test 
Tree topology 

t1 t2 t3 t4 

PHyML 

logL -1459.02 -1459.7 -1462.09 -1464.12 

logL 0 -0.68406 -3.0732 -5.10579 

AU 0.778 0.476 0.19 0.06 

NP 0.461 0.378 0.132 0.03 

BP 0.459 0.379 0.132 0.029 

PP 0.642 0.324 0.03 0.004 

SH 0.885 0.66 0.344 0.17 

WSH 0.893 0.638 0.311 0.209 

IQ-TREE 

logL -1482.42 -1482.42 -1485.85 -1487.96 

logL 0.002 0 3.4328 5.5387 

bp-RELL 0.392 0.446 0.126 0.0357 

SH 0.806 1 0.377 0.217 

WSH 0.806 0.768 0.324 0.191 

c-ELW 0.388 0.434 0.132 0.0455 

AU 0.669 0.629 0.172 0.0646 

MrBayes 
logLm -1516.48 -1516.35 -1518.81 -1522.4 

BF 0.13 0 2.46 6.05 

 



Table S3. Summary of the essential proteomic data confirming the presence of actbl2 at 

the protein level in human cells. Unique actbl2 peptides identified in these studies are shown 

in Fig. S9. References’ numbers refer to the references’ list in the main manuscript.

Year of 

publication
Type of cells Biological relevance Reference

TUMOR CELLS

2012
MCF7

(breast carcinoma)

Actbl2 was ubiquitylated, as confirmed in two out of 

two experiments.
29

2012
GAMG

(glioblastoma cell line)

Actbl2 specific peptide were identified in the 

proteome analysis of Glioblastoma.
43

2014

HeLa

(cervical 

adenocarcinoma)

Actbl2 was a target for FAT10 (ubiquitin-like 

modifier), as confirmed in at least two experiments 

out of 4.

28

2016 Breast carcinoma

Actbl2 was shown to be one of the proteins present 

in the primary tumors as well as in lymph node 

metastases at a higher level than in healthy ductal 

epithelia.

31

2016 Glioblastoma cell lines

Actbl2 level was shown to be upregulated in 

glioblastoma cell lines, but it was not identified as an 

upregulated tumor antigen. (Cells treated with 

antitumor drug causing upregulation of specific 

peptides in the hope of providing new targets for 

anticancer therapy).

22

2016

Hepatocytes

HepG2

(hepatocellular cancer 

cells)

Actbl2 was detected both in human hepatocytes as 

well as in the HepG2 cell line.
21

2016 Lung adenocarcinoma
Presence of actbl2 was identified in lung 

adenocarcinoma patient samples.
30

2017

HeLa

(cervical 

adenocarcinoma)

Analysis of HeLa proteome showed actbl2 to be 

phosphorylated at S240.
19

2017

Human colorectal cancer 

tissue specimens and the 

comparable regions of 

adjacent normal mucosa

Actbl2 was found to be upregulated in cancer tissue 

of patients suffering from colorectal cancer tissue. 

Actbl2 was as well present in healthy tissue.

25

2017 Anal cancer carcinoma

Actbl2 was identified to be present in different parts 

of the anal canal in anal cancer carcinoma samples. 

No marked actbl2 upregulation was noted in any of 

the regions.

39

2017

HeLa

(cervical 

adenocarcinoma) UNO2

Actbl2 was shown to be SUMOylated. No other 

additional PTMs were detected along with the 

SUMOylation.

20

2017 Human cancer cell lines

Unique actbl2 peptides (at least one per cell line) 

were identified in four human cell lines: K-562, MV-4-

11, SK-N-BE(2), COLO 205.

37

2017 Human kidney cancer

Actbl2 presence was detected in kidney cancer. 

Unique actbl2 peptide was not phosphorylated 

according to this study.

32

2017

NSCLC

Non-small cell lung 

carcinoma

Actbl2 was shown to be present in NSCLC cells. The 

phosphorylation did not occur at any of the unique 

peptides in the protein.

35



Year of 

publication
Type of cells Biological relevance Reference

TUMOR AND NORMAL CELLS

2018 Pancreatic cancer
Actbl2 specific peptide was recognized in pancreatic 

cell cancer.
42

2011

U2OS

(osteosarcoma)

HEK293T

(human kidney 

embryonic cells)

A large-scale study of ubiquitylated protein sites. 

Identified unique actbl2 peptide, according to this 

study, was not ubiquitylated.

24

2011

HCT116

(colorectal carcinoma)

HEK293T

(human kidney 

embryonic cells)

A large-scale study of ubiquitylated protein sites.

Actbl2 was ubiquitylated at Lys51 within a unique 

actbl2 peptide (a different one than those identified 

by Danielsen et al. [24]).

26

NORMAL CELLS

2016

BJ

(human normal foreskin 

fibroblasts)

NIH3T3

(murine fibroblasts)

HEK293T

(human kidney 

embryonic cells)

Actbl2 was among seven proteins interacting with 

FGF1.
27

2016

HUVEC

(human umbilical vein 

endothelial cells) NHDF

(normal human dermal 

fibroblasts)

The level of actbl2 differed in HUVEC cells and 

NHDF cells with and without inflammatory activation.
34

2016 Human stem cells

Expression of actbl2 was higher in MSC than in ESC, 

the implication in adhesion, and developmental 

processes. Unique actbl2 peptides were identified in 

3 out of 3 experiments.

38

2017 Healthy human tissue

Identification of SAAV (single amino acid variants) in

one of the unique actbl2 peptides 

(VAPDEHPILLTEAPLNPK) in the human cortex, 

spinal cord, fetal brain, testis, and sperm (H102-

>Y102).

23

2017 Human heart tissue

Actbl2 level was varying across the heart regions. 

Actbl2 was downregulated in patients with atrial 

defibrillation when compared to healthy controls.

36

2017 Immune cells
Actbl2 specific peptides were recognized in immune 

cells, either after activation or in a steady state.
41

2019 Healthy human tissue

Actbl2 was identified to be present in the human 

liver, kidney, colon, and bladder. Actbl2 was as well 

shown to be tissue enhanced in the heart.

33

Table S3. Continued



Table S4. Summary of the cloning strategies used to generate vectors used in 

the study.

Vector Primers’ sequences Description

pLVX-hPGK-

Puro

5’atcaccgacctctctccccaagagctcgtttagtga3’ 

5’tttgtcagacatggtgaattcaccggaaatagatcc3’

used when as a template served pLKO.1-

puro plasmid coding hPGK

5’atcaccgacctctctccccaagagctcgtttagtga3’ 

5’tttgtcagacatggtgaattcaccggaaatagatcc3’

used when as e template served a DNA 

fragment coding for the spacer between

hPGK and the sequence coding for POI: 

5’agagctcgtttagtgaaccgtcagatcgcctggaga

cgccatccacgctgttttgacctccatagaagacaccg

actctactagaggatctatttccggtg3’

pLVX-hPGK-Puro was obtained

on the basis of pLVX-IRES-puro-

Tb4 plasmid described elsewhere
3

. Here, the CMV promoter was 

substituted with hPGK by using

ClaI and EcoRI restriction

enzymes. Two PCR products 

were simultaneously cloned into

the cut plasmid using NEBuilder®

HiFi DNA Assembly Cloning Kit 

(New England BioLabsInc.).

pLVX-hPGK-

Puro-actbl2 

3’UTR

5’tagaggatctatttccggtgaattcaccatgactgaca

atgagctg3’ 

5’taggggggggggagggagaggggcgggatccat

acaagtatgaagcaattttaatgtactgaaag3’

pLVX-hPGK-Puro-actbl2 3’UTR 

plasmid was prepared based on 

pLVX-hPGK-Puro. The actbl2 

coding sequence obtained from 

A375 cells was cloned into the 

plasmid with the use of EcoRI

and BamHI restriction enzymes

using NEBuilder® HiFi DNA 

Assembly Cloning Kit (New 

England BioLabsInc.).

p3xHA-actbl2-

3’UTR

5’aaactcgagttatgactgacaatgagctgtc 3’ 

5’aaatctagaatacaagtatgaagcaat3’

3xHA-C1-actbl2-3’UTR was 

obtained using XhoI and XbaI

restriction enzymes.

p3xHA-b actin-

3’UTR

5’gttatggatgatgatatcgccgcg3’ 

5’gctaaggtgtgcacttttattcaac3’

3xHA-C1-b actin-3’UTR was 

obtained using XhoI and XbaI

restriction enzymes.

p3xHA-g actin-

3’UTR

5’gttatggaagaagagatcgccgc 3’ 

5’gggttacggcagcacttttatttt3’

3xHA-C1-g actin-3’UTR was 

obtained using XhoI and XbaI

restriction enzymes.

p3xHA-

amplified

fragment of 

allele coding

for actbl2

5’gatctcgagctcaagcttcgaattcgaaagcatttctg

gagtgttttag

5’cgcggtaccgtcgactgcagaattcatacatggctg

gtgtgttg

Amplified on the basis of isolated

gDNA fragment of allele coding 

for actbl2 was cloned into

pAcGFP-C1 vector linearized with 

EcoRI. We used here NEBuilder®

HiFi DNA Assembly Cloning Kit 

(New England BioLabsInc.).



Primer Sequence Amplicon

size (nt)

Tm

(°C)

qPCR

ACTBL2_f

ACTBL2_r

5’gacaatgagctgtctgcc

5’cgtagcagtccttctggc
157 60

ACTB_f

ACTB_r

5’tttcttgacaaaacctaacttgcgc

5’attgtgaactttgggggatgctct

175 61

ACTG1_f

ACTG1_r

5’gcattgccgacaggatgcag

5’atgcagcaaatgctacgcatctg

239 64

HPRT1_f

HPRT1_r

5’gaccagtcaacaggggacat

5’gcttgcgaccttgaccatct

165 60

gDNA analysis (Fig. S12)

ACTBL2_f

ACTBL2_r

5’gacaatgagctgtctgcc

5’cgtagcagtccttctggc

157 60

Table S5. List of primers used in the study for other purposes than cloning.



Table S6. List of antibodies and fluorescently labeled reagents used in the study. 

Antibody Company ICC WB

mouse anti-b actin IgG1 (#A5441) Sigma-Aldrich - 1:20000

mouse anti-g actin IgG1 (#A8481) Sigma-Aldrich - 1:20000

rabbit anti-total actin C11 (#A2066) Sigma-Aldrich - 1:1000

mouse anti-total actin AC40 (#A3853) Sigma-Aldrich - 1:1000

anti-actbl2 (#OALA08260) Aviva Systems Biology - 1:200

goat anti-HA (#NB600-362) (Fig. 5A) Novus Biologicals 1:100 -

rabbit anti-HA (#51064-2-AP) (STED, 

Fig. 5B)

Proteintech 1:100 -

rabbit anti VASP (#3132) Cell Signaling 1:400 -

rabbit anti-a Parvin (#8190) Cell Signaling 1:200 -

HRP-conjugated anti-rabbit (#7074) Cell Signaling - 1:4000

HRP-conjugated anti-mouse (#7076) Cell Signaling - 1:4000

donkey anti-goat-Alexa Fluor® 488 

(#A-11055)

Invitrogen 1:200 -

donkey anti-rabbit-Alexa Fluor® 488 

(#A-21206)

Invitrogen 1:200 -

donkey anti-rabbit-Alexa Fluor® 647

(STED, Fig. 7B) (#A-31573)

Invitrogen 1:200

DRAQ5 Invitrogen 1:100 -

Phalloidin CruzFluor™ 350 Santa Cruz Biotechnology Inc. 1:1000 -

Phalloidin Alexa Fluor® 488 Invitrogen 1:100 -

Phalloidin Alexa Fluor® 568 Invitrogen 1:100 -

Phalloidin Abberior Star Red (STED, 

Fig. 8 and 9)

Abberior 1:100 -

DNase I Alexa Fluor® 549 Invitrogen 1:100 -

Hoechst 33342 Invitrogen 1:1000 -
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