Effective population size reconstruction

Skyline analyses for separate elephoid deer haplogroups were performed in BEAST for checking the possible changes in female effective population sizes there were not detected by Skygrid analyses using whole or Western Deer clade datasets. From the latter we extracted the sequences belonging to separate haplogroups (A-E; haplogroup F was omitted due to small sample size) and create new datasets. For each of these haplogroup datasets we applied the nucleotide substitution model that was selected by jModelTest (HKY for haplogroups A, C and D, HKY+G for haplogroup B, and TN for haplogroup E); partitioning into three codon positions with substitution rate, rate heterogenity and base frequencies unlinked among positions; and the Bayesian Skyline population model.  Substitution rate for strict molecular clock of 2.03E-7/site/year was selected based on mean rate calculated in previous BEAST analyses of Wester Deer clade dataset (described in Divergence time estimation). For each dataset we ran MCMC simulations of 50 million iterations with a sampling frequency of 5000 steps. The convergence and ESS values were checked using Tracer 1.6. Skyline reconstruction was performed in Tracer 1.6. 

Unlike the previous Skygrid analyses, in the Skyline reconstructions for separate elaphoid haplogroups we found changes in Nef through time (Figure S1). For most of the haplogroups effective population size until 10 ka BP was constant followed by population size increase. Within the haplogroup A the population growth started around 3 ka BP. However, Skyline reconstruction for this haplogroup showed wide confidence intervals, so it may not be reliable. For the haplogroups C and E increase in population size begin at around 10 ka BP, while for haplogroup D it started earlier (around 17-15 ka BP) and the Nef change was less profound than for other haplogroups. The decrease of population size for the last 3 ka BP was observed only for haplogroup B.
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[bookmark: _GoBack]Fig. S3. Bayesian reconstruction of changes in female effective population size (Nef) through time for elaphoid haplogroups A-D. Median estimates of Nef is shown with a thick line and 95% HPD interval with a grey area.
image1.png
Haplogroup A

('aN) azis uonendod aanoays ajewsay

40000 30000 20000 10000
Time (years BP)

Haplogroup B

(oN) azwé uonejndod aAnoaye é|ewej

25000 20000 15000 10000 5000
Time (years BP)

Haplogroup C

('aN) az1s uonendod aAjoays sjewWws

40000 30000 20000 10000
Time (years BP)

Haplogroup D

40000 30000

20000
Time (years BP)

10000

Haplogroup E

12500 10000

7500 5000
Time (years BP)

2500

(*aN) @z1s uonendod aanoays sjewa4

('aN) az1s uonendod aAnays sjews4




