Table S2. List of 92 completely sequenced Podoviridae genomes analyzed in this study with proposed taxonomic classification and arrangement according to the performed clustering algorithm.
	Taxon
	Accession number
	
	Taxon
	Accession number

	Autographivirinae
	
	
	cluster
	

	(KMV-like viruses
	
	
	BPP-1-like viruses
	

	Enterobacteria phage LKA1
	NC_009936.1
	
	Bordetella phage BIP-1
	NC_005809.1

	Enterobacteria phage (KMV
	NC_005045.1
	
	Bordetella phage BMP-1
	NC_005808.1

	Klebsiella phage KP34
	NC_013649.2
	
	Bordetella phage BPP-1
	NC_005357.1

	Pseudomonas phage LKD16
	NC_009935.1
	
	Burkholderia phage BcepC6B
	NC_005887.1

	Pseudomonas phage LUZ19
	NC_010326.1
	
	15-like viruses
	

	Pseudomonas phage (-2
	NC_013638.1
	
	Escherichia phage (V10
	NC_007804.2

	Pseudomonas phage (kF77
	NC_012418.1
	
	Salmonella phage 15
	NC_004775.1

	Pseudomonas phage PT2
	NC_011107.1
	
	P22-like viruses
	

	Pseudomonas phage PT5
	NC_011105.1
	
	Enterobacteria phage P22
	NC_002371.2

	Ralstonia phage RSB1
	NC_011201.1
	
	Enterobacteria phage ST104
	NC_005841.1

	Vibrio phage VP93
	NC_012662.1
	
	Salmonella phage c341
	NC_013059.1

	SP6-like viruses
	
	
	Salmonella phage 34
	NC_011976.1

	Enterobacteria phage Era103
	NC_009014.1
	
	Salmonella phage HK620
	NC_002730.1

	Enterobacteria phage K1-5
	NC_008152.1
	
	Salmonella phage ST64T
	NC_004348.1

	Enterobacteria phage K1E
	NC_007637.1
	
	Shigella phage Sf6
	NC_005344.1

	Enterobacteria phage SP6
	NC_004831.2
	
	unclassified in cluster
	

	T7-like viruses
	
	
	Bacteriophage APSE-2
	NC_011551.1

	Enterobacteria phage 13a
	NC_011045.1
	
	Burkholderia phage Bcep22
	NC_005262.2

	Enterobacteria phage BA14
	NC_011040.1
	
	Burkholderia phage BcepIL02
	NC_012743.1

	Enterobacteria phage EcoDS1
	NC_011042.1
	
	Endosymbiont phage APSE-1
	NC_000935.1

	Enterobacteria phage K1F
	NC_007456.1
	
	Enterobacteria phage 933W
	NC_000924.1

	Enterobacteria phage T3
	NC_003298.1
	
	Enterobacteria phage Min27
	NC_010237.1

	Enterobacteria phage T7
	NC_001604.1
	
	Enterobacteria phage VT2-Sakai
	NC_000902.1

	Klebsiella phage K11
	NC_011043.1
	
	Myxococcus phage Mx8
	NC_003085.1

	Klebsiella phage KP32
	NC_013647.1
	
	Pseudomonas phage F116
	NC_006552.1

	Kluyvera phage Kvp1
	NC_011534.1
	
	Salmonella phage SE1
	NC_011802.1

	Morganella phage MmP1
	NC_011085.2
	
	Salmonella phage ST64B
	NC_004313.1

	Pseudomonas phage gh-1
	NC_004665.1
	
	Stx2 converting phage I
	NC_003525.1

	Salmonella phage (SG-JL2
	NC_010807.1
	
	Xylella phage Xfas53
	NC_013599.1

	Vibrio phage N4
	NC_013651.1
	
	Picovirinae
	

	Vibrio phage VP4
	NC_007149.1
	
	AHJD-like viruses
	

	Yersinia pestis phage (A1122
	NC_004777.1
	
	Staphylococcus phage 44AHJD
	NC_004678.1

	Yersinia phage Berlin
	NC_008694.1
	
	Staphylococcus phage 66
	NC_007046.1

	Yersinia phage (YeO3-12
	NC_001271.1
	
	Staphylococcus phage P68
	NC_004679.1

	Yersinia phage Yepe2
	NC_011038.1
	
	Staphylococcus phage SAP-2
	NC_009875.1

	P60-like viruses
	
	
	Streptococcus phage C1
	NC_004814.1

	Prochlorococcus phage P-SSP7
	NC_006882.1
	
	(29-like viruses
	

	Synechococcus phage P60
	NC_003390.1
	
	Bacillus phage B103
	NC_004165.1

	Synechococcus phage Syn5
	NC_009531.1
	
	Bacillus phage GA-1
	NC_002649.1

	LUZ24-like viruses
	
	
	Bacillus phage (29
	NC_011048.1

	Pseudomonas phage LUZ24
	NC_010325.1
	
	unclassified Picovirinae
	

	Pseudomonas phage PaP3
	NC_004466.2
	
	Actinomyces phage Av-1
	NC_009643.1

	(eco32-like viruses
	
	
	Lactococcus phage ascc(28
	NC_010363.1

	Enterobacteria phage (eco32
	NC_010324.1
	
	Streptococcus phage Cp-1
	NC_001825.1

	N4-like viruses
	
	
	unclassified Podoviridae
	

	Enterobacteria phage N4
	NC_008720.1
	
	Lactococcus phage KSY1*
	NC_009817.1

	Pseudomonas phage LIT1
	NC_013692.1
	
	Mycoplasma phage P1
	NC_002515.1

	Pseudomonas phage LUZ7
	NC_013691.1
	
	Phormidium phage Pf-WMP3
	NC_009551.1

	Silicibacter phage DSS3(2
	NC_012697.1
	
	Phormidium phage Pf-WMP4
	NC_008367.1

	Sulfitobacter phage EE36(1
	NC_012696.1
	
	Roseobacter phage SIO1
	NC_002519.1

	VP2-like viruses
	
	
	Thalassomonas phage BA3
	NC_009990.1

	Vibrio phage VP2
	NC_005879.1
	
	Vibrio phage VpV262
	NC_003907.2

	Vibrio phage VP5
	NC_005891.1
	
	
	

	119X-like viruses
	
	
	
	

	Pseudomonas phage 119X
	NC_007807.1
	
	
	

	Pseudomonas phage PaP2
	NC_005884.1
	
	
	


*This giant virus is unexpectedly located in the Picovirinae cluster in the CLANS graph probably as a result of significant hits from several genes gained via horizontal gene transfer.

