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AF423202 (China, Qinghai) Przewalskium albirostris

EF035448 (Taiwan) Rusa unicolor swinhoei

JN399997* Elaphurus davidianus

AY157735 Rucervus eldi

AY044863 (China, Qinghai) Przewalskium albirostris

AY035874 (India) (Hyelaphus Axis) porcinus porcinus

AF423201 (China, Yunan) Rusa unicolor cambojensis

EU878390 Rucervus eldi

JN632699 Rusa timorensis

AF423194 (China) Elaphurus davidianus

AF423200 (Indonesia, Celebes) Rusa timorensis macassanicus

JN632690 Przewalskium albirostris

JN632697 Rucervus eldi

DQ989636 (Taiwan) Rusa unicolor swinhoei
HM049636 Przewalskium albirostris

JN632698 Rusa alfredi

AY607037 Rucervus eldi thamin

HM138200 Rucervus eldi
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Fig. S .2 MrBayes tree based on the longer alignment with simplification of Eastern

(clade E) and Western (clade W) lineages of red deer. The asterisk indicates that a given sequence is

represented by more than one accession number. The shading of circles at nodes corresponds to the

number of methods (out of five) which recovered the given node. Numbers at nodes, in the order shown,

correspond to: posterior probabilities estimated in MrBayes (MB) and PhyloBayes (PB), bootstrap

values obtained in PhyML (PH), TreeFinder (TF) and PAUP by neighbor joining methods (NJ). Values of

the posterior probabilities and bootstrap percentages ≤ 0.50 and 50%, respectively, were omitted or

indicated by a dash “-“.
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